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<212> DNA 

<213> Homo sapiens 

<. 4 0 0 > 1 

gtccaaaatg tggctgcttt taacaacaac ttgtttgatc tgtggaactt taaatgctgg 60 

tggattcctt gatttggaaa atgaagtgaa tcctgaggtg tggatgaata ctagtgaaat 120 

catcatctac aatggctacc ccagtgaaga gtatgaagtc accactgaag atgggtatat 180 

actccttgtc aacagaattc cttatgggcg aacacatgct aggagcacag gtccccggcc 240 

agttgtgtat atgcagcatg ccctgtttgc agacaatgcc tactggcttg agaattatgc 300 

taatggaagc cttggattcc ttctagcaga tgcaggttat gatgtatgga tgggaaacag 360 

Lcyyygaaac acttyytcaa gaagacacaa aacactctca gagacayatg agaaaLLcLg 120 

ggcctttggt tttgatgaaa tggccaaata tgatctccca ggagtaatag acttcattgt 480 

aaataaaact ggtcaggaga aattgtattt cattggacat tcacttggca ctacaatagg 540 

gtttgtagcc ttttccacca tgcctgaact ggcacaaaga atcaaaatga attttgcctt 600 

gggtcctacg atctcattca aatatcccac gggcattttt accaggtttt ttctacttcc 660 

aaattccata atcaaggctg tttttggtac caaaggtttc tttttagaag ataagaaaac 720 

gaagatagct tctaccaaaa tctgcaacaa taagatactc tggttgatat gtagcgaatt 780 

tatgtcctta tgggctggat ccaacaagaa aaatatgaat cagctttacc actctgatga 840 

attcagagct tatgactggg gaaatgacgc tgataatatg aaacattaca atcagagtca 900 

tccccctata tatgacctga ctgccatgaa agtgcctact gctatttggg ctggtggaca 960 

tgatgtcctc gtaacacccc aggatgtggc caggatactc cctcaaatca agagtcttca 1020 

ttactttaag ctattgccag attggaacca ctttgatttt gtctggggcc tcgatgcccc 1080 

tcaacggatg tacagtgaaa tcatagcttt aatgaaggca tattcctaaa tgcaatgc 1138 

< 2 1 0 > 2 

• 2 i ] • 3 7 3 
■-- 2 12 • PPT 

• 2 13.' Homo sapiens 



< 4 0 0 > 2 

Met Trp Leu Leu 

1 

Ala Gly Gly Phe 

20 

Met Asn Thr Ser 
35 

Tyr Glu Val Thr 
50 

Pro Tyr Gly Arg 
65 

Tyr Met Gin His 



Tyr Ala Asm Gly 
100 

Val Trp Met Gly 
115 

Thr Leu Ser Glu 
130 

Met Ala Lys Tyr 
14 5 

Thr Gly Gin Glu 



lie Gly Phe Val 
180 

Lys Met Asn Phe 
195 

Gly lie Phe Thr 
210 

Val Phe Gly Thr 

225 

Ala Ser Thr Lys 



Glu Phe Met Ser 

260 

Leu Tyr His Ser 
2 75 

Asp Asn Met Lys 



Leu Thr Thr Thr 

5 

Leu Asp Leu Glu 



Glu lie lie lie 
40 

Thr Glu Asp Gly 

55 

Thr His Ala Arg 
70 

Ala Leu Phe Ala 
85 

Ser Leu Gly Phe 



Asn Ser Arg Gly 
120 

Thr Asp Glu Lys 
135 

Asp Leu Pro Gly 
150 

Lys Leu Tyr Phe 

165 

Ala Phe Ser Thr 



Ala Leu Gly Pro 
200 

Arg Phe Phe Leu 
215 

Lys Gly Phe Phe 

2 30 

lie Cys Asn Asn 
245 

Leu Trp Ala Gly 



Asp Glu Phe Arg 

280 

His Tyr Asn Gin 



Cys Leu lie Cys 
10 

Asn Glu Val Asn 

25 

Tyr Asn Gly Tyr 



Tyr lie Leu Leu 

60 

Ser Thr Gly Pro 
75 

Asp Asn Ala Tyr 
90 

Leu Leu Ala Asp 
105 

Asn Thr Trp Ser 



Phe Trp Ala Phe 
140 

Val lie Asp Phe 
155 

lie Gly His Ser 
170 

Met Pro Glu Leu 
185 

Thr lie Ser Phe 



Leu Pro Asn Ser 

220 

Leu Glu Asp Lys 

2 35 

Lys lie Leu Trp 

250 

Ser Asn Lys Lys 

265 

Ala Tyr Asp Trp 



Ser His Pro Pro 



Gly Thr Leu Asn 

1 5 

Pro Glu Val Trp 

^0 

Pro Ser Glu Gl u 
45 

Val Asn Arg Tie 



Arg Pro Val Val 
80 

Trp Leu Glu Asn 
95 

Ala Gly Tyr Asp 
110 

Arg Arg His Lys 
125 

Gly Plie Asp Glu 



He Val Asn Lys 
16 0 

Leu Gly Thr Thr 
175 

Ala Gin Arg He 
190 

Lyt, Tyr Pro Thr 
205 

He He Lys Ala 



Lys Thr Lys He 
24 0 

Leu He Cys Ser 

255 

Asn Met Asn Gin 

2 70 

Gly Asn Asp Ala 
2 9 5 

I 1 e I*y t Asp Leu 



290 



Thr Ala Met Lys Val Pro Thr Ala lie Trp Ala Gly Gly His Asp Val 
^05 3 10 3 15 32 0 



Leu Val Thr Pro Gin Asp Val Ala Arg He Leu Pro Gin He Ly£ 



s Ser 



V3 0 3 1 5 



Leu His Tyr Ph** Lys Leu Leu Pro Asp Trp Asn His Phe Asp Phe Val 
340 ^4S 350 

Trp Gly Leu Asp Ala Pro Gin Arq Met Tyr Ser Glu He He Ala Leu 

355 360 365 

Met Lys Ala Tyr Ser 
370 



<210> 3 
<211> 12 348 
<212> DNA 

<213> Homo sapiens 

-400^ 3 

atggcgaggc ggccgccgtg gcggggcctc ggggaacggt cgacccccat actcctgctc 60 
cttctcctct ctttgttccc cctcagccag gaggagctgg ggggcggtgg gcaccagggc 120 
tgggacccag gcttagctgc cactacgggg ccaagggcgc atatcggtgg cggagcctta 180 
gctctttgtc cggagtcttc cggggtccgg gaggatgggg ggcctggcct gggggtcagg 240 
gagcctatct tcgtggggct ccgagggaga aggcaaagcg cccggaatag tcgagggccc 300 
cctgagcagc cgaatgagga gctggggatt gaacacggcg tccagccatt gggcagccgc 360 
gaacgagaga caggacaggg accagggtct gtgttatact ggcgcccaga ggtctcctct 420 
tgcgggcgga caggaccttt gcaaagaggt agtctgtcac caggggctct gtcctcaggg 480 
gtcccgggct cggggaacag ctcgcccctc ccttcagact ttttgattcg gcaccacggt 540 
cccaagccgg tgtcctccca gcggaacgct gggacaggct cccgcaaaag agtgqqcacc 600 
gcgcgctgct gtggggaatt atgggcaaca gggagcaagg gtcagggcga gagagccacg 660 
acatccggag cagaaaggac agccccccgg cggaactgtc ttccaggggc ctcgggatct 720 
ggccccgagc tggattcagc accacgcacg gcgaggacag ctcctgcatc aggttcagca 780 
ccccgcgagt ctcggacagc tcccgagccg gcgcccaagc gcatgcgctc ccggggtctc 840 
ttccgctgcc gcLtcctccc gcagcycccc gggccgcgtc ccccggyact cccygcccyL 300 
cctgaagcca ggaaagtaac ctcggcgaac cgggcacgct ttcgtcgcgc cgcaaaccgc 960 
cacccgcagt ttccgcagta caactaccag acgctggtgc cggagaatga ggcagcaggc 1020 
accgcggtgc tacgcgtggt tgctcaggac ccggacgccg gcgaggccgg gcgcctagtc 1080 
tactcgctgg cggcactcat gaacagccgc tcgctggagc tgttcagcat cgacccgcag 1140 
agcggcctta tccgtacggc ggcagctctg gaccgcgaga gcatggagcg tcactacctg 1200 
cgtgtgaccg cgcaggacca cgggtcgccg cgcctctcgg ccaccacgat ggtggccgtg 1260 
acagtagccg accgcaacga ccactcgccg gtttttgagc aagcgcagta ccgggagacc 1320 
cttcgcgaga atgtggagga gggctaccct atcctgcagc tgcgtgccac tgacggcgac 1380 
gcgcocccca acgccaacct gcgctaccgc ttcgtggggc cgccagctgc gcgcgctgca 1440 
gctgccgccg ccttcgagat tgatccacgc tccggcctca tcagcaccag cggccgagtg 1500 
gaccgcgagc acatggaaag ctatgagctg gtggtggaag ccagcgacca gggccaggaa 1560 
cccgggccgc gctcggccac tgtgcgcgta cacataactg tgctagacga gaacgacaat 1620 
gctcctcagt tcagcgagaa gcgctacgtg gcgcaggtgc gcgaggatgt gcgcccccac 1680 
acagtcqtgc tgcgcgtcac ggccactgac cgggacaagg acgccaacgg attggtgcac 1740 
tacaacatca tcagtggcaa tagccgtgga cactttgcca tcgacagcct cactggcgag 1800 
atccaggt.gg tgcjcacctct ggacttcgag geagagagag agtatgcctt gcgcatcagg 1860 
gcgcaggatg ctggccggcc accgctgtcc aacaacacgg gcctggccag cat.ccaggtg 1920 
gt.gua-ar.ca at.gaccacat tcctatLLU gtcagcacgc ccttccaagt Uctgtcttg L9S0 
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gaaaatgctc ccttgggtca ctcagtcatc cacattcagg cagtcgatgc agaccatggg 2040 
yagaatgcca gattggagt.a ctccctaact ggtgtggcac ctgatactcc ttttgtgata 2 100 
aacagcgcca ctggctgggt ctctgtgagt ggtcccctgg accgtgagtc tgtggagcat 2 16 0 
tacttcttty gtgtggaggc tcgagaccat ggctcacccc cactctctgc ctcagccagt 2220 
ytcaccy t;ya cLgtgetgga cytLaatyac aatcggcctg agttcacaat yaaggaytac 2280 
cacctacqac tqaatgagga tgcagctqtg ggcaccagtg tggtcagcgt qaccqcaqta 2340 
'!''""']' '} g rraa^agtg^ r^tr^g^f.^- cagatcacag geggcaacar- rcggaatcgc 2400 
tttgccatca qcacccaqqq gggtgtgqqt ctqqtqactc tggctctqcc actggactac 2460 
aagcaggaac get actt.caa gcr.ggr.acf a acrgcatctg accgtgccct tcatgatcac 2 52 0 
tactatatac acatcaacat cacaaatacc aacactcatc qqccqqtctt teaaaatqec 2 580 
cactactrag tgagtgtgaa tgaagategg ccaatgggta gcaccatagt ggtcatcagt 2640 
gectctgatg atgacgtggg tgagaatget cgtatcacct atctcctgga ggacaacctg 2700 
ccccaqttcc geattgatge agactcagga gecattacat tacaggcccc attagactat 2760 
gaggaccagg tgacctacac cctggctatc acagcteggg acaatggcat cccacagaag 2820 
qcdgacacta cLLaLyLyya yyLyaLyyLc aa LyacyLya atgacaatgc LccacaatLL 2 8 80 
gtggcctccc actatacagg gctggtctct gaggatgece cacctttcac cagtgtcctg 2940 
cagatctcag ccactgaccg ggatgetcat gccaatggcc gggtccagta cactttccag 3000 
aatggtgaag atggggatgg agattttacc attgagecca cctctggaat tgtcegtaca 3060 
gtaaggegge tagaceggga ggcagtatca gtgtatqagt tgactgecta cgcagtggac 3120 
agaggtgtgc ccccactccg gactccagtc agtatccagg tgatggtgca ggatgtgaac 3 180 
gaeaatgeae ctgtcttccc agctgaggag Lttgaggtgc gggtgaaaga gaatagcatt 3240 
gtgggctcag tggtggccca gatcactgea gtggaccctg acgaaggccc caatgcccat 3300 
ataatgtacc agatcgtgga ggggaacatc cccgagctgt tccaaatgga catcttcLct 3360 
ggagaactga cggcactcat tgacctagac tatgaggctc gecaagaata tgtgattgtg 3420 
gtgeaggeca catctgctcc tttggtcagc cgggccactg tgcacgtccg cctggttgac 3480 
cagaatgaca acagccctgt gctcaacaac ttccagatcc tcttcaacaa ctatgtatcc 3540 
aaccgttcag acaccLtccc gtcgygcatt attgggegea tcccagctta tgaccccgat 3 6 00 
gtctccgacc acctcttcta ctcctttgag cgtggcaatg agetgeaget gctggtagtc 3660 
aaccagacca gtggggagct gcgactcagc cgaaagctag acaataaccg cccactggtg 3720 
gcctccatgt tggtgactgt cacagatggc ctgcacagcg tgaeggegea gtgtgtgctg 3780 
cgcgtggtca teatcaegga ggagttgctg gccaacagcc tgaccgtgcg ccttgagaac 384 0 
atgtggcagg agcgcttcct gtcaccgctg ctgggccgct tcctcgaggg cgtggctgcg 3 900 
gtgetegcta cgcccgctga ggaegtctte atcttcaaca tccagaacga cacagaegta 3960 
gggqgcaccg tgctcaatgt gagtttctcg gcgctagctc cacgtggggc eggggeggge 4020 
getgeaggge cctggttcag ctccgaggag ctgeaggage agttgtacgt gcgccgggcg 108 0 
gcgctggcgg ctcgctccct getcgaegta ctgcccttcg aegacaaegt gtgectgega 4140 
gagccctgtg agaactacat gaaatgcgtg tccgtgctcc gctttgactc gtccgcgccc 4200 
ttcctggcct cggcctccac gctgttccga cccatccagc ccatcgctgg cctgcgctgc 4260 
cgctgcccgc cc;yydtLcac yyyayactLL Lycgagaccy agctcyaccL ctgcUcL^c 4 32 0 
aacccatgtc geaaeggegg agcctgcgcg eggegegagg gaggctacac gtgcgtctgc 4 380 
cgcccgcgct teaceggaga ggactgegag ctggacaccg aggccggccg ctgcgtgccg 4440 
ggcgtctgcc geaaeggggg cacctgcacc gacgcgccca aeggeggett tcgctgccag 4 500 
tgcccggcag gcggcgcctt cgagggcccg egctgegagg tggctgcgcg ctccttcccg 4560 
cccagttcgt tcgtcatgtt tcgcggcctg eggcagegat tccaccttac gctgtccctc 4620 
tegttcgega cagtgeagea gagegggctg ctcttctaca acgggcgcct gaacgagaag 4680 
cacgacttcc tggccetgga act.cgtggct ggccaagtgc ggctcacata ttccacgggt 4740 
gaatccaaca ccgtggtcag cxccacagtt ccagggggct tgagtgacgg gcaatggcat 4800 
acagtgeate tgagatacta caacaagccc eggacagatg ccctaggggg tgeacaggge 4 860 
ccctccaagg acaaggtggc tgtgctaagc gtggatgatt gtgatgtggc cgtggctctg 4 92 0 
cagtttggtg ctgagattgg caactactca tgcgcggctg ctggtgtgca aacaagctcc 4980 
aagaagtccc tggacctgac gggccctctt cttctgggag gtgtccccaa cctccccgag 5040 
aact.tccccg tatcccaL** ggacttcatc ggctgtatgc gggacctgea cattgatggc 5100 
cgccgagtgg acatggcqqc t.tttgtcqca aa taatggca cca tggcagg ctgccaaqcc 5 16 0 
aagctacact tttytgactc aggcccctgc aagaacagtg gcttctgctc ggagcgctgg 522 0 
ggcaq.-ttra netgcgact.g ccct.ytyggc tteggeggea aagactgtca gcttactatg 5280 
gecc-at c-vrc accat.tt.ccq t.ggcaacggc acactgagct ggaactttgg aagtgacatg 5 340 
yet itui , t y tgcc-i r ygta .-; -t gyyyc tg geatttegga cacgggcaac ycayggggtc b 4 0 0 




ctgatgcaag tgcaggctgg gccacacagc 
ct-.gtctgtga cagtgaccag gggctcgggc 
actgtcagtg atggccggtg gcacgatctg 
c ggcggggcc accatgtcct tatggtctca 
gcggtgggga gtgagctgca gygcctyaag 
cccqqcaqtg cagaggaggc tcctcaqqqt 
gg^trracac cctctggctc crrggrfr'i'g 
CCtqqctqtq ttqtqaccaa cqcctqtqcc 
cgggaocf ct ggcagacctt ttct.tgcarc 
ataqat-acct qcct.cctqaa cccctatraq 
gccccccatg gctatacctg tgactgt.gtg 
aggatggacc agcagtgccc acggggctgg 
tgtgatgttc acaaaggttt tgatcccaac 
aaggagttcc actaccgacc gcggggcagt 
gtgggctcca cctcycgcLc aLylycaccc 
gcccttggcc gccagtgcaa cagctgtgac 
tgccgggtgc tctatgatgc ctgccctaag 
acaaagtttg gcgtcctggc cacagtgccc 
cggctgtqtg atgaqgccca gggttggctg 
gcctttcgag agctcagtct gctgctggat 
accatggagg ccaagaagct ggctcagcgg 
tattttagcc aagatgttcg agtcactgcc 
agccatcagc agggcttcgg gctgacagcc 
ctgtgggccg gctctgcact gcttgcccca 
cagcgggccc ctgggggctc cccaggcagc 
gcagccacac tcgcaaggaa tatggaactc 
cctaacatca tgctcagcat tgaccgcatg 
cgctaccctc gctaccatag caacctcttt 
catgtgctgc tgccttccca gtccccacgg 
agcagcatag aaaactccac cacctcaagt 
gagcctggga tctccattat cattctcctc 
gcccagttcc aggcagaacg ccgaggtgcc 
ccggtggtca gcgtggctgt gttccacgga 
cccatcagcc tagagtttcg cctqctacaq 
cagtgggacc cacctggcct ggcggagcag 
ctggtgcaca ggaatgggtc ccacgcacgg 
gtcctcatgg atgcctctcc ccgtgagagg 
ttcacccacg tggtcgtggc tgtgtctgtg 
cLyagccLyc gcagcctcaa yLccaaLyLg 
ctgggggtgg cagagctcct cttcctgctg 
gatcagggcc agggaacttg tgtcctgatg 
aactcagggt cagagctggt gtgcactgca 
agcaccttcg cgtggctctt cgtgcagggg 
cgcaacgtgg accgcggcgc catgcgcttc 
gtgctgctgg gccttgctgt gggcctggac 
tgnatctcag toeacgagcc cctcatctgg 
gtgatgaacg ggaccatgtt tctcctcgct 
gaggccaaga agacctctgc actcaggacc 
gtcagtgcct cctggctctt tgggctcctg 
tacctccatg ctggactctg cggcctccag 
ctaaatgcag atgctcgggc tgcctggatg 
gaggaggcaa ggccagcacc tgggctggga 
qaqaaqaafq qcctcatccg catcactctg 
gcccgctccg gccggaccca ggaccaggac 
a .a f q t c c f gg t t eg acatgg c t cag cege t 
g c t. c j g c c c c a ctg a cctgga crgtggccatg 

l c r.yacaq t. cj acctgtcctt gg^gg^ggag 




acgctccttt gecagctaga tegggggtta 5460 
cgtgcttccc atctccttct ggaccaggtg 5520 
cggctggagt tgcaggagga accaggtggc 5 58 0 
ctggacttta gcctcttcca ggacaccatg 564 0 
gtaaagcayc tccacgLggg aggcctgccc 570 0 
Ctqqttqgct gcatccaqqq qqtqtqqctc 5760 
ct arccccca. gecac^gagt g^^-g^gg^g 58?n 
tctqqqccct qcccacctca cqcaqactqc 5880 
rgccagccag gttacr.argg frraggctgt 5 94 0 
aaccaqqqat catqeenqra cctqccaqqa 6000 
ggtggctatt tcgggcacca ctgtgagcac 6060 
tgggggagee caacctgtgg cccctgcaac 6120 
tgcaacaaga caaatgggca gtgtcactgc 6180 
gactcttgcc tcccatgtga ctgctaccct 6240 
cac'dycgyyc aytyccccLy Lcycccayya 6 3 00 
agtcccttcg cagaggtgac agccagcggc 6360 
tccctgagat ctggtgtgtg gtggccccag 6420 
tgtccccggg gggccctggg tgctgctgtg 6480 
qaqcccgacc tcttcaactg tacctcccct 6540 
ggectagage tgaacaagac ggcactggat 6600 
etaegggagg tgactggcca cactgaccac 666 0 
cgcctgctgg cccacctgct ggecttcgag 6720 
acacaggatg cccacttcaa tgagaatctg 6780 
gagacagggg acttgtgggc ggcgctgggg 6840 
gcgggactgg tgaggcacct gg^ggagtat 6900 
acatacctga atcccatggg gctggtgacg 6960 
gagcacccca gttctccccg gggggcccgt 702 0 
egaggecagg atgcctggga tcctcacacc 7080 
ccatccccat ctgaagttct gcccacaagc 7140 
gtggtccccc caccagcccc gccagagcca 7200 
gtttaccgea ccttaggggg actgctccct 7260 
aggcttcctc agaaccccgt catgaactcc 7320 
cgcaacttcc taaggggaat cctgqagtcc 7380 
acaqeqaate ggagcaaqqc qatctgtgtg 7440 
catggtgtgt ggacagcacg ggactgegag 7500 
tgtegctgea geeggacagg gacctttggg 7560 
ctggagggcg acctggagct gctggctgtg 7620 
getgegctgg tgctgactgc agccatcctg 7680 
cytgggatcc atgccaaLyt ygcayccycc 7740 
gggattcaca ggacccacaa tcaggtgcag 7800 
accctactgg cccaggaggc ctggggccaa 7860 
gtcgccatcc tcctgcacta cttcttcctc 7920 
ctgcacctct accgcatgca ggttgagcca 7980 
taccatgccc tgggctgggg cgtccctgct 8040 
cctgagggct atgggaaccc tgacttctgc 8100 
agetttgetg gccctqtlqt cctggtcata 8160 
gcccgcacat cctgctccac agggcagagg 8220 
cttcgcagct ccttcctgct gettctgetg 8280 
gcagtcaacc acagcatcct agccttccac 8340 
ggcctggcgg tgetgetget cttctgtgtc 8400 
ccagcctgtc tgggcaggaa ggcagcgcct 846 0 
cctggggcct acaacaacac ggctctcttt 8 5 2 0 
ggcgcctcca ccgtctcctc tgtgagcagt 8 580 
agecageggg gccgcagcta cctcagggac 8 64 0 
gaccacactg accMrag-rt ccagcictcat 8700 
ttccatcgag a t g c t g g ' • g c a g act e c g < i c 8 7 6 0 
aggagtctct cca 1 1 cc. itc ttcagaaagc 88: 0 



ft 



gaggacaa tg 
gagaggctcc 
gccctggggg 
ctggggctgg 

a 9 t 9999 at 9 
cqgt tqcaat 
gcagr^acct 
qqqqqcacqq 

e t g C t. C <""■ t c <~ 

catcccctqa 
cccaaagatc 
a tggctggcc 
agcacgctgc 
ctgtctcccc 
L'LyLcL agga 
cgagaagccc 
cccagccatg 
aact cctcgg 
qccacacctt 
cacagcatct 
gcaacacaag 
caggagcatt 
acctggt tgc 
t tggt ctggt 
ctgagtgtgg 
ccccccgtgt 
acctcccggc 
1 1 tgctgtca 
aacgactcca 
ct cagtgtcc 
gtcacctacc 
t teg tctcac 
tccctcatct 
gtggtcactg 
ctgcagcagc 
ggcatctcct 
cctgcagggc 
agegect tea 
yece tyagy c 
aaec t ta t eg 
gtacaggaga 
ctcctcatca 
gccatcatca 
tggaaggeca 
etgaacctgg 
eggacacaga 
gatgtggcag 
gccaccgtgt 
gtggatgtcg 
aagctgaagc 
gcatgtetgg 
qgt eaagaag 
ccaqactt cc 
ctcaagagcc 
geggcetgec 
a t eae caaga 
ecgaggcctg 



geeggaegeg 
tcaeceacec 
agtqcgaggc 
acaceageaa 
ayac t t e t ct 
acccactqqt 

tr 999 cracc 9 
qcaqcctttc 
ggrggcaact 
qccqqccaqq 
ggggcagcac 
get t egggtc 
ct ccgecccg 
ageggcaact 
y c tcyaac t c 
t tgggecact 
gcecctceac 
ccctctcctc 
ctgccacagc 
cggagctgtc 
caatggacct 
tggaggagct 
ay tgctcccg 
taccccggta 
ccat catgea 
ttggcctcta 
acat etcegt 
tgtctgtgat 
tgatcaatga 
tggt tggect 
tgt cagaacc 
agct caag ta 
atacagtget 
cagctgtggc 
agctgcccat 
atggcatggg 
tggtgccccc 
ccatcgctgt 
acyycLdccg 
gaggcatctt 
geaceggggg 
ttgtcaaact 
ttgtgaacct 
ategggegga 
accttggctt 
tgccccacta 
agtact caga 
actt tgccaa 
act tcetcat 
aactgeagaa 
ct ccccagca 
ac t ccaaggc 
acaqcctcat 
tgaagaa ta t 
acagccc tgt 
agcat ct ct t 
ct'cc cgacag 



ggggege 1 1 c 
caaagatg tg 
agccccctgt 
ggatgeaget 
gggcegggee 
gccacagacc 
tgcagtg^ca 
acaqccaqcc 
gagcegt gag 
qtcccaqqaa 
cctgccaegg 
aegggatgeg 
ccgcacccgg 
ct caagggac 
t eggyay cay 
cccgcagctg 
agaacagttg 
tg tgcaa t c t 
ctctgtgct t 
gccagactca 
geggaggega 

ggggcgctgg 

tgctcgggcc 
tcctgtgcgt 
get teegcag 
tagctccttc 
ggagagee tc 
ggtgggcagt 
gaeagecaga 
cttccaggtg 
tc 1 1 gtccga 
tgtgt ttggc 
ggaggtctgc 
tggggtggtg 
gccgataccc 
tctaaagcac 
agtggccccc 
ggttgggt tt 
99 tgyacay c 
ccagtgcttc 
caactcgcag 
tggggaactc 
gaagggcatg 
tetgettate 
ggtggttgcg 
ctctgtcctg 
ggccaaggaa 
tgctgagt tc 
ctcccagaag 
agaggagaag 
ggtgagctca 
cccaga tggg 
cctggacctq 
tttccatyac 
ggtcagccag 
tgect ctgt c 
cccty tt teg 



caacggccac 
ga tggcaa tg 
getctgeaga 
aacaacaace 
cagcgccaga 
cgaqqtqccc 
grtgrrf eft 
aqccqctact 
rgactaqaqq 
tacatqqatq 
aggcagccac 
ctcgacttaq 
gacct tgacc 
cccc t ct t gc 
e tgyaceayy 
ct cagageta 
gaca 1 1 c 1 1 1 
tcaagcacac 
gqqccctcca 
gaaccgaggg 
gactaccaca 
ggct cagcac 
ta tycect tc 
gactggct.ee 
ggct tggect 
taccctgt ct 
cgLy Lcccyy 
gtgacagaa t 
gatgctgccc 
gggctgggcc 
ggct a t acca 
c tccatctya 
tggaagctgc 
ctcgtggtgg 
ggggagctgc 
agat t tgagg 
aacacccagc 
geca t tycea 
aaccayy ay e 
cccgtgagtt 
gt tgctggag 
t tccatgacc 
ctgaggcagc 
tggctggtga 
gtcatcttct 

gggcaggtgc 

gtccgggggg 
tacagtgatg 
aagaaactgc 
ct teggaaac 
ggagat aaga 
tccacactga 
qqtqeeet. c t 
ttcccjcjyaya 
ct tgaggcty 
catgatgc t a 

CCCLCdCt Ci.j 



tc tgecgage 
acctcctgtc 
ct t gggget c 
agccaqaccc 
ggaaaggca t 
ctgaqct q t c 
a~ggt cgcat- 
ct tctaqaqa 
aaq cccc tgc 
ctgcaccaqq 
ct egggacta 
qggcacctcg 
cacagccccc 
cat cccggcc 
tycetaycey 
gggaggact c 
cc t cca t cc t 
cc t tgggece 
cgccacgt tc 
acacacaggc 
tggaaeggee 
ctaggaccca 
tget ccaaca 
tgggt gacct 
acgccctcct 
tcatctact t 
gaccag taga 
ccctggcccc 
gggtacaggt 
tgatccact t 
cagctgeagc 
gcagccactc 
cccagagcaa 
tgaagctgtt 
teacget eat 
tagatgtcgt 
tgt tctcaaa 
tctcac tggg 
tggtygcect 
get eta tgt c 
ccatctct tc 
tgcccaaggc 
t cagegaca t 
cc t teaegge 
cec tgc tget 
ragacacqqa 
tgaaggt et t 
cqctgaagca 
t caagaagca 
aggcagggee 
tgy aaga tgc 
agg cec tggg 
cct 1 1 qtqga 
t tgaygtgga 
ggcacttctt 
r c a cct t tgc 
"t .y tc-tcct e 



ageccagagt 
e tactggeca 
tgaaaggege 
gg cec tgacc 
cctgaagaac 
ctqgtgccqt 
ct at-gcfggr 
acaqc tqqac 
crrtgtt^ra 
ccqactQcracT 
ecctggcgcc 
agagtggt tg 
acctctgccc 
gc tggact ct 
y c a c c c e t e a 
ggt cagtggc 
tgectet t tc 
t cacaccact 
tqccacgt ct 
actgetgt ct 
getgetgaac 
ccagtggcgg 
cc teceggtt 
y t t a t cegge 
ggc tggattg 
cctgt ttggc 
eacayygace 
geaggect tg 
ggcctccaca 
egget tegtg 
tgtgcagg tc 
tgggecac tg 
ggttggcacc 
gaatgacaag 
cggggccaca 
gggcaacatc 
gctcgtgggc 
gaaga t c t tc 
yyyec tcay t 
t eggagectg 
ccttt tcatc 
ggtcctggca 
gcgctccctc 
caccatcttg 
cgtggtggtc 
tat ttacaga 
ccgctcctcg 
gaggtgtggt 
ggagcagctg 
ccttttgtct 
aacagecaat 
cctgcctcag 
cactgtgtgc 
ggtgtacatg 
cgatgcatcc 
cctccaacac 
agatgtgaaa 



8880 

8940 

9000 

9060 

9120 

9180 

9 2 4 0 

9 3 0 0 

9 3 60 

94 2 0 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

1014 0 

10200 

10260 

10320 

10380 

10440 

10500 

10560 

10620 

10680 

10740 

10800 

10860 

10920 

10980 

11040 

11100 

11160 

11220 

11280 

11340 

11400 

11460 

11520 

11580 

11640 

11700 

11760 

11820 

11880 

11940 

12000 

12060 

12 12 0 

12 18 0 

12 2] 0 
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cagttggaac cagagctgct tctcaggaat aatttgctct caggaatacc cgagaaggta 12 300 
cagggcagcg tgggtgccaa tgggcagtcc ctggaggata cagagtga 12 348 



• 2 1 0 > 4 

< 2 1 1 > 4 115 

-2 12-. PPT 

<213> Homo sap x ens 

<- 4 0 0 > 4 

Met Ala Arg Arg Pro Pro Trp Arg Gly Leu Gly Glu Arg Ser Thr Pro 
1 5 10 15 

He Leu Leu Leu Leu Leu Leu Ser Leu Phe Pro Leu Ser Gin Glu Glu 

20 25 30 

Leu Gly Gly Gly Gly His Gin Gly Trp Asp Pro Gly Leu Ala Ala Thr 
35 40 45 

Thr Gly Pro Arg Ala His He Gly Gly Gly Ala Leu Ala Leu Cys Pro 
50 55 60 

Glu Ser Ser Gly Val Arg Glu Asp Gly Gly Pro Gly Leu Gly Val Arg 

65 -7 0 75 80 

Glu Pro He Phe Val Gly Leu Arg Gly Arg Arg Gin Ser Ala Arg Asn 

85 20 ^5 

Ser Arg Gly Pro Pro Glu Gin Pro Asn Glu Glu Leu Gly He Glu His 
100 105 110 

Gly Val Gin Pro Leu Gly Ser Arg Glu Arg Glu Thr Gly Gin Gly Pro 
115 120 125 

Gly Ser Val Leu Tyr Trp Arg Pro Glu Val Ser Ser Cys Gly Arg Thr 
130 135 140 

Gly Pro Leu Gin Arg Gly Ser Leu Ser Pro Gly Ala Leu Ser Ser Gly 
145 150 155 160 

Val Pro Gly Ser Gly Asn Ser Ser Pro Leu Pro Ser Asp Phe Leu He 
165 170 175 

Arg His His Gly Pro Lys Pro Val Ser Ser Gin Arg Asn Ala Gly Thr 
180 185 100 

Gly Ser Arg Lys Arg Val Gly Thr Ala Arg Cys Cys Gly Glu Leu Trp 

195 200 205 

Ala Thr Gly Ser Lys Gly Gin Gly Glu Arg Ala Thr Thr Ser Gly Ala 

210 2 15 220 

Glu Arg Thr Ala Pre Arq Arg Asn Cys Leu Pro Gly Ala Ser Gly Ser 
22 5 - 0 235 24 0 

Gly Pro Glu Leu Asp S-i Ala Pro Arg Thr Ala Arg Thr Ala Pro Ala 

2 4 5 2 50 255 



s 



Ser Gly Ser Ala Pro Arg Glu 5er Arg Thr Ala Pro Glu Pro Ala Pro 

260 265 270 

Lys Arg Met Arg Ser Arg Gly Leu Phe Arg Cys Arg Phe Leu Pro Gin 
275 280 285 

Arq Pro Glv Pro Arq Pro Pro Glv Leu Pro Ala Arg Pro Glu Ala Arq 

2 90 2 95 3 00 

Lys Val Thr Ser Ala Asn Arg Ala Arg Phe Arg Arg Ala Ala Asn Arg 
305 310 315 320 

His Pro Gin Phe Pro Gin Tyr Asn Tyr Gin Thr Leu Val Pro Glu Asn 

325 330 3 35 

Glu Ala Ala Gly Thr Ala Val Leu Arg Val Val Ala Gin Asp Pro Asp 
340 345 350 

Ala Gly Glu Ala Gly Arg Leu Val Tyr Ser Leu Ala Ala Leu Met Asn 

355 360 365 

Ser Arg Ser Leu Glu Leu Phe Ser lie Asp Pro Gin Ser Gly Leu lie 
370 375 380 

Arg Thr Ala Ala Ala Leu Asp Arg Glu Ser Met Glu Arg His Tyr Leu 

385 390 395 4uu 

Arg Val Thr Ala Gin Asp His Gly Ser Pro Arg Leu Ser Ala Thr Thr 
405 410 4 15 

Met Val Ala Val Thr Val Ala Asp Arg Asn Asp His Ser Pro Val Phe 
420 425 430 

Glu Gin Ala Gin Tyr Arg Glu Thr Leu Arg Glu Asn Val Glu Glu Gly 
435 440 445 

Tyr Pro He Leu Gin Leu Arg Ala Thr Asp Gly Asp Ala Pro Pro Asn 
450 455 460 

Ala Asn Leu Arg Tyr Arg Phe Val Gly Pro Pro Ala Ala Arg Ala Ala 
465 470 475 4 80 

Ala Ala Ala Ala Phe Glu He Asp Pro Arg Ser Gly Leu He Ser Thr 

485 490 195 

Ser Gly Arg Val Asp Arg Glu His Met Glu Ser Tyr Glu Leu Val Val 
500 505 510 

Glu Ala Ser Asp Gin Gly Gin Glu Pro Gly Pro Arg Ser Ala Thr Val 

515 520 525 

Arq Val His Tie Thr Val Leu Asp Glu Asn Asp Asn Ala Pro Gin Phe 
5 30 53 5 54 0 

Ser Glu Lys Arg Tyr Val Ala Gin Val Arg Glu Asp Val Arq Pro His 

54 5 5 50 55 5 56 0 
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Thr Val Val Leu Arg Val Thr Ala Thr Asp Arg Asp Lys Asp Ala Asn 

565 570 575 

Gly Leu Val His Tyr Asn He He Ser Gly Asn Ser Arg Gly His Phe 
580 585 590 

Ala lie Asp Ser Leu Thr Gly Glu He Gin Val Val Ala Pro Leu Asp 

595 600 605 

Phe Glu Ala Glu Arg Glu Tyr Ala Leu Arg lie Arg Ala Gin Asp Ala 
610 615 620 

Gly Arg Pro Pro Leu Ser Asn Asn Thr Gly Leu Ala Ser He Gin Val 

625 630 635 6 40 

Val Asp He Asn Asp His He Pro He Phe Val Ser Thr Pro Phe Gin 
645 650 655 

Val Ser Val Leu Glu Asn Ala Pro Leu Gly His Ser Val He His He 
660 665 670 

Gin Ala Val Asp Ala Asp His Gly Glu Asn Ala Arg Leu Glu Tyr Ser 

675 680 685 

Leu Thr Gly Val Ala Pro Asp Thr Pro Phe Val He Asn Ser Ala Thr 

690 695 700 

Gly Trp Val Ser Val Ser Gly Pro Leu Asp Arg Glu Ser Val Glu His 
705 710 715 720 

Tyr Phe Phe Gly Val Glu Ala Arg Asp His Gly Ser Pro Pro Leu Ser 
725 730 735 

Ala Ser Ala Ser Val Thr Val Thr Val Leu Asp Val Asn Asp Asn Arg 
740 745 750 

Pro Glu Phe Thr Met Lys Glu Tyr His Leu Arg Leu Asn Glu Asp Ala 

755 760 765 

Ala Val Gly Thr Ser Val Val Ser Val Thr Ala Val Asp Arg Asp Ala 
770 775 780 

Asn Ser Ala He Ser Tyr Gin He Thr Gly Gly Asn Thr Arg Asn Arg 

785 790 795 800 

Phe Ala He Ser Thr Gin Gly Gly Val Gly Leu Val Thr Leu Ala Leu 
805 810 815 

Pro Leu Asp Tyr Lys Gin Glu Arg Tyr Phe Lys Leu Val Leu Thr Ala 
820 825 830 

Ser Asp Arg Ala Leu His Asp His Cys Tyr Val His He Asn He Thr 
835 840 845 

Asp Ala Asn Thr His Arg Pro Val Phe Gin Ser Ala His Tyr Ser Val 

8 *.i 0 8 5 5 8 6 0 
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Ser Val Asn Glu Asp Arg Pro Met Gly Ser Thr lie Val Val lie Ser 
86 5 870 875 880 

Ala Ser Asp Asp Asp Val Gly Glu Asn Ala Arg lie Thr Tyr Levi Leu 
885 890 895 

Glu Asp Asn Leu Pro Gin Phe Arq lie Asp Ala Asp Ser Gly Ala lie 

900 90S 910 

Thr Leu Gin Ala Pro Leu Asp Tyr Glu Asp Gin Val Thr Tyr Thr Leu 
915 920 925 

Ala lie Thr Ala Arg Asp Asn Gly lie Pro Gin Lys Ala Asp Thr Thr 

93 0 935 94 0 

Tyr Val Glu Val Met Val Asn Asp Val Asn Asp Asn Ala Pro Gin Phe 
945 950 955 960 

Val Ala Ser His Tyr Thr Gly Leu Val Ser Glu Asp Ala Pro Pro Phe 

965 970 975 

Thr Ser Val Leu Gin lie Ser Ala Thr Asp Arg Asp Ala His Ala Asn 

980 985 990 

Gly Arg Val Gin Tyr Thr Phe Gin Asn Gly Glu Asp Gly Asp Gly Asp 
9y5 1000 1005 

Phe Thr He Glu Pro Thr Ser Gly He Val Arg Thr Val Arg Arg Leu 
1010 1015 1020 

Asp Arg Glu Ala Val Ser Val Tyr Glu Leu Thr Ala Tyr Ala Val Asp 
1025 1030 1035 1040 

Arg Gly Val Pro Pro Leu Arg Thr Pro Val Ser He Gin Val Met Val 
1045 1050 1055 

Gin Asp Val Asn Asp Asn Ala Pro Val Phe Pro Ala Glu Glu Phe Glu 
1060 1065 1070 

Val Arg Val Lys Glu Asn Ser He Val Gly Ser Val Val Ala Gin He 
1075 1080 1085 

Thr Ala Val Asp Pro Asp Glu Gly Pro Asn Ala His He Met Tyr Gin 

1090 1095 1100 

He Val Glu Gly Asn He Pro Glu Leu Phe Gin Met Asp He Phe Ser 
1105 1110 1115 1120 

Gly Glu Leu Thr Ala Leu He Asp Leu Asp Tyr Glu Ala Arg Gin Glu 
1125 1130 1135 

Tyr Val He Val Val Gin Ala Thr Ser Ala Pro Leu Val Ser Arg Ala 
114 0 1145 1150 



Thr Val His Val Arg Leu Val Asp Gin Asn Asp .Asn Ser Pro Val Leu 
i I 5 5 L i 6 0 116 5 



Asn Asn Phe Gin Tie Leu Phe Asn Asn Tyr Val 3er Ann Arg Ser Asp 
1170 1175 1180 

Thr Phe Pro Ser Gly lie lie Gly Arg lie Pro Ala Tyr Asp Pro Asp 
1185 1190 1195 1200 

Val Ser Asp His Leu Phe Tyr Ser Phe Glu Arq Gly Asn Glu Leu Gin 
I 2 0 5 12 10 12 15 

Leu Leu Val Val Asn Gin Thr Ser Gly Glu Leu Arg Leu Ser Arg Lys 
12 20 1225 1230 

Leu Asp Asn Asn Arg Pro Leu Val Ala Ser Met Leu Val Thr Val Thr 

1235 12 4 0 1215 

Asp Gly Leu His Ser Val Thr Ala Gin Cys Val Leu Arg Val Val Tie 
1250 1255 1260 

lie Thr Glu Glu Leu Leu Ala Asn Ser Leu Thr Val Arg Leu Glu Asn 
1265 1270 1275 1280 

Met Tip Gin Glu Arg Phe Leu Ser Pro Leu Leu Gly Arg Phe Leu Glu 
1285 1290 1295 

Gly Val Ala Ala Val Leu Ala Thr Pro Ala Glu Asp Val Phe lie Phe 
13UU 13 0b 1310 

Asn lie Gin Asn Asp Thr Asp Val Gly Gly Thr Val Leu Asn Val Ser 
1315 1320 1325 

Phe Ser Ala Leu Ala Pro Arg Gly Ala Gly Ala Gly Ala Ala Gly Pro 
1330 1335 1340 

Trp Phe Ser Ser Glu Glu Leu Gin Glu Gin Leu Tyr Val Arg Arg Ala 
1345 1350 1355 1360 

Ala Leu Ala Ala Arg Ser Leu Leu Asp Val Leu Pro Phe Asp Asp Asn 
136 5 1370 13 75 

Val Cys Leu Arg Glu Pro Cys Glu Asn Tyr Met Lys Cys Val Ser Val 
1380 1385 1390 

Leu Arg Phe Asp Ser Ser Ala Pro Phe Leu Ala Ser Ala Ser Thr Leu 
1395 1400 1105 

Phe Arg Pro He Gin Pro He Ala Gly Leu Arg Cys Arg Cys Pro Pro 
1410 1415 1420 

Gly Phe Thr Gly Asp Phe Cys Glu Thr Glu Leu Asp Leu Cys Tyr Ser 
14 2 5 14 30 14 3 5 144 0 

Asn Pro Cys Arq Asn Gly Gly Ala Cys Ala Arg Arg Glu Gly Gly Tyr 
L 4 4 5 1450 1455 

Thr Cys Val Cy- Ai g Pro Arg Phe Thr Gly Glu Asp Cys Glu Leu Asp 
i-it>i- 1465 1470 



Thr Glu Ala Gly Arg Cys Val Pro Gly Val Cys Arg Asn Gly Gly Tin 

14 75 1-180 14 35 

Cys Thr Asp Ala Pro Asn Gly Gly Phe Arg Cys Gin Cys Pro Ala Gly 
1490 1495 1500 

Gly Ala Phe Glu Glv Pro Arg Cvs Glu Val Ala Ala Arg Ser Phe Pro 

1505 15 10 1515 15 2 0 

Pro Ser Ser Phe Val Met Phe Arg Gly Leu Arg Gin Arg Phe His Leu 



Thr Leu Ser Leu Ser Phe Ala Thr Val Gin Gin Ser Gly Leu Leu Phe 

154 0 154 5 15 50 

Tyr Asn Gly Arg Leu Asn Glu Lys His Asp Phe Leu Ala Leu Glu Leu 
1555 1560 1565 

Val Ala Gly Gin Val Arg Leu Thr Tyr Ser Thr Gly Glu Ser Asn Thr 
1570 1575 1580 

Val Val Ser Pro Thr Val Pro Gly Gly Leu Ser Asp Gly Gin Tip His 
1585 1590 1595 1600 

Thr Val His Leu Arg Tyr Tyr Asn Lys Pro Arg Thr Asp Ala Leu Gly 
1605 1610 1615 

Gly Ala Gin Gly Pro Ser Lys Asp Lys Val Ala Val Leu Ser Val Asp 
1620 1625 1630 

Asp Cys Asp Val Ala Val Ala Leu Gin Phe Gly Ala Glu He Gly Asn 
1635 1640 1645 

Tyr Ser Cys Ala Ala Ala Gly Val Gin Thr Ser Ser Lys Lys Ser Leu 
1650 1655 1660 

Asp Leu Thr Gly Pro Leu Leu Leu Gly Gly Val Pro Asn Leu Pro Glu 
1665 1670 1675 1630 

Asn Phe Pro Val Ser His Lys Asp Phe He Gly Cys Met Arg Asp Leu 
1685 1690 1695 

His He Asp Gly Arg Arg Val Asp Met Ala Ala Phe Val Ala Asn Asn 
1700 1705 1710 

Gly Thr Met Ala Gly Cys Gin Ala Lys Leu His Phe Cys Asp Ser Gly 
1715 172 0 172 5 

Pro Cys Lys Asn Ser Gly Phe Cys Ser Glu Arg Trp Gly Ser Phe Ser 
17 3 0 17 3 5 17 4 0 

Cys Asp Cys Pro Val Gly Phe Gly Gly Lys Asp Cys Gin I .e \ i Thr Met 
1H -3 I '-50 17 55 176 0 

Ala His Pro His His Phe Arg Gly Asn Gly Thr Leu Ser Trp Asn Phe 
176 5 1770 i"75 



Gly Ser Asp Met Ala Val Ser Val Pro Trp Tyr Leu Gly Leu Ala Phe 
1780 1785 17 9 0 

Ary Thr Ary Ala Thr Gin Gly Val Leu Met Gin Val Gin Ala Gly Pro 
1795 1800 1805 

His Ser Thr Leu Levi Cys Gin Leu Asp Arq Glv Leu Leu Ser Val Thr 
18 10 L815 1820 

Val Thr Ary Gly Ser Gly Ary Ala Ser His Leu Levi Leu Asp Gin Val 
1825 1830 1835 1840 

Thr Val Ser Asp Gly Ary Trp His Asp Leu Ary Leu Glu Leu Gin Glu 
1345 1850 _l355 

Glu Pro Gly Gly Ary Ary Gly His His Val Leu Met Val Ser Levi Asp 
1860 1865 1870 

Phe Ser Leu Phe Gin Asp Thr Met Ala Val Gly Ser Glu Leu Gin Gly 
1375 1880 1885 

Leu Lys Val Lys Gin Leu His Val Gly Gly Leu Pro Pro Gly Ser Ala 

1 390 1895 1900 

Glu Glu Ala Pro Gin Gly Leu Val Gly Cys lie Gin Gly Val Trp Leu 
1905 1910 1915 1^0 

Gly Ser Thr Pro Ser Gly Ser Pro Ala Leu Leu Pro Pro Ser His Ary 
1925 1930 1935 

Val Asn Ala Glu Pro Gly Cys Val Val Thr Asn Ala Cys Ala Ser Gly 
1940 1945 1950 



Pro Cys Pro Pro His Ala Asp Cys 
1955 1960 

Cys Thr Cys Gin Pro Gly Tyr Tyr 
1970 1975 

Leu Leu Asn Pro Cys Gin Asn Gin 
1985 1990 

Ala Pro His Gly Tyr Thr Cys Asp 

2005 



Ary Asp Leu Trp Gin Thr Phe Ser 
1965 

Gly Pro Gly Cys Val Asp Ala Cys 
1980 

Gly Ser Cys Ary His Leu Pro Gly 

1995 2000 

Cys Val Gly Gly Tyr Phe Gly His 
2010 2015 



His Cys Glu His Ary Met Asp Gin Gin Cys Pro Ary Gly Trp Trp Gly 

2020 2025 2 030 

Ser Pro Thr Cys Gly Pro Cys Asn Cys Asp Val His Lys Gly Phe Asp 

2035 20 4 0 2045 

Pro Asn Cys Asn Lys Thr Asn Gly Gin Cys His Cys Lys Glu Phe His 

2050 2055 2060 

Tyr Ary Pro Ary Gly Ser Asp Ser Cys Leu Pro Cys Asp Cys Tyr Pro 

2 06 5 20 7 0 2 07 5 2 080 
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Val Gly Ser Thr Ser Arg Ser Cys Ala Pro His Ser Gly Gin Cys Pro 
2 08 5 2 0 90 2 09 5 

Cys Atg Pro Gly Ala Leu Gly Arg Gin Cys Asn Ser Cys Asp Ser Pro 
2100 2105 2110 

Phe Ala Glu Val Thr Ala Ser Gly Cys Arq Val Leu Tyr Asp Ala Cys 

2115 2 12 0 2 12 5 

Pro Lys Ser Leu Arg Ser Gly Val Trp Trp Pro Gin Thr Lys Phe Gly 
2130 2135 2140 

Val Leu Ala Thr Val Pro Cys Pro Arg Gly Ala Leu Gly Ala Ala Val 
2145 2150 2155 2160 

Arg Leu Cys Asp Glu Ala Gin Gly Trp Leu Glu Pro Asp Leu Phe Asn 
2165 2170 2175 

Cys Thr Ser Pro Ala Phe Arg Glu Leu Ser Leu Leu Leu Asp Gly Leu 
2180 2185 2190 

Glu Leu Asn Lys Thr Ala Leu Asp Thr Met Glu Ala Lys Lys Leu Ala 
2195 2200 2205 

Gin Arg Leu Arg Glu Val Thr Gly His Thr Asp His Tyr Phe Ser Gin 

2210 2215 2220 

Asp Val Arg Val Thr Ala Arg Leu Leu Ala His Leu Leu Ala Phe Glu 

2225 2230 2235 2240 

Ser His Gin Gin Gly Phe Gly Leu Thr Ala Thr Gin Asp Ala His Phe 
2245 2250 2255 

Asn Glu Asn Leu Leu Trp Ala Gly Ser Ala Leu Leu Ala Pro Glu Thr 
2260 2265 2270 

Gly Asp Leu Trp Ala Ala Leu Gly Gin Arg Ala Pro Gly Gly Ser Pro 
2275 2280 2285 

Gly Ser Ala Gly Leu Val Arg His Leu Glu Glu Tyr Ala Ala Thr Leu 
2290 2295 2300 

Ala Arg Asn Met Glu Leu Thr Tyr Leu Asn Pro Met Gly Leu Val Thr 

2305 2310 2315 2320 

Pro Asn lie Met Leu Ser lie Asp Arg Met Glu His Pro Ser Ser Pro 

2325 2330 2335 

Arg Gly Ala Arg Arg Tyr Pro Arg Tyr His Ser Asn Leu Phe Arg Gly 
2340 2 3 45 2350 

(3 in Asp Ala Trp Asp Pro His Thr His Val Leu Leu Pro Ser Gin Ser 
2355 2 36 0 2365 

Pro Arg Pro Ser Pro Ser Glu Val Leu Pro Thr Ser Ser Ser lie Glu 

< 1 0 2 ? 5 2 3 8 0 
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Asn 5er Tin Thr Ser Ser Val Val Pro Pro Pro Ala Pro Pro Glu Pro 
2385 23 9 0 2395 2 4 00 

Glu Pro Gly He Ser lie He lie Leu Leu Val Tyr Ary Thr Leu Gly 
2405 24 10 2415 

Glv Leu Leu Pro Ala Gin Phe Gin Ala Glu Arq Arq Gly Ala Arq Leu 

2 4 2 0 2 4 2 S 2 4 3 0 

Pro Gin Asn Pro Val Met Asn Ser Pro Val Val Ser Val Ala Val Phe 
2435 24 4 0 2445 

His Gly Arg Asn Phe Leu Arg Gly He Leu Glu Ser Pro He Ser Leu 
2 4 50 2 4 55 2460 

Glu Phe Arg Leu Leu Gin Thr Ala Asn Arg Ser Lys Ala He Cy.s Val 
2465 2470 2475 2480 

Gin Trp Asp Pro Pro Gly Leu Ala Glu Gin His Gly Val Trp Thr Ala 
2485 2 4 90 2495 

Arg Asp Cys Glu Leu Val His Ary Asn Gly Ser His Ala Arg Cys Arg 
2 500 2 5 ^ 5 2510 

Cys Ser Arg Thr Gly Thr Phe Gly Val Leu Met Asp Ala Ser Pro Arg 

252u 2525 

Glu Arg Leu Glu Gly Asp Leu Glu Leu Leu Ala Val Phe Thr His Val 
2530 2535 2540 

Val Val Ala Val Ser Val Ala Ala Leu Val Leu Thr Ala Ala He Leu 
2545 2550 2555 2560 

Leu Ser Leu Arg Ser Leu Lys Ser Asn Val Arg Gly He His Ala Asn 
2565 2570 2575 

Val Ala Ala Ala Leu Gly Val Ala Glu Leu Leu Phe Leu Leu Gly He 
2580 2535 2590 

His Arg Thr His Asn Gin Val Gin Asp Gin Gly Gin Gly Thr Cys Val 
2595 2600 2605 

Leu Met Thr Leu Leu Ala Gin Glu Ala Trp Gly Gin Asn Ser Gly Ser 

2610 2 6 15 2620 

Glu Leu Val Cys Thr Ala Val Ala He Leu Leu His Tyr Phe Phe Leu 
2625 2630 2635 2640 

Ser Thr Phe Ala Trp Leu Phe Val Gin Gly Leu Hrs Leu Tyr Arg Met 
2645 2650 2655 

Gin Val G 1 u Fro Arg Asn Val Asp Arq Gly Ala Met Arg Phe Tyr His 

: 6 6 0 2 6 6 5 2 6 7 0 

Ala Leu Gly Trp Gly Val Pro Ala Val Leu Leu Gly Leu Ala Val Gly 

« ~' 5 2 6 HO 2 6 8 5 
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Leu Asp Pro Glu Gly Tyr Gly Asn Pro Asp Phe Cys Tip lie Ser Val 

2 6 9 0 2 6 9 5 2 7 0 0 

His Giu Pro Leu lie Trp Ser Phe Ala Gly Piu Val Val Leu Val lie 
2705 2 710 2715 2720 

Val Met Asn Gly Thr Met Phe Leu Leu Ala Ala Arq Thr Ser Cys Ser 

2 7 2. 5 7 7 10 2 7 1 5 

Thr Gly Gin Arg Glu Ala Lys Lys Thr Ser Ala Leu Arg Thr Leu Arg 
2740 2745 2750 

Ser Ser Phe Leu Leu Leu Leu Leu Val Ser Ala Ser Trp Leu Phe Gly 

2755 2 7 6 0 27 6 5 

Leu Leu Ala Val Asn His Ser He Leu Ala Phe His Tyr Leu His Ala 
2770 2775 2 7 80 

Gly Leu Cys Gly Leu Gin Gly Leu Ala Val Leu Leu Leu Phe Cys Val 
2785 2790 2795 2800 

Leu Asn Ala Asp Ala Arg Ala Ala Trp Met Pro Ala Cys Leu Gly Arg 

2805 2810 2815 

Lys Ala Ala Pro Glu Glu Ala Arg Pro Ala Pro Gly Leu Gly Pro Gly 

... d 2 o 2825 28 3 0 

Ala Tyr Asn Asn Thr Ala Leu Phe Glu Glu Ser Gly Leu He Arg He 
2835 2840 2845 

Thr Leu Gly Ala Ser Thr Val Ser Ser Val Ser Ser Ala Arg Ser Gly 
2850 2855 2860 

Arg Thr Gin Asp Gin Asp Ser Gin Arg Gly Arg Ser Tyr Leu Arg Asp 
2865 2870 287 5 2880 

Asn Val Leu Val Arg His Gly Ser Ala Ala Asp His Thr Asp His Ser 
2885 2890 2895 

Leu Gin Ala His Ala Gly Pro Thr Asp Leu Asp Val Ala Met Phe His 
2900 2905 2910 

Arg Asp Ala Gly Ala Asp Ser Asp Ser Asp Ser Asp Leu Ser Leu Glu 
2915 2920 2925 

Glu Glu Arg Ser Leu Ser He Pro Ser Ser Glu Ser Glu Asp Asn Gly 
2930 • 2935 2940 

Arg Thr Arg Giy Arg Phe Gin Arg Pro Leu Cys Arg Ala Ala Gin Ser 
29 4 5 2950 2955 2960 

Glu Arq Lou r.pu Thr His Pro Lys Asp Val Asn Gly Asn Asp Leu Leu 
.,965 2970 2975 

S^r Tyr Trp Pre Ala Leu Gly Glu Cys Glu Ala Ala Pro Cys Ala Leu 

.. v~ • 2 9 8 5 2^-90 
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Gin Thr Tip Gly Ser Glu Arg Arg Leu Gly Leu Asp Thr Set' Lys Asp 
2995 3 000 300 5 

Ala Ala Asn Asn Asn Gin Pro Asp Pro Ala Leu Thr Ser Gly Asp Glu 
3010 3015 3020 

Thr Ser Leu Glv Arq Ala Gin Arq Gin Arq Lys Gly lie Leu Lvs Asn 

3 02 5 3030 3 0 35 3 04 0 

Arg Leu Gin Tyr Pro Leu Val Pro Gin Thr Arg Gly Ala Pro Glu Leu 
3045 3050 3055 

Ser Trp Cys Arg Ala Ala Thr Leu Gly His Arg Ala Val Pro Ala Ala 

3060 3 06 5 30 7 0 

Ser Tyr Gly Arg lie Tyr Ala Gly Gly Gly Thr Gly Ser Leu Ser Gin 
3075 3080 3085 

Pro Ala Ser Arg Tyr Ser Ser Arg Glu Gin Leu Asp Leu Leu Leu Arg 
3090 3095 3100 

Arg Gin Leu Ser Arg Glu Arg Leu Glu Glu Ala Pro Ala Pro Val Leu 
3105 3110 3115 3120 

Arg Pro Leu Ser Arg Pro Gly Ser Gin Glu Cys Met Asp Ala Ala Pro 

3125 3130 3 135 

Gly Arg Leu Glu Pro Lys Asp Arg Gly Ser Thr Leu Pro Arg Arg Gin 
3140 3145 3150 

Pro Pro Arg Asp Tyr Pro Gly Ala Met Ala Gly Arg Phe Gly Ser Arg 
3155 3160 3165 

Asp Ala Leu Asp Leu Gly Ala Pro Arg Glu Trp Leu Ser Thr Leu Pro 
3170 3175 3180 

Pro Pro Arg Arg Thr Arg Asp Leu Asp Pro Gin Pro Pro Pro Leu Pro 
3135 3190 3195 3200 

Leu Ser Pro Gin Arg Gin Leu Ser Arg Asp Pro Leu Leu Pro Ser Arg 
3205 3210 3215 

Pro Leu Asp Ser Leu Ser Arg Ser Ser Asn Ser Arg Glu Gin Leu Asp 
3220 3225 3230 

Gin Val Pro Ser Arg His Pro Ser Arg Glu Ala Leu Gly Pro Leu Pro 
3235 3240 3245 

Gin Leu Leu Arg Ala Arg Glu Asp Ser Val Ser Gly Pro Ser His Gly 

3250 3255 3260 

Pro Ser Thr Glu Gin Leu Asp lie Leu Ser Ser lie Leu Ala Ser Phe 
32 6 5 3 2 70 32 7 5 32 80 

Asn Ser Ser Ala Leu Ser Ser Val Gin Ser Ser Ser Thr Pro Leu Gly 

~3<:8 l 2 3 2 90 3 2 9 5 



I S 



Pro His Thr Thr Ala Thr Pro Ser Ala Thr Ala Ser Val Leu Gly Pro 
3 3 0 0 3 3 0 5 3 3 10 

Sei Thr Pro Arg Ser Ala Thr Ser His Ser He Ser Glu Leu Ser Pro 
3315 3 320 3 325 

Asp Ser Glu Pro Arq Asd Thr Gin Ala Leu Leu Ser Ala Thr Gin Ala 

^ V3 0 } 3 3 5 3 34 0 

Met Asp Leu Arg Arg Arg Asp Tyr His Met Glu Arg Pro Leu Leu Asn 
3 345 3350 3355 3360 

Gin Glu His Leu Glu Glu Leu Gly Arg Trp Gly Ser Ala Pro Arg Thr 

3365 33 7 0 33 7 5 

His Gin Trp Arg Thr Trp Leu Gin Cys Ser Arg Ala Arg Ala Tyr Ala 
3380 3385 3390 

Leu Leu Leu Gin His Leu Pro Val Leu Val Trp Leu Pro Arg Tyr Pro 
3395 3400 3405 

Val Arg Asp Trp Leu Leu Gly Asp Leu Leu Ser Gly Leu Ser Val Ala 
3410 3 4 15 3420 

He Met Gin Leu Pro Gin Gly Leu Ala Tyr Ala Leu Leu Ala Gly Leu 
3 42 5 3430 3435 3440 

Pro Pro Val Phe Gly Leu Tyr Ser Ser Phe Tyr Pro Val Phe He Tyr 
3445 3450 3455 

Phe Leu Phe Gly Thr Ser Arg His He Ser Val Glu Ser Leu Cys Val 
3460 3465 3470 

Pro Gly Pro Val Asp Thr Gly Thr Phe Ala Val Met Ser Val Met Val 
3475 3480 3485 

Gly Ser Val Thr Glu Ser Leu Ala Pro Gin Ala Leu Asn Asp Ser Met 
3490 3495 3500 

He Asn Glu Thr Ala Arg Asp Ala Ala Arg Val Gin Val Ala Ser Thr 
3505 3510 3515 3520 

Leu Ser Val Leu Val Gly Leu Phe Gin Val Gly Leu Gly Leu He His 

3525 3530 3535 

Phe Gly Phe Val Val Thr Tyr Leu Ser Glu Pro Leu Val Arg Gly Tyr 
3540 3545 3550 

Thr Thr Ala Ala Ala Val Gin Val Phe Val Ser Gin Leu Lys Tyr Val 
3555 3560 3565 

Phe Gly Leu His Leu Ser Ser His Ser Gly Pro Leu Ser Leu He Tyr 
3 5 7 0 3 5 7 5 3 5 8 0 

rhr Val Leu Glu Val Cys Trp Lys Leu Pro Gin Ser Lys Val Gly Thr 

• •> i5 90 3 5 95 3 6 00 



Val Vai Thr Ala Ala Val Ala Gly Val Val Leu Val Val Val Lys Leu 
3 605 3610 3615 

Leu Asn Asp Lys Leu Gin Gin Gin Leu Pxo Met Pro lie Pro Gly Glu 
3620 3625 3630 

Leu Leu Thr Leu lie Gly Ala Thr Glv He Ser Tvr Gly Met Gly Leu 

3 6 3 5 3 6 4 0 3 6 4 5 

Lys His Arg Phe Glu Val Asp Val Val Gly Asn He Pro Ala Gly Leu 
3 650 3655 3660 

Val Pro Pro Val Ala Pro Asn Thr Gin Leu Phe Ser Lys Leu Val Gly 

3665 36 7 0 36 7 5 3630 

Ser Ala Phe Thr He Ala Val Val Gly Phe Ala He Ala He Ser Leu 
3685 3 690 3695 

Gly Lys He Phe Ala Leu Arg His Gly Tyr Arg Val Asp Ser Asn Gin 
3700 3705 3 710 

Glu Leu Val Ala Leu Gly Leu Ser Asn Leu He Gly Gly He Phe Gin 

3715 3 '7 20 3725 

Cys Phe Pro Val Ser Cys Ser Met Ser Arg Ser Leu Val Gin Glu Ser 

3730 3 7 35 3 7 40 

Thr Gly Gly Asn Ser Gin Val Ala Gly Ala He Ser Ser Leu Phe He 
3745 3750 3755 3760 

Leu Leu He He Val Lys Leu Gly Glu Leu Phe His Asp Leu Pro Lys 
3765 3770 3775 

Ala Val Leu Ala Ala Ho He He Val Asn Leu Lys Gly Met Leu Arg 
3780 3785 3790 

Gin Leu Ser Asp Met Arg Ser Leu Trp Lys Ala Asn Arg Ala Asp Leu 
3795 3 800 3805 

Leu He Trp Leu Val Thr Phe Thr Ala Thr He Leu Leu Asn Leu Asp 
3810 3815 3820 

Leu Gly Leu Val Val Ala Val He Phe Ser Leu Leu Leu Val Val Val 

3825 3 830 3835 3 84 0 

Arg Thr Gin Met Pro His Tyr Ser Val Leu Gly Gin Val Pro Asp Thr 
3 845 3850 3855 

Asp He Tyr Arg Asp Val Ala Glu Tyr Ser Glu Ala Lys Glu Val Arg 
3860 3865 3870 

Gly Val Lys Val Ph- Arg Sei Ala Thr Val Tyr Phe Ala Asn Ala 

i875 ^~-> 388 5 

Glu Phe Tyr Ser Asp Ala Leu I.ys Gin Arg Cys Gly Val Asp Val Asp 

3900 
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Phe Leu lie Ser Gin Lys Lys Lys Leu Leu Lys Lys Gin Glu Gin Leu 
3 90 5 3 910 3915 3 92 0 

Lys Leu Lys Gin Leu Gin Lys Glu Glu Lys Leu Arg Lys Gin Ala Gly 
3 92 5 3 93 0 3 93 5 

Pro Leu Leu Ser Ala Cvs Leu Ala Pro Gin Gin Val Ser Ser Glv Asd 

\ q 4 0 3 94 5 3 9 5 0 

Lys Met Glu Asp Ala Thr Ala Asn Gly Gin Glu Asp Ser Lys Ala Pro 
3955 3960 3965 

Asp Gly Ser Thr Leu Lys Ala Leu Gly Leu Pro Gin Pro Asp Phe His 

3970 3975 3 9 80 

Ser Leu Tie Leu Asp Leu Gly Ala Leu Ser Phe Val Asp Thr Val Cys 
3985 3990 3995 4000 

Leu Lys Ser Leu Lys Asn lie Phe His Asp Phe Arg Glu lie Glu Val 
4005 4 010 4 015 

Glu Val Tyr Met Ala Ala Cys His Ser Pro Val Val Ser Gin Leu Glu 
4 02 0 4025 4030 

Ala Gly His Phe Phe Asp Ala Ser lie Thr Lys Lys His Leu Phe Ala 

40 3^ 4 04 0 4 04 5 

Ser Val His Asp Ala Val Thr Phe Ala Leu Gin His Pro Arg Pro Val 
4050 4055 4060 

Pro Asp Ser Pro Val Ser Pro Ser Leu Ala Val Ser Ser Asp Val Lys 
4065 4070 4075 4080 

Gin Leu Glu Pro Glu Leu Leu Leu Arg Asn Asn Leu Leu Ser Gly lie 
4085 4090 4095 

Pro Glu Lys Val Gin Gly Ser Val Gly Ala Asn Gly Gin Ser Leu Glu 
4100 4105 4110 

Asp Thr Glu 
4115 



^21C 5 

< 2 1 1 > 14 3 8 

<212> DNA 

<2 13^> Homo sapiens 
<400> 5 

tatgcagcgc gtgaacatga tcatggcaga atcaccaggc ctcatcacca tctgcctttt 60 

aggatarcta cicagtgctg aatgtacagt ttttcttgat catgaaaacg cx-aacaaaat 120 

tctqaat can ceaaaqaggt ataattcagg taaattqgaa gagtttgttc aaqqqaaect 180 

tgagagagaa tgtctggagg aaaagtgtag ttttgaagaa gcacgagaag tttttgaaaa 240 

cactgaaatM \ vaactgaat tttggaagca gtatgttgat ggagatcagt gtgagtccaa 3 00 

tccatgttta aatggcggca gttgcaagga tgacattaat tcctatgaat gt tggtgtcc .360 

ct t. tgg<-it t t gaaggaaaga actg tgaa t. f. agat.gt.ggac tatgtaaatt ct actgaacjr 420 



tgaaaccat t 
tgt tgg tgga 
ag 1 t gatgca 
c Cg tgt tgaa 
agddcataca 
aq ctattaat 

at t tqqatct 
agt tctf rag 
a 1 t car-cat c 
tcaaggagat 
aat tattagc 
ateceggtat 
ccaaggt taa 
cdLctLLLyt 
gagaat t tea 
atgtgttagg 



t tggataaca 
gaaga tgeca 
t tc tgtggag 
actggtgt ta 
gagcaaaagc 
aaqt acaacc 
gt t Rcaccta 
qqctatqtaa 
r.acct tagag 
tataacaaca 
agtgggggac 
tggggtgaag 
gtcaactgga 
t tcattggaa 
Laga L t tgaa 
t at 1 1 tacct 
aaat tacagt 



t cact caaag 
aaccaggt ca 
gctctat cgt 
aaattacagt 
gaaatgtgat 
atgacat tqc 
1 1 tgea 1 1 gc 
qtqqctqqqq 
t tccact tgt 
tQt. tct.atac 
cccatgt tac 
agtgtgcaa t 
ttaaggaaaa 
t tgaaaat ta 
taLatacdtt 
gagcaaat tg 
cat ttctaag 



cacccaa t ca 
at tccct tgg 
taatgaaaaa 
tgt cgcaggt 
tcgaa t tat t 
cct tctqqaa 
tga<-aaggaa 
aaqagtct tc 
tgaccgagcc 
tqqettccat 
tgaagtggaa 
gaaaggcaaa 
aacaaagctc 
acagggcctc 
cLatyd teat 
at tagaaaat 
ggcccagcct 



t t t aatgact 
caggt tgt 1 1 
tggat tgtaa 
gaacataat a 
cct caeca ca 
ctqgacqaac 
taracgaarn 
cacaaaqqga 
acatgt.ct.rc 
qaaqqana t a 
gggaccagt t 
tatggaat at 
act taatgaa 
t cac t aacta 
tget t t t tct 
ggaaccac t a 
tgacaaat tg 



teactegggt 
tgaa tgg taa 
ctgctgccca 
t tgaggagac 
aetaeaa tge 
cct taqtgct 
t ct t cr-t ca=» 
qatcaqcttt 
gat ct aeaaa 
aaaattcatq 
tct taactgg 
a taccaaggt 
agatggattt 
at cact t tec 
ett taeaggg 
gaggaat ata 
tgagtaaa 



480 

54 0 

600 

660 

720 

78 0 

84 0 

900 

960 

1020 

108 0 

1140 

1200 

1260 

1320 

13 80 

1438 



<210> 6 

<211> 394 

<2 12> PRT 

<2 13> Homo sapiens 



< 4 0 0 > 6 

Met Gin Arg Val Asn Met lie Met 



Ala Glu Ser 
10 



Gly Leu lie Thr 
15 



lie Cys Leu Leu Gly Tyr 
20 



Leu Leu 



Ser Ala Glu 
25 



Cys 



Thr Val Phe Leu 

3 0 



Asp His Glu Asn Ala Asn 
35 



Lys lie 
40 



Leu Asn Arg Pro 



Lys Arg Tyr Asn 
45 



Ser Gly Lys Leu Glu Glu 
50 



Phe Val Gin Gly Asn 
55 

Leu Glu Glu Lys Cys Ser Phe Glu Glu Ala Arg 



Leu 

60 



Glu 



Glu Arg Glu Cys 



Val Phe Glu Asn 

80 



Thr Glu Arg Thr Thr Glu Phe Trp 
85 



Lys Gin Tyr 
90 



Val 



Asp Gly Asp Gin 
95 



Cys Glu Ser Asn Pro Cys Leu Asn 

100 



Gly Gly Ser 
105 



Cys 



Lys Asp Asp lie 

110 



Asn Ser Tyr Glu Cys Trp 
115 



Cys Pro 
120 



Phe Gly Phe Glu 



Gly Lys Asn Cys 
125 



Glu Leu Asp Val Asp Tyr 
130 



Val Asn 
135 



Ser Thr Glu 



Ala 
14 0 



Glu Thr lie Leu 



Asp Asn lie Thr Gin Ser Thr Gin 



1 1 5 



150 



Ser Phe Asn 
155 



Asp 



Phe Thr Arg Val 
160 



Val Gly Gly Glu Asp Ala Lys Pro 

165 



Gly Gin Phe 
1 7 0 



Trp Gin Val Val 

175 



Leu Asn Gly Lys Val Asp Ala Phe Cys Gly Gly Ser He Val Asn. Glu 
180 185 190 

Lys Tip He Val Thr Ala Ala His Cys Val Glu Thr Gly Val Lys He 
195 200 205 

Thr Val Val Ala Gly Glu His Asn He Glu Glu Thr Glu His Thr Glu 

2 10 215 220 

Gin Lys Arg Asn Val He Arg He He Pro His His Asn Tyr Asn Ala 
225 230 235 240 

Ala He Asn Lys Tyr Asn His Asp He Ala Leu Leu Glu Leu Asp Glu 

245 250 255 

Pro Leu Val Leu Asn Ser Tyr Val Thr Pro He Cys He Ala Asp Lys 
260 265 270 

Glu Tyr Thr Asn He Phe Leu Lys Phe Gly Ser Gly Tyr Val Ser Gly 

275 280 285 

Tip Gly Arg Val Phe His Lys Gly Arg Ser Ala Leu Val Leu Gin Tyr 

290 295 300 

Leu Arg Val Pro Leu Val Asp Arg Ala Thr Cys Leu Arg Ser Thr Lys 

305 310 315 320 

Phe Thr He Tyr Asn Asn Met Phe Cys Ala Gly Phe His Glu Gly Gly 
325 330 335 

Arg Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro His Val Thr Glu Val 
340 345 350 

Glu Gly Thr Ser Phe Leu Thr Gly He He Ser Trp Gly Glu Glu Cys 
355 360 365 

Ala Met Lys Gly Lys Tyr Gly lie Tyr Thr Lys Val Ser Arg Tyr Val 
370 375 380 

Asn Trp He Lys Glu Lys Thr Lys Leu Thr 

385 390 



s. 2 1 0 > 1 
<211> 1108 
< 2 1 2 > DNA 

<213> Homo sapiens 

< 4 0 0 > 7 

cgaccccggc tcagaggact ctttgctgtc ccgcaagatg cggatgctgc tggcgctcct 60 

ggccctctcc gcggcgcqgc catcggccag tgcagagtca cactggtgct acgaggttca 120 

aqccqaqtcc tccaactacc cctgcttqgt qccaqtcaag tgggqtggaa actgccagaa 180 

ggaccgccag tcccccatca acatcgtcac caccaaggca aaggtggaca aaaaactggg 24 0 

acgcttcttc tt.ctctqgct acgataagaa gcaaacqtqg actgtccaaa ataacgggca 300 

ctcagtgatg atgttgctgg agaacaaggc cagcatttct ggaggaggac tgcctgcccc 360 

atdccaggcc aaacagttgc acctgcactg gtccgacttg ccatataagy gctcggagca 420 



cagcc tcgat 
gacatcgayg 
tctggtggag 
agacccttcc 
ggaggcactg 
gttggacctg 
n^r-nac a r 'cg 
t cacaqaqaa 
gagcatgaag 
raaaaccccq 
ctgcctgctg 
ctcagctctc 



ggggagcact 
aa tg tgaaag 
at cgggagaa 
ctccctttcc 
tctaatatcc 
ctccccaagg 
a^ctgcgar g 
caqatcctgg 
gaeaat.gt ca 
qqt.coqccqc 
gccggct tee 
caagttccag 



t: tgccatgga 
aggeccagga 
tgaactggcc 
aggc tggaac 
ccaaacc tga 
aqgaqaaact 
agaaggt r-gt 
cat tctctca 
ggece ct gca 
tqcrctqaqr 
t gey a tga tg 
gettcegg 



ga t gcaca ta 
ccctgaagac 
accaccactg 
ccagg tgaac 
gatg agcact 
gaqqeact ac 

gaagctgtac 
gragr-t gggg 

cctqcctqrr 
gctcact tct 



gt aca tgaga 
gaaa t tgegg 
gctccctgca 
qagggct tec 
acyatyy cay 
ttccgctacc 
r t- ^rgggagr* 
taeqacaaqg 
eaqey eaegy 
et act aaac.c. 
geacgcagcc 



aagagaaggg 
tgc tggee t t 
gact t tctca 
agccactggt 
agagcagect 
tgggctcact 
rcat" t eagct 
aacagacaqt 
t ga t aaag t e 
eca t qctqqc 
t ct etgttgc 



480 

540 

600 

660 

720 

780 

84 0 

900 

96 0 

1020 

1080 

1108 



•.210 • 8 
< 2 1 1 > 336 
<212> PRT 

<2 13> Homo sapiens 
<400-> 8 

Met Arg Met Leu Leu Ala Leu Leu Ala Leu Ser Ala Ala Arg Pro Ser 
15 10 15 

Ala Ser Ala Glu Ser His Trp Cys Tyr Glu Val Gin Ala Glu Ser Ser 
20 25 30 

Asn Tyr Pro Cys Leu Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys 
35 4 0 4 5 

Asp Arg Gin Ser Pro He Asn He Val Thr Thr Lys Ala Lys Val Asp 

50 55 60 

Lys Lys Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr 

65 70 75 80 

Trp Thr Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn 
8 5 9 0 9 5 

Lyt, Ala Sei lie Sei Gly Gl> Gly Leu Pro Ala Pro Tyr Gin Ala Lyj 
10 0 1 0 5 HO 

Gin Leu His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His 
115 120 125 

Ser Leu Asp Gly Glu His The Ala Met Glu Met His He Val His Glu 
13 0 1^5 140 

Lys Glu Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu 
145 150 155 160 

Asp Glu He Ala Val Leu Ala Phe Leu Val Glu He Gly Arg Met Asn 

165 170 175 

Trp Pro Pro Pro Leu Ala Pic Cys Arg Leu Ser Gin Asp Pro Ser Leu 
180 l^ r > 190 



Pro Phe Gin Ala Gly Ha Gin V.u Asn Glu Gly Phe Gin Pro Leu Val 



24 



Glu Ala 
2 1 0 



195 

Leu Ser 



200 205 
Asn He Pro Lys Pro Glu Met Ser Thr Thr Met Ala 



215 



220 



Glu Ser Ser Leu Leu Asp Leu Leu Pro Lys Glu Glu 

? ? * 2 3 0 ? } 5 

Tyr Ph*> Arg Tyr Leu Gly Ser Leu Thr Thr Pro Thr 



Val Val 



He Let 



Ser Met 

290 



Va 1 He 
305 



Ala Leu 



245 



250 



Trp Thr 
260 

Ala Phe 
275 



Val Phe Arg Glu Pro lie Gin Leu 

265 

Ser Gin Lys L^u Tyi Tyr Asp Lys 
280 



Lys Ijeu Arq His 

24 0 

Cys Asp Glu r.ys 
255 

His Arg Glu Gin 

270 

Glu Gin Tin Val 
285 



Lys Asp Asn Val Arg Pro Leu Gin Gin Leu Gly Gin Arg Thr 
Lys Ser 
Leu Gly 



300 



Gly Ala Pro Gly Arg Pro Leu Pro 



Pro Met Leu Ala Cys Leu Leu Ala 



Trp Ala Leu Pro 

32 0 



Gly Phe Leu Arg 
33 5 



< 2 1 0 > 9 

c 2 1 1 > 18 0 6 

<212> DNA 

< 2 1 3 > Homo sapiens 



< 4 0 0 > 9 
aacaaageca 
ctgg tcaacc 
LycLc Lgcaa 
at caaggagg 
cccgtctcct 
gtctact ttg 
gatgecatet 
cggggctccg 
gaggacgegg 
gaqgtgaecc 
ct ccacggcg 
at cgcctggt 
gagac^i t ca 
gecgae t tec 
atcatccggc 
t c tgtgccga 
ct: t atqacaa 
g t g t CcKjcca 
gaggqttjagg 
gactcagtcc 
aaggac ccca 



tccccggagg 
tctcggtgga 
ayyccddccc 
cat otggaga 
gtgaggtgac 
ggccccggat 
taagctgege 
gagtggtcct 
geaagtaegt 
tgaccgt caa 
agaagggeca 
cctggaagga 
gcaccgagga 
agaccat eta 
tcaaggagca 
t ggccg t cat 
("Cat cqt. qqc 
aaaatqatat 
agcact.ccac 
tgaaacagct 
ccaa tyget a 



aaaggagacg 
gccacagcca 
age Ly Lcacc 
ggtgt acagg 
caaagccctg 
gaccacagaa 
ctggaccggc 
gagcaatgag 
gtgeeggget 
tgqacccccc 
gat caagtgc 
gaacgt t ctg 
gggcgt cat c 
caactgcacg 
aggt t eggaa 
ca t tgggg t g 

c 1 t I C t q Ctqt 

ccgagtggaa 
cat caagcag 
qgaqgtcc t c 

c'tdcay cyt. c 



tcggtcacca 
gtgctggagg 
CdyLdcaygL 
accacagtgg 
ggcagcacca 
ccccaatcct 
aacccatccc 
aagaccctga 
gtggtgcccc 
a tcatct cca 
t teatcegga 
gagtegggea 
tccaccctga 
gectggaaca 
atgaagtegg 
geegtaggag 
gecegt tccc 
attgtccaca 
ctgatgatgg 
aaagaagagg 
aacacc t tea 



ttgaca tcca 
acaacg teg t 
yggceddyey 
actacaegta 
acctcagccg 
tgctcgtgga 
tgaccatcgt 
ccctcaaa tc 
gtgtgggagc 
gcacccagac 
gcacgccgcc 
categgggeg 
ccatcagcaa 
get teggetc 
gagceggget 
ctggtg tggc 
agagaaat ct 
aggaaccagc 
accggggtga 
agaaagag t t 
a agay caeca 



gcaccct cca 
cac 1 1 1 ccac 
gyy L-caydLc 
cttctcagag 
caeggt tgac 
tctgggct ct 
ctgga tgaag 
cgtgcgccag 
eggggagaga 
ecagca cgee 
gccggaccgc 
ct a tacggtg 
categtgegg 
cgacactgag 
ggaagcagag 
cttcctcgtc 
caaagq t g 1 1 
ctctggtcyy 
a 1 1 ccagcaa 
tcagaacctg 
ct Cdaccccq 



60 

120 

180 

240 

3 00 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

96 0 

1 0 2 n 

108 3 

114 0 

1200 

126 0 



accatctccc tctccagctg ccagcccgac ctgcgtcctg cgggcaagca gcgtgtgccc 1320 

acaggcacgc ccttcaccaa catctacagc accctgagcg gccagggccg cctctacgac 1380 

tacgggcagc ggtttgtgct gggcatgggc agctcgLcca tcgagctttg tgagcgggag 144 0 

ttccagagag gctccctcag cgacagcagc tccttcctgg acacgcagtg tgacagcagc 1500 

gticagcagca ycggcaagca ggatggctat gtgoagttcg acaaggccag caaggcttcL 1560 

gcttcctcct cccaccactc ccagtcctcg tcccagaact ctgaccccag tcqacccctg 1620 

-agcgg^gga tgcagactca cgtctaagga r^-i^nrrg ^aa9 r addO"^ r ^ ( J c J ( J^ r '^ < J c 3 r J 1^ R 0 

aaqaqqtcag qqcacqttct gqttgtccag qqactqtqqq qtactttaca qaqqacacca 1740 

gaatggccca rffrraggac agcctcccag rgrrrrrqcc actqcct tec r.r.rgaagptr 1800 

taatra 18 06 



< 2 1 0 > 10 

< 2 1 1 > 5 4 8 

<.212^ PRT 

<2 13> Homo sapiens 
<400> 10 

Asn Lys Ala lie Pro Gly Gly Lys Glu Thr Ser Val Thr lie Asp lie 
15 10 15 

Gin His Pro Pro Leu Val Asn Leu Ser Val Glu Pro Gin Pro Val Leu 

20 25 30 

Glu Asp Asn Val Val Thr Phe His Cys Ser Ala Lys Ala Asn Pro Ala 
3 5 4 0 4 5 

Val Thr Gin Tyr Arg Trp Ala Lys Arg Gly Gin lie lie Lys Glu Ala 
50 55 60 

Ser Gly Glu Val Tyr Arg Thr Thr Val Asp Tyr Thr Tyr Phe Ser Glu 
65 70 75 80 

Pro Val Ser Cys Glu Val Thr Lys Ala Leu Gly Ser Thr Asn Leu Ser 
85 90 95 

Arg Thr Val Asp Val Tyr Phe Gly Pro Arg Met Thr Thr Glu Pro Gin 

100 105 110 

Ser Leu Leu Val Asp Leu Gly Ser Asp Ala He Leu Ser Cys Ala Trp 
115 120 125 

Thr Gly Asn Pro Ser Leu Thr He Val Trp Met Lys Arg Gly Ser Gly 
130 135 140 

Val Val Leu Ser Asn Gin Lys Thr Leu Thr Leu Lys Ser Val Arg Gin 
145 150 155 160 

Glu Asp Ala Gly Lys Tyr Val Cys Arg Ala Val Val Pro Arg Val Gly 
165 170 17b 

Ala Gly Glu Arg Glu Val Thr Leu Thr Val Asn Gly Pro Pro Lie lie 

180 185 190 

Ser Ser Thr Gin Thr Gin His Ala Leu His Gly Glu Lys Gly Gin He 



26 



I.ys Cys Phe lie Arg Ser Thr Pro Pro Pro Asp Arg He Ala Trp Ser 

2 10 2 15 2 2 0 

Trp Lys Glu Asn Val Leu Glu Ser Gly Thr Ser Gly Arg Tyr Thr Val 

2 25 230 235 240 

Gin Thr T hr Glu Glu Gly Val Tie S~r Thr Leu Thr Tl <=» S^r 

245 250 255 

Asn rip Val Arcr Ala Aso Phe Gin Thr He Tvr Asn Cvs Thr Ala Tro 

260 265 270 

Asn Ser Phe Gly Ser Asp Thr Glu He He Arg Leu Lys Glu Gin Gly 

2 75 280 285 

Ser Glu Met Lys Ser Gly Ala Gly Leu Glu Ala Glu Ser Val Pro Met 
290 295 300 

Ala Val He He Gly Val Ala Val Gly Ala Gly Val Ala Phe Leu Val 

305 310 315 320 

Leu Met Ala Thr He Val Ala Phe Cys Cys Ala Arg Ser Gin Arg Asn 

325 330 335 

Leu Lys Gly Val Val Ser Ala Lys Asn Asp He Arg Val Glu He Val 
340 345 350 

His Lys Glu Pro Ala Ser Gly Arg Glu Gly Glu Glu His Ser Thr He 

3 55 360 365 

Lys Gin Leu Met Met Asp Arg Gly Glu Phe Gin Gin Asp Ser Val Leu 
370 375 380 

Lys Gin Leu Glu Val Leu Lys Glu Glu Glu Lys Glu Phe Gin Asn Leu 

335 390 395 400 

Lys Asp Pro Thr Asn Gly Tyr Tyr Ser Val Asn Thr Phe Lys Glu His 
405 410 415 

His S^r Thr Pro Thr He Ser Leu Ser Ser Cys Gin Pro Asp Leu Arg 
420 425 430 

Pro Ala Gly Lys Gin Arg Val Pro Thr Gly Met Ser Phe Thr Asn He 
435 440 445 

Tvr Ser Thr Leu Ser Gly Gin Gly Arg Leu Tyr Asp Tyr Gly Gin Arg 
4 50 455 460 

Phe Val Leu Gly Met Gly Ser Ser Ser He Glu Leu Cys Glu Arg Glu 
465 47 0 475 480 

Phe Gin Arg Gly Ser Leu Ser Asp Ser Ser Ser Phe Leu Asp Thr Gin 
4 85 490 4 95 

Cys Asp Get' Ser Val Ser Ser Ser Gly Lys Gin Asp Gly Tyr Val Gin 
5 0 0 5 0 5 5 10 



Phe Asp Lys Ala Ser Lys Ala Ser Ala Ser Ser Ser His His Ser Gin 

515 r >2 0 S25 

Ser Ser Ser Gin Asn Ser Asp Pro Ser Arg Pro Leu Gin Arg Arg Net 

5 30 535 WO 

Gin Thr His Va 1 
54 5 



• ?. l o , i i 

< 2 1 1 > 2405 

<2 12> DNA 

<213> Homo sapiens 



<400> 11 

gcggccgotg 

cagcccaagt 

ccaagaggcc 

gcgccatgct 

ggctg Laccg 

cgccatcgca 

ccgagggcc t 

tcaagggccg 

gggtgcgcgg 

tagaccaatg 

gc t tcaagga 

cctacctcct 

tcgaggagt t 

act cgggcga 

gcgaggaggg 

agacagcccc 

tgttgtcgcc 

accagcccct 

agatcggggg 

gcgtggagct 

ccctcacct c 

cggtgagccc 

<j tyccatyy c 

actccccaaa 

agggaaagaa 

aggaggagga 

tctccccgga 

catcacctgg 

ggaacagg 1 1 

cccgcgtgta 

ggaactcggg 

tcaatgccgg 

tgcggcaacc 

gcatccaggt 

t tgtggaccc 

agactgacta 

aqctgcgggc 

cccccaatga 

gccaca t aca 

aaatccgcat 

agtcc 



gaggcgt tgc 
cgcggcgccg 
cgggctgcgg 
gcggggctcc 
gc tgcaggag 
gcacatct tc 
gcggcgct tc 
ccgoaagaac 
tctgaccaag 
gatccact cc 
ga tcaagagc 
ct tcaaggag 
cc tgcggcgg 
ggaccgcgtg 
cgccacac tg 
tgcagccaag 
ggagggggct 
tgcccact ac 
gcccagcagc 
ggactgctgg 
caagat tctc 
t taccctgtc 
ccyccdccLc 
tcccgaggag 
gttgcccgct 
ggatgacgag 
gctgtcggcc 
aggactagga 
gt tgaaggcc 
cccgctgggg 
ctgtcagctg 
gcgcttccta 
tgact cgacc 
gctgactgca 
cctggtgcgc 
eg tgct caac 
teeggagctg 
ct ttgtgggc 
ectget 1 1 cc 
ccaqcgct cc 



cgccgcccgc 
gtcgctctcc 
gegctgaaga 
cggctccgca 
gaeggee tga 
tt cgtgcagc 

gggggtgcct 

ctggacctgg 
ctccgcgcgc 
tatctgcacc 
ctgctgagaa 
tgtgaccact 
ctgetgaage 
ctgagtgccc 
gcccgcgccc 
cagcatgagc 
gect tggaca 
ttcatctctt 
accgaggcct 
gaggggecag 
ttccgggacg 
atccta t ccc 
Lytdcca tec 
ctgccatccc 
geteggageg 
gaggaagaag 
ctggctgtgt 
ageagecagg 
tgggggaaca 
ctqcggatga 
gtggcct tga 
gt caatgggc 
1 1 1 gaccccg 
cagcagctgc 
at tgaga tec 
aatggcttca 

gcac tqq t CC 
cag t tt acae 
aaggacgggg 
tgagggecea 



ccgaggagcc 
cgt ccccgcc 
aqatqqqcct 
agatccgctc 
gcgtgtggtt 
acatcgaggc 
tcgegccagc 
cggcgcccac 
gcctggacgc 
gggctgact c 
tggtcaacgt 
ccaacaacga 
ggceggaget 
ctgagctget 
agcagc t ca t 
tgatgacact 
acacccacac 
cc t cccacaa 
a tgt tagggc 
gaggggagee 
tggtccaagc 
tggagaacca 

tggyyyaca t 

cagagcagct 
aggatggccg 
aggaggtgga 
actgccacgc 
tgaagagggg 
gc tt tgt cag 
act cagecaa 
act t ccagac 
agtgtggcta 
agtacccagg 
ccaagctgaa 
a tggggtgcc 
acccccgctg 
ggt. t tgtgg t 
tyce tc t t ag 
c c t. cactgt c 
cct cact cgc 



cccggtggcc 
qactccctcc 
gaeggaggae 
gcgcacgtgg 
ccagcggcgc 
ggt ccgegag 
gege tgee tc 
ggctgaggaa 
catgagecag 
caaccaggac 
ggaca tgaac 
cegtctagag 
ggaggagatc 
ggagtt cctg 
t cagacc t a t 
ggatggct t c 
gtgtgtgt tc 
cacctatctg 
ctttgcccag 
eg tea tctat 
cgtgcgcgac 
ctgcgggctg 
gcLyg tgaca 
gaagggcegg 
ggctctgtcg 
ggctgcagcg 
cacccgcctg 
agageget tt 
gcacaatgcc 
ctacaqtccc 
gccaggctac 
cgt cctaaaa 
acct cccaga 
tgccgagaag 
cgcagactgt 
ggggeagacc 
ggaaqa 1 1 a t 
cagectaaag 
accagccarg 
ct tggggt tc 



gcecaggt eg 
gatggeggea 
gaggacqtge 
ca eaaggagc 
a t ecegcg tg 
ggccaccagt 
acca tegect 
gegcageget 
cgcgagcggc 
agcaagatga 
gaeaegtacg 
ggggctgaga 
ttccatcagt 
gaggaccagg 
gagct caacg 
atgatgtacc 
caggacatga 
actqac tccc 
ggatgecget 
ca tggecata 
catgect tea 
gagcagcagg 
uaygegctgg 
gt cctggtga 
gategggagg 
cagaggcaga 
cgacccgaca 
ccagacagga 
cgccagctga 
caggagatgt 
gagatggacc 
cctgcctgcc 
accactctca 
ccacactcca 
gcccggcagg 
ctgcagt tec 
gacqccacct 
eaaggg t ace 
ctctt cat ee 
tgegag tgec 



60 

120 

180 

24 0 

300 

360 

420 

4 80 

540 

600 

660 

720 

780 

84 0 

900 

960 

1020 

1080 

1110 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1930 

204 0 

2100 

2 16 0 

222 0 

2280 

2 3 4 0 

2 4 0 0 

240 



■2 10 > 1 2 

< 2 1 1 > 736 

<2 12> PRT 

< 2 1 3 > Homo sapiens 

< 4 0 0 > 12 

Me t G 1 y L*=u Thr G 1 u A s p G 1 1 \ A s p Va 1 A rg Ala Me t: I .<-»u Arg G 1 y S ^ r 
1 S 10 IS 

Arg Leu Arg Lys He Arg Ser Arg Thr Trp His Lys Glu Arg Leu Tyr 
20 25 30 

Arg Leu Gin Glu Asp Gly Leu 3ei Val Trp Phe Gin Aiy Arg He Pro 
35 40 45 

Arg Ala Pro Ser Gin His He Phe Phe Val Gin His He Glu Ala Val 

50 55 60 

Arg Glu Gly His Gin Ser Glu Gly Leu Arg Arg Phe Gly Gly Ala Phe 
65 70 75 80 

Ala Pro Ala Arg Cys Leu Thr lie Ala Phe Lys Gly Arg Arg Lys Asn 
85 90 95 

Leu Asp Leu Ala Ala Pro Thr Ala Glu Glu Ala Gin Arg Trp Val Arg 
100 105 110 

Gly Leu Thr Lys Leu Arg Ala Arg Lou Asp Ala Met Ser Gin Arg Glu 

115 120 125 

Arg Leu Asp Gin Trp He His Ser Tyr Leu His Arg Ala Asp Ser Asn 
130 135 140 

Gin Asp Ser Lys Met Ser Phe Lys Glu He Lys Ser Leu Leu Arg Met 
145 150 155 160 

Val Asn Val Asp Met Aoii Aop Met Tyi Ala Tyr Leu Leu Phe Lyo Glu 
165 170 175 

Cys Asp His Ser Asn Asn Asp Arg Leu Glu Gly Ala Glu He Glu Glu 
180 185 190 

Phe Leu Arg Arg Leu Leu Lys Arg Pro Glu Leu Glu Glu He Phe His 
195 200 205 

Gin Tyr Ser Gly Glu Asp Arg Val Leu Ser Ala Pro Glu Leu Leu Glu 
210 215 220 

Phe Leu Glu Asp Gin Gly Glu Glu Gly Ala Thr Leu Ala Arg Ala Gin 

2 2 5 2*0 235 240 

Gin Leu He Gin Thr Tyr Glu Leu Asn Glu Thr Ala Pro Ala Ala Lys 

24= 250 255 

Gin His Glu Leu H»-t 1 hi Lew Asp Gly Phe Met Met Tyr Leu Leu Sei 

2 ( ) 





260 



265 



270 



Pro Glu Gly Ala Ala Leu Asp Asn Thr His Thr Cys Val Phe Gin Asp 

275 290 285 

Met Asn Gin Pro Leu Ala His Tvr Phe Tie Ser Ser Ser His Asn Thr 



Val Arg Ala Phe Ala Gin Gly Cvs Arg Cys Val Glu Leu Asp Cys Trp 
325 330 335 

Glu Gly Pro Gly Gly Glu Pro Val lie; Tyi His Gly His Thi Leu Thr 
340 345 3 50 

Ser Lys lie Leu Phe Arg Asp Val Val Gin Ala Val Arg Asp His Ala 
355 360 365 

Phe Thr Val Ser Pro Tyr Pro Val lie Leu Ser Leu Glu Asn His Cys 
370 375 380 

Gly Leu Glu Gin Gin Ala Ala Met Ala Arg His Leu Cys Thr He Leu 
385 390 395 400 

Gly Asp Met Leu Val Thr Gin Ala Leu Asp Ser Pro Asn Pro Glu Glu 
4 05 410 415 

Leu Pro Ser Pro Glu Gin Leu Lys Gly Arg Val Leu Val Lys Gly Lys 
420 125 130 

Lys Leu Pro Ala Ala Arg Ser Glu Asp Gly Arg Ala Leu Ser Asp Arg 
435 440 445 

Glu Glu Glu Glu Glu Asp Asp Glu Glu Glu Glu Glu Glu Val Glu Ala 
450 455 460 

Ala Ala Gin Arg Gin lie 3ei Pro Glu Leu Sei Ala Leu Ala Val Tyr 
465 470 475 480 

Cys His Ala Thr Arg Leu Arg Pro Asp Thr Ser Pro Gly Gly Leu Gly 
485 490 495 

Ser Ser Gin Val Lys Arg Gly Glu Arg Phe Pro Asp Arg Arg Asn Arg 
500 505 510 

Leu Leu Lys Ala Trp Gly Asn Ser Phe Val Arg His Asn Ala Arg Gin 
515 520 525 

Leu Thr Arg Val Tyr Pro Leu Gly Leu Arg Met Asn Ser Ala Asn Tyr 

5 30 5 35 540 

Set Pro Gin Glu Met Trp Asn Ser Gly Cys Gin Leu Val Ala Leu Asn 
^ 4 r. 5 50 555 560 

PL- -In Tlir Pro Gly Tyr Glu Met Asp Leu Asn Ala Gly Ai g Phe Leu 



Tyr Lei 
^05 



Thr Asp Ser Gin lie Glv Gly Pro Ser Ser Thr Glu Ala Tyr 
310 315 320 



30 



Val Asn Gly Gin 
580 

Pre Asd Ser Thr 
^ Q S 

L^u S^r Tl^ Gin 
6 1 0 

Glu Lys Pro His 

625 

Gly Vd 1 Pro Ala 



Asn Gly Phe Asn 
660 

Ala Pro Glu Leu 
675 

Thr Ser Pro Asn 

690 

Leu Lys Gin Gly 
7 05 

Ser Leu Ser Pro 



Cys Gly Tyr Val 



Phe Asp Pro Glu 

60n 

Val Leu Thr Ala 
6 1 5 

Ser lie Val Asp 
630 

Asp Cys Ala Arg 
64 5 

Pro Arg Trp Gly 



Ala Leu Val Arg 
680 

Asp Phe Val Gly 
695 

Tyr Arg His lie 
710 

Ala Thr Leu Phe 

725 



Leu Lys Pro Ala 
585 

Tyr Pro Gly Pro 



Hi n Gin Leu Pro 

620 

Pro Leu Val Arg 

635 

Glii Glu Thr Asp 
650 

Gin Thr Leu Gin 

665 

Phe Val Val Glu 



Gin Phe Thr Leu 
700 

His Leu Leu Ser 
715 

lie Gin lie Arg 

730 



Cys Leu Arg Gin 
590 

Pro Arq Thr Thr 

£ n 5 

Lys L^u Asn Al a 



lie Glu Tie His 
640 

Tyi Val Leu Asn 
6 55 

Phe Gin Leu Arg 
670 

Asp Tyr Asp Ala 
685 

Pro Leu Ser Ser 



Lys Asp Gly Ala 
720 

lie Gin Arg Ser 

73 5 



«- 2 1 0 -> 1 3 

'211.- 1059 

.212 • DNA 

<- 2 !"*••> Homo sapiens 



<400 

aaaca 

aatga 

aaaag 
totn r 
g^tgg 
cgacc 
gttga 
aaaga 
^trgga 
aag c t. 
q t qq a 
a t L g t 
qact q 
a g c - 1 ■ c 

rlCJf.-I ' 



13 
tttgc 
tggt c 

aaag 
a c a t g 
cagt g 
agagt 
cctct 
tgaaa 
gaaa t 
-jct.gg 
a t q t c 
t ctag 

' '. a c 
a q q c c 



taaccaggcc 
acttcatgcc 
ctctagaggc 
tttacaataa 
tgaagagaga 
tggtccgacc 
atcttattca 
atggaaaaat 
geagagatge 
aactcatcct 
acccttacct 
L tgcctacag 
a t c t ct tgga 
aggtcgccct 
aggagagaa t 



agtgacagaa 
tgtcctggga 
cgtcaaat tg 
tgaggagcag 
agacatat t c 
agccttggaa 
t tttccagtg 
actatttgac 
aggt ttaacc 
caacaagcca 
caaccagagc 
tgccctggga 
ggagecgate 
gcgctaccag 
caaagayaac 



atggattcga 
t ttggcacct 
gcaatagaag 
gttggactgg 
tacacttcaa 
aggtcactga 
tctgtaaagc 
acagtggatc 
aggtccatca 
gggctcaggt 
aaact cctgg 
t cccaaagag 
ttgaaatcca 
ct geageggg 
1 1 ccaggtat 



aataccagtg 
atgcgcctgc 

ccgggttcca 
ccatccgaaq 
agct ttggag 
aaaatct tea 
caggtgagga 
t ctgtgccac 
gggtgtccag 
acaagcccac 
agt tetgeaa 
acccacagtg 
t tgccaagaa 
gagtggtggt 
1 1 yac 1 1 tga 



tg tgaagctg 
agaggtacct 
ccatattgat 
caagat tgea 
caat tcccat 
at tggactat 
agtgat ccca 
atggaaggcc 
tt tcaatcac 
c tgcaaccag 
gt ccaaggac 
ggtgga t ccc 
acacagtcga 
gc tggccaag 
gt. tgaet cca 



60 

120 

180 

240 

300 

360 

4 20 

480 

540 

600 

660 

720 

780 

840 

9 00 



gaggacatga aagccattga tggcctcaac agaaatctcc gatatctttc tttcttcagt 960 
ctt.gstggac accclgatta Lccattttca gacaaatatt aacatggagg actttgcgtg 1020 
agttctacca gaggccctgt gtgtagatgg tgacacaga 1059 



c 2 1 0 > 14 

«■ ? 1 1 - 3 ? 3 

<2 12> PRT 

2 1 3 -■ Homo sapiens 

< 4 0 0 > 14 

Met Asp Ser Lys Tyr Gin Cys Va 1 Lys Leu Asn Asp Gly His Phe Met 
1 5 10 15 

Piu Val Leu Gly Phe Gly Thx Tyr Ala Piu Ala Glu Val Pio Lys Sex 
20 25 30 

Lys Ala Leu Glu Ala Val Lys Leu Ala He Glu Ala Gly Phe His His 
35 40 45 

He Asp Ser Ala His Val Tyr Asn Asn Glu Glu Gin Val Gly Leu Ala 
5 0 5 5 6 0 

He Arg Ser Lys He Ala Asp Gly Ser Val Lys Arg Glu Asp He Phe 
65 70 75 80 

lyr ihr Ser Lys Leu Trp Ser Asn Ser His Arg Pro Glu Leu Val Arg 
85 90 95 

Pro Ala Leu Glu Arg Ser Leu Lys Asn Leu Gin Leu Asp Tyr Val Asp 
100 105 110 

Leu Tyr Leu He His Phe Pro Val Ser Val Lys Pro Gly Glu Glu Val 
115 120 125 

He Pro Lys Asp Glu Asn Gly Lys He Leu Phe Asp Thr Val Asp Leu 
130 135 140 

Cjra Ala Thx. Tip Lys Ala Leu Glu Ly^ Cys Aig Asp Ala Gly Leu Thr 
145 150 155 160 

Arg Ser He Arg Val Ser Ser Phe Asn His Lys Leu Leu Glu Leu He 
165 170 175 

Leu Asn Lys Pro Gly Leu Arg Tyr Lys Pro Thr Cys Asn Gin Val Glu 
180 185 190 

Cys His Pro Tyr Leu Asn Gin Ser Lys Leu Leu Glu Phe Cys Lys Ser 
195 200 205 

Lys Asp He Val Leu Val Ala Tyr Ser Ala Leu Gly Ser Gin Arg Asp 

210 215 220 

Pto Gin Trp Val Asp Pro Asp Cys Pro His Leu Leu Glu Glu Pro lie 
..2- 2 30 2 35 24 0 



Lys Ser lie Ala Lys Lys His Ser Aig Sei Pro Gly Gin Val Ala 



Leu Arg Tyr Gin Leu Gin Arg Gly Val Va 1 Val Leu Ala Lye Ser Phe 

2 6 0 2 6 5 2 7 0 

Ser Gin Glu Arq Tie Lys Glu Asn Phe Gin Val Phe Asd Phe Glu Leu 

;>7S ?R0 '> ^ ^ 

Thr Pro Glu Asp Met Lys Ala Tie Asp Gly Leu Asn Arg Asn L^u Arg 

2 9 0 295 100 

Tyr Leu Ser Phe Phe Ser Leu Ala Gly His Pro Asp Tyr Pro Phe Ser 

305 310 315 320 

A^p Ly._> Ty'i 



< 2 1 0 > 15 

<-2 1 1 > 879 

-212^ DNA 

<213> Homo sapiens 



- 10 0- 15 
a t tataac ta 
att ttttgga 
LdydLyacag 
t agatgtga t 
tgaatgcttt 
t aat t caata 
a tgagtat tg 
cdtcdaaLga 
tgcaaataac 
taagtgt tga 
t tt cgccaaa 
atattgeat t 
ctgegatage 
agaaag tata 
a Lcict Lciggag 



t tgtcacaat 
t t taaaaagg 
tattgataaa 
t tatagegat 
aag taataca 
tgtgaaggaa 
eta tggtgtg 
aaataat t tc 
taatatttta 
aaaattagct 
t tatatagaa 
aaaeggtatt 
t tatcatgaa 
tgtaagcaaa 
tgaddcalLd 



a taatgaaag 
aaaaaagcaa 
t acaaagacc 
tgtgat tata 
t tgaatacat 
gatttagt t t 
gtaggtactg 
gagcaagc tg 
agagatgtcg 
caatatcgag 
ctgtgggaaa 
aattattttg 
atacttgtgg 
ttgaaaaaaa 
tgaaga t tgc 



aacat tcaaa 
tt tgggctat 
ttgagcaatt 
ttcaagecta 
ac t caatacc 
taaaagaaat 
tcggtgaat t 
aagaagc tgc 
gcgaagattt 
ttaatctaca 
gt tacgetae 
acgaagaggt 
aagtaaggaa 
tgaaaat tta 
ag ttatagg 



aacgt tctca 
t tatgeagt t 
aaaeggcata 
tcaaagtgat 
taaaaaacc t 
gaaaactgat 
gttaactcct 
gattgettta 
tcaaaatgga 
ttctata tat 
agagacagt t 
aegttacat t 
ggcaaactat 
tegtgaac tt 



ta tgcctttg 
tgcagaatta 
gctagagat t 
gcagctatta 
tt tgaatctt 
tcagatt tat 
atattaact t 
ggcaaggcaa 
agaatttatc 
tatgaaggag 
aggt tata tg 
at cgaat tag 
aegt tgcata 
agtgcgaaat 



60 

120 

180 

240 

300 

360 

420 

48 0 

540 

600 

66 0 

720 

780 

840 

879 



<210> 16 
<211> 279 
<212> PRT 

< 2 1 3 > Homo sapiens 
< 4 0 0 > 16 

Met Lys Glu His Ser Lys Thr Phe Ser Tyr Ala Phe Asp Phe Leu Asp 
15 10 15 

Leu Lys Arg Lys Lys Ala lie Trp Ala lie Tyr Ala Val Cys Arg lie 

20 25 30 



lie Asp Asp Ser lie Asp Lys Tyr Lys Asp Leu Glu Gin Leu Asn Gly 
< 5 4 0 4 5 



lie Ai-n Aig Asp Leu Asp Val He Tyr Ser Asp Gys Asp Tyr He Gin 



Ala Tyr Gin Ser Asp Ala Ala He Met Asn Ala Leu Ser Asn Thr Leu 

65 70 75 80 

Asn Thr Tyr Ser He Pro Lys Lys Pro Phe Glu Ser Leu He Gin Tyr 

9 0 ^ 5 

Val Lys Glu Asp Leu Va 1 Leu Lys Glu Met Lys Thr Asp S^r Asp Leu 

100 105 110 

Tyr Glu Tyr Cys Tyr Gly Val Val Gly Thr Val Gly Glu Leu Leu Thr 



Pro He Leu Tin Sei Sei Asn Glu Asn Asn Phe Glu Gin Ala Glu Glu 
130 135 140 

Ala Ala He Ala Leu Gly Lys Ala Met Gin He Thr Asn He Leu Arg 



Asp Val Gly Glu Asp Phe Gin Asn Gly Arg He Tyr Leu Ser Val Glu 
165 170 175 

Lys Leu Al b Gin Tyr Arg Val Asn Leu His Ser He Tyr Tyr Glu Gly 



Val Ser Pro Asn Tyr He Glu Leu Trp Glu Ser Tyr Ala Thr Glu Thr 

195 200 205 

Val Arg Leu Tyr Asp He Ala Leu Asn Gly He Asn Tyr Phe Asp Glu 

210 215 220 

Glu Val Arg Tyr He He Glu Leu Ala Ala He Ala Tyr His Glu He 



Leu Val Glu Val Arg Lys Ala Asn Tyr Thr Leu His Lys Lys Val Tyr 

245 250 255 

Val 5ei Lys Leu Lyt, Lys Met Lys He Tyr Aig Glu Leu Sex Ala Lys 



Tyr Asn Arg Ser Glu Thr Leu 
275 



<210> 17 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ttagcaagtc goat tatcct cactaaaggg aacaaaagct ggagctccac cgcggtggcg 60 

gccgctctao aactaqtqqa tcccccqqqc tgcaggaatt cggcacgagq qtaaacccac 120 

caagcaatcc taycctytga tggcgtttga cgtcagctgc ttcttttggg tggtgctgtt 180 

ttctgccggc t. gt <iaacjt ca tcacctcctg ggatcagatg tgoattgaya aagaagccaa 24 0 

caaaacat at -lact gtgaaa atttaggtct cagtgaaatc cctgacactc taccaaacac 300 

aacagaattt tiggnattca yctttaattt tttgcctaca attcacaata gaaccttcay 360 



34 



• 



caat c 
ctLt c 
r.ctga 
aaaaa 
Ldycc 
CCqt C 
^t^fjc a 
aqqct 

caaca 



agcat 
a a g a t 
ttttg 
tgagc 

dtCtt 

tcct c 
rt tgc 
cgqaq 
t ctgg 
aaaoa 



cttct agcag 
gggactat ca 
tcctcttgtg 
catgtagact 
aagggaa tcL 
cctat ct tqt 
t cg^ a t a tr t r 
qaqaccacq t 
ctgccaacag 
ccattaat t t 



gcc taccagt 
cgaagaccaa 
gtctcctctc 
taagccacaa 
acctcaatct 
cccaqcaqaq 
att tcttaac 
qtqcaaaccc 
cat raaratc 
aacf r cataac 



tct ccggcat 
cctacttcag 
tatagaccag 
cagcctgaca 
ggc tgccaac 
caccat taat 
a t ggt araaa 
qcca t ct c t a 
a tct cacccc 



c tea act taa 
accg tgggca 
caagcat tec 
tgegacagea 
age a 1 1 aaca 
t taaqt cata 

aqqqqaqt ta 
gt ct cct coc 



aagggaat ca 
get tggagg t 
acagct tggg 
t tgattctct 
tcatctcacc 
accccctqga 
acaaact tga 
aqctatctac 
tatcttgt.ee 



420 
430 
54 0 
600 
660 
720 
7 RO 
840 
9 00 
919 



<210> 18 
<211> 260 
<-.212,> PRT 

<r213> Homo sapiens 
< 4 0 0 > 18 

Met Ala Phe Asp Val Ser Cys Phe Phe Trp Val Val Leu Phe Ser Ala 
IS 10 15 

Gly Cys Lys Val lie Thr Ser Trp Asp Gin Met Cys lie Glu Lys Glu 

20 25 30 

Ala Asn Lys Thr Tyr Asn Cys Glu Asn Leu Gly Leu Ser Glu lie Pro 
35 40 45 

Asp Thr Leu Pro Asn Thr Thr Glu Phe Leu Glu Phe Ser Phe Asn Phe 

50 55 60 

Leu Pro Thr He His Asn Arg Thr Phe Ser Asn Gin His Leu Leu Ala 
65 70 75 80 

Gly Leu Pro Val Leu Arg His Leu Asn Leu Lys Gly Asn His Phe Gin 

8 5 9 0 9 5 

Asp Gly Thr He Thr Lys Thr Asn Leu Leu Gin Thr Val Gly Ser Leu 
100 105 110 

Glu Val Leu lie Leu Ser Ser Cys Gly Leu Leu Ser Tie Asp Gin Gin 
115 120 125 

Ala Phe His Ser Leu Gly Lys Met Ser His Val Asp Leu Ser His Asn 
130 135 140 

Ser Leu Thr Cys Asp Ser Tie Asp Ser Leu Ser His Leu Lys Gly Tie 
145 150 155 160 

Tyr Leu Asn Leu Ala Ala Asn Ser He Asn He He Ser Pro Arg Leu 
165 170 175 

Leu Pro He Leu Ser Gin Gin Ser Thr He Asn Leu Ser His Asn Pro 
180 185 190 



Leu Asp Cys Thr Cys Ser Asn He His Phe Leu Thr Trp Tyr Lys Glu 
195 200 205 



Asn Leu His Lys Leu Glu Gly Ser Glu Glu Thr Thr Cys Ala Asn Pro 

210 215 2 20 

Pro Ser Levi Arg Gly Val Lys Leu Ser Thr Ser lie Trp Leu Pro Thr 

2 2 5 2 3 0 2 3 5 2 4 0 

Ma L^n Thr S^r S<=>r H i s Pm Val S»r c '^r I.--»u <^r r-yc? n ro ^ Pr Ar g 
245 2 50 255 

Ala Pro Leu Tie 
26 0 



<210> 19 

21±-> 2340 

<212> DNA 

<213> Homo sapiens 



<400> 19 

tat tttaatc 

cgccaagatc 

agaagggctg 

cccgccccca 

gcgcccacct 

cgacgccaag 

gaggccaggc 

cc tgctccac 

tctgctctgg 

tcgcttgtgg 

cgccaactcc 

ccacaagtac 

ccatattggg 

tgacgtcact 

ctccgtggtg 

gagt ctgtgg 

cagctggctg 

cagccctcgg 

ccatcacacc 

Ldcc tgg t tc 

eaagccgatg 

cagccatccc 

cttgtacatt 

gggaatgttt 

cgtttttttt 

gagtgcagtg 

cctgcctcag 

tttttgtatt 

tgacctcagg 

accgcaccct 

gt ctggatgt 

gccattctcc 

cttttcaggt 

ct at tagcta 

taacccttcc 

accatgtggt 

t ggaggacaa 

gaccatcggg 



cccccccccc 
tgcatcccta 
gaaggagggg 
ccctcgagct 
cgcccagcca 
gaagaaa tec 
gcgcgcgggc 
t tgggggccg 
gectae t t c t 
agecacaggt 
atggct t tec 
t cagagaegg 
tggctgtt tg 
gaectgettg 
ctcatgtgct 
aat tcctact 
gtcaacagcg 
cagaacccac 
tttccctttg 
atlgaLLLca 
at cgaggccc 
acatgtctgc 
ggatcgtggg 
ttgtttatct 
tttggttggt 
gcgcagtctc 
cctcctgagt 
t t tagtagag 
caatccaccc 
gecgaaaaaa 
gcagtggcga 
tgcctcagcc 
caat attact 
agaa tagegt 
tggaaaggga 
ctcctttgtc 
agaggggt t a 
eggeggggtc 



cccgagccat 
ggccacgc ta 

actggacgtg 

cege t eggge 
tgccaggccc 
g tgeeggget 
ageggcagaa 
cgcactccct 
get tcctcct 
cc taceggge 
agaatgacat 
atgctgaccc 
ttegcaagea 
ctgatcctgt 
t tgtggtccc 
tct tggcetc 
ccgcccaca t 
tegtcget ct 
actact ctgc 
Lg Lgc LggcL 
ggaaggccag 
cgt tgeaace 
agggggcaga 
caaaataatg 
tttgtttttg 
ggctcactgc 
agctgagat t 
acagggt 1 1 c 
gcctcggcct 
act t tt tttt 
gat t tcagct 
t cccgagt ag 
acgatttaac 
caaat tat l c 
tgaaggcaaa 
t accaa ttta 
racacacaqq 
t. cqogqct cc 



atggggga ta 
agaccct ggg 
eggagaat tc 
agagegectg 
ggccaccg a c 
cgaaagc t c t 
cat cgtctgg 
ggtgccca tc 
ggccgctc tg 
caagctgcct 
cttcgagtgg 
ccacaatgcc 
tcgaga tg 1 1 
ggtceggat c 
cacqctqqtq 
tattctccqc 
gtatggaaac 
gggtgcca 1 1 
gagtgaa 1 1 1 

yyyy<-'Lgycc 

gactggagac 
teggt tcatg 
gggtggggaa 
ttgaaataca 
agacagagt c 
agcctccacc 
acaqqagect" 
atcatgt tgg 
cccaaagagc 
1 1 1 gaga egg 
cac tgacaag 
ctggggagcc 
t ttacgagt g 
gtgt.gt ca t r. 
g t a atattt c 
cccga t ca tg 
ggtct.tgtcg 
aact cacr eg 



cgccagcaac 
gaagagegea 
ccccctaaaa 
cctgcctgcc 
geggggaaga 
gagggeggeg 
aggaatgtcg 
cccdaagcca 
ggtgtgacag 
c tgagga tat 
tccagggacc 
cgccggggct 
attgagaagg 
cagagaaagt 
ccctgq t aca 
t a tacca tct 
cggcccta tg 
ggtgaaggct 
ggct taaa 1 1 
dc Lgaccycd 
ageagtget t 
get t tggtta 
ggaacgagtc 
at ta tcaatg 
t cactctgtc 
t acctgg tt c 
accaccacac 
ccagactggc 
tggga t taca 
aggctcgctc 
c t ccgcc t cc 
agcgcgccca 
tggacc tgtg 
qt qqct tgaa 
t tttagtggt 
tgt t a 1 1 aaa 
gg ca a cac ag 
- iv'.icaracga 



agacgccggc 
ggagcccggg 
ggcagaagee 
getgetgegg 
tccctt t ctg 
gcggcccgga 
tcctgatgag 
agccactcac 
ctggtgccca 
ttctggc tgt 
accgagccca 
tcttcttctc 
ggagaaagc t 
actataagat 
tctggggaga 
cactcaaca t 
acaagcacat 
tccataat ta 
t taacccaac 
aacgggcaac 
gaact tggaa 
caatagctct 
aatgtggttt 
aaaaaacttt 
acccaggctg 
aagcaat tct 
ccagctaatt 
ctcgaat tec 
ggcgtgagcc 
tgt cccccag 
eggggttcac 
gectaaaaaa 
at t taategg 
cat tgatggc 
ag t tcaggag 
acaccccttc 
caggt ccggt 
caacagaegg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

114 0 

1200 

1260 

1320 

1380 

1440 

1500 

1500 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2 04 0 

2100 

2160 

2220 

2280 



aft 



gctgatctcg gggtaccgga agcctcgtcg aaacaaatat cgccgttttg ctcgacgcca 2340 
aactgctat 2 34 9 



< 2 1 0 > 2 0 

< 2 1 1 > 3 3 0 
,-?p-> PPT 

<2 13> Homo sapiens 
< 4 0 0 > 2 0 

Met Pro Gly Pro Ala Thr Asp Ala Gly l.ys He Pro Phe Cys Asp Ala 
15 10 15 

Lys Glu Glu He Arg Ala Gly Leu Glu Ser Ser Glu Gly Gly Gly Gly 

20 25 30 

Pro Glu Arg Pro Gly Ala Arg Gly Gin Arg Gin Asn Tie Val Trp Arg 
3 5 4 0 4 5 

Asn Val Val Leu Met Ser Leu Leu His Leu Gly Ala Val Tyr Ser Leu 

50 55 60 

Val Leu He Pro Lys Ala Lys Pro Leu Thr Leu Leu Trp Ala Tyr Phe 

65 70 7 5 30 

Cys Phe Leu Leu Ala Ala Leu Gly Val Thr Ala Gly Ala His Arg Leu 

85 90 95 

Trp Ser His Arg Ser Tyr Arg Ala Lys Leu Pro Leu Arg He Phe Leu 
100 105 110 

Ala Val Ala Asn Ser Met Ala Phe Gin Asn Asp He Phe Glu Trp Ser 
115 120 125 

Arg Asp His Arg Ala His His Lys Tyr Ser Glu Thr Asp Ala Asp Pro 
130 135 140 

His Asn Ala Arg Arg Gly Phe Phe Phe Ser His He Gly Trp Leu Phe 
145 150 155 160 

Val Arg Lys His Arg Asp Val He Glu Lys Gly Arg Lys Leu Asp Val 
165 170 175 

Thr Asp Leu Leu Ala Asp Pro Val Val Arg He Gin Arg Lys Tyr Tyr 

180 185 190 

Lys He Ser Val Val Leu Met Cys Phe Val Val Pro Thr Leu Val Pro 
195 200 205 

Trp Tyr He Trp Gly Glu Ser Leu Trp Asn Ser Tyr Phe Leu Ala Ser 

210 215 220 

lie Leu Arg Tyr Thr He Ser Leu Asn He Ser Trp Leu Val Asn Ser 
22 5 2 30 2 3 5 24 0 

Ala Ala His Met Tyr Gly Asn Aig Pro Tyr Asp Lys His He Ser Pro 

245 2 50 



Arg Gin Asn Pro Leu Val Ala Leu Gly Ala lie Gly Glu Gly Phe His 
260 265 270 

Asn Tyi His His Thr Phe Pro Phe Asp Tyr Ser Ala Ser Glu Phe Gly 
275 280 285 

Leu Asn Phe Asn Pro Thr Thr Trp Phe lie Asd Phe Met Cvs Tro Leu 

2 90 795 300 

Gly Leu Ala Thr Asp Arg Lys Arg Ala Thr Lys Pro Met Tie Glu Ala 
305 310 315 3 20 

Arg Lys Ala Arg Thr Gly Asp Ser Ser Ala 

325 330 



<210> 21 
<211> 1411 
<212> DNA 

<-213^ Homo sapiens 
<400^ 21 

caagtgtttg tgagtctgtg tgtctgagtt tgcaagtgag tgtgtgtctg tgtgccgggc 60 

gttgtgtctg attgggcaag gttccagggg tgctcgcttg agtcctgagc tgggacaacg 120 

ccttgactct tcttctttaa gacctccaag cctcagggac tctgggaatc aaggggtgtt 180 

CctLctLgtt. ttgtttgagg aggaatgaga agggtcctga tcgatctgcc caccggagcc 240 

tccgggcttc gacatgctgg aggagccccg gccgcggcct ccgccctcgg gcctcgcggg 300 

tctcctgttc ctggcgttgt gcagtcgggc tctaagcaat gagattctgg gcctgaagtt 360 

gcctggcgag ccgccgctga cggccaacac cgtgtgcttg acgctgtccg gcctgagcaa 420 

gcggcagcta ggcctgtgcc tgcgcaaccc cgacgtgacg gcgtccgcgc ttcagggtct 180 

gcacatcgcg gtccacgagt gtcagcacca gctgcgcgac cagcgctgga actgctccgc 540 

gcttgagggc ggcggccgcc tgccgcacca cagcgccatc ctcaagcgcg gtttccgaga 600 

aaqtgctttt tccttctcca tgctqgctgc tggggtcatg cacgcagtag ccacggcctg 660 

cagcctgggc aagctggtga gctgtggctg tggctggaag ggcagtggtg agcaggatcg 720 

gctgagggcc aaactgctgc agctgcaggc actgtcccga gggaaggctc cccgggacat 780 

ccaggcacga atgcgaatcc acaacaacag ggtggggcgc caggtggtaa ctgaaaacct 840 

gaagcggaaa tgcaagtgtc atggcacatc aggcagctgc cagttcaaga catgctggag 900 

ggcggcccca gagttccggg cagtgggggc ggcgttgagg gagcgggtgg gocgggccat 960 

cttcattgat acccacaacc gcaattctgg agccttccag ccccgtctgc gtccccgtcg 1020 

cctctcagga gagctggtct actttgagaa gtctcctgac ttctgtgagc gagaccccac 1080 

tatgggctcc ccagggacaa ggggccgggc ctgcaacaag accagccgcc tgttggatgg 1140 

ctgtggcagc ctgtgctgtg gccgtgggca caacgtgctc cggcagacac gagttgagcg 1200 

ctgccattgc cgcttccact ggtgctgcta tgtgctgtgt gatgagtgca aggttacaga 1260 

gtgggtgaat gtgtgtaagt gagggtcaac cttaccttgg ggctggggaa aaggactgtg 1320 

tgaaaggaag cgccttttca accctttgct atgatttcct tccaaggtca ctcttggccc 1380 

ctggaagct t aaagatctac ctggaaaaaa c 1411 



<210> 22 

< 2 1 1 > 3 4 2 
<2 12> PRT 

- 2 1 3 Homo sapiens 

< 4 90 ■ 2 

Met Leu Glu Glu Pro Arg Pro Arg Pro Pro Pro Ser Gly Leu Ala Gly 
15 10 15 



38 



Leu Leu Phe Leu Ala Leu Cys Ser Arg Ala Leu Ser Asn Glu lie Leu 
2 0 2 5 3 0 

Gly Leu Lys Leu Pro Gly Glu Pro Pro Leu Thr Ala Asn Thr Val Cys 
3 5 4 0 4 5 

Leu Thr Leu Ser Glv Leu Ser Lvs Arq Gin Leu Gly Leu Cys Leu Arq 

so ss 60 

Asn Pro Asp Val Thr Ala Ser Ala Leu Gin Gly Leu His lie Ala Val 
65 70 75 80 

His Glu Cys Gin His Gin Leu Arg Asp Gin Arg Trp Asn Cys Ser Ala 

85 90 35 

Leu Glu Gly Gly Gly Arg Leu Pro His His Ser Ala lie Leu Lys Arg 
100 105 110 

Gly Phe Arg Glu Ser Ala Phe Ser Phe Ser Met Leu Ala Ala Gly Val 
115 120 125 

Met His Ala Val Ala Thr Ala Cys Ser Leu Gly Lys Leu Val Ser Cys 
130 135 140 

Gly Cys Gly Trp Lys Gly Ser Gly Glu Gin Asp Arg Leu Arg Ala Lys 

145 150 155 160 

Leu Leu Gin Leu Gin Ala Leu Ser Arg Gly Lys Ala Pro Arg Asp lie 
165 170 175 

Gin Ala Arg Me L Arg lie His Asn Asn Arg Val Gly Arg Gin Val Val 
180 185 190 

Thr Glu Asn Leu Lys Arg Lys Cys Lys Cys His Gly Thr Ser Gly Ser 
195 200 205 

Cys Gin Phe Lys Thr Cys Trp Arg Ala Ala Pro Glu Phe Arg Ala Val 
210 215 220 

Gly Ala Ala Leu Arg Glu Arg Val Gly Arg Ala He Phe He Asp Thr 
225 230 235 240 

His Asn Arg Asn Ser Gly Ala Phe Gin Pro Arg Leu Arg Pro Arg Arg 

215 250 255 

Leu Ser Gly Glu Leu Val Tyr Phe Glu Lys Ser Pro Asp Phe Cys Glu 

2 6 0 2 6 5 2 7 0 

Arg Asp Pro Thr Met Gly Ser Pro Gly Thr Arg Gly Arg Ala Cys Asn 
275 280 285 

Lys Thr Ser Ara Leu Leu Asp Gly Cys Gly Ser Leu Cys Cys Gly Arq 

2 9 0 2 9 5 3 0 0 

Gly His Asn Val Leu Arg Gin Thr Arg Va L Glu Arg Cys His Cys Arg 

3 0 5 310 3 1 5 3 2 0 



V) 



Phe His Tip Cys Cys Tyr Val Leu Cys Asp Glu Cys Lys Val Thr Glu 
3 2 5 3 3 0 3 3 5 

Trp Val As n Vai Cys Lys 
34 0 



-210> 23 

< 2 1 1 > 1196 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ejcycyucycc tyyLLccuxjy yaaydcLcyc cdycacwyy yyytyyyyya ytycyuycLy 50 



120 
180 



900 
9G0 
102 0 



aaagctgctg gagagtgagc agccctagca gggatggaca tgatgctgtt ggtgcagggt 

gcttgttgct cgaaccagtg gctggcggcg gtgctcctca gcctgtgctg cctgctaccc 

tcctgcctcc cggctggaca gagtgtggac ttcccctggg cggccgtgga caacatgatg 240 

gtcagaaaag gggacacggc ggtgcttagg tgttatttgg aagatggagc ttcaaagggt 300 

gcctggctga accggtcaag tattattttt gcgggaggtg ataagtggtc agtggatcct 360 

cgagtttcaa tttcaacatt gaataaaagg gactacagcc tccagataca gaatgtagat 420 

gtgacagatg atggcccata cacgtgttct gttcagactc aacatacacc cagaacaatg 480 

caggtgcatc taactgtgca agttcctcct aagatatatg acatctcaaa tgatatgacc 540 

gtcaatgaag gaaccaacgt cactcttact tgtttggcca ctgggaaacc agagccttcc 600 

atttcttggc gacacatctc cccatcagca aaaccatttg aaaatggaca atatttggac 660 

atttatggaa ttacaaggga ccaggctggg gaatatgaat gcagtgcgga aaatgatgtg 720 

tcattcccag atgtgaggaa agtaaaagtt gttgtcaact ttgcccctac tattcagyaa /8U 

attaaatctg gcaccgtgac ccccggacgc agtggcctga taagatgtga aggtgcaggt 840 

gtgccgcctc cagcctttga atggtacaaa ggagagaaga agctcttcaa tggccaacaa 

ggaattatta ttcaaaattt tagcacaaga tccattctca ctgttaccaa cgtgacacag 

gagcacttcg gcaattatac ttgtgtggct gccaacaagc taggcacaac caatgcgagc 

ctgcctctta accctccaag tacagcccag tatggaatta ccgggagcgc tgatgttctt 1080 

ttctcctgct ggtaccttgt gttgacactg tcctctttca ccagcatatt ctacctgaag 1140 

aatgccattc tacaataaat tcaaayaccc ataaaaggct tttaaggatt otctga 1196 



<210> 24 
<211^ 354 
^212-> PRT 

<2 13> Homo sapiens 
<400> 24 

Met Asp Met Met Leu Leu Val Gin Gly Ala Cys Cys Ser Asn Gin Trp 
15 10 15 

Lpu Ala Ala Val Leu Leu Ser Leu Cys Cys Leu Leu Pro Ser Cys L^u 
20 25 30 

Pro Ala Gly Cln Ser Val Asp Phe Pro Trp Ala Ala Val Asp Asn Met 
3b 40 45 

Met Vai Arg Lys Gly Asp Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp 

5 0 5 5 r r > 

Gly Ala Set Lvs < -1 v Ala Trp Leu Asn Arg Ser Ser Iln lie Phe Ala 

65 70 ^5 BO 



40 



Gly Gly Asp Lys Trp Ser Val Asp Pro Arg Val Ser He Ser Thr Leu 

35 90 95 

Asn Lys Arg Asp Tyr Ser Leu Gin He Gin Asn Val Asp Val Thr Asp 
100 105 HO 

Asp Gly Pro Tyr Thr rye- q~ r Val Gin Thr Gin Hi * Thr p>~^ Arg Thr 
115 120 125 

Met Gin Val His Leu Thr Val Gin Val Pro Pro Lvs Tie Tvr Asn He 
130 135 14 0 

Ser Asn Asp Met Thr Val Asn Glu Gly Thr Asn Val Thr Leu Thr Cys 
145 150 155 160 

Leu Ala Thr Gly Lys Pro Glu Pro Ser He Ser Trp Arg His He Ser 
165 170 175 

Pro Ser Ala Lys Pro Phe Glu Asn Gly Gin Tyr Leu Asp He Tyr Gly 
180 185 190 

He Thr Arg Asp Gin Ala Gly Glu Tyr Glu Cys Ser Ala Glu Asn Asp 
195 200 205 

Val Ser Phe Pro Asp Val Arg Lys Val Lys Val Val Val Asn Phe Ala 
210 215 220 

Pro Thr He Gin Glu He Lys Ser Gly Thr Val Thr Pro Gly Arg Ser 

225 230 235 24 0 

Gly Leu He Arg Cys Glu Gly Ala Gly Val Pro Pro Pro Ala Phe Glu 
245 250 255 

Trp Tyr Lys Gly Glu Lys Lys Leu Phe Asn Gly Gin Gin Gly He He 

260 265 270 

He Gin Asn Phe Ser Thr Arg Ser He Leu Thr Val Thr Asn Val Thr 

275 280 285 

Gin Glu His Phe Gly Asn Tyr Thr Cys Val Ala Ala Asn Lys Leu Gly 
290 295 300 

Thr Thr Asn Ala Ser Leu Pro Leu Asn Pro Pro Ser Thr Ala Gin Tyr 
305 310 315 320 

Gly He Thr Gly Ser Ala Asp Val Leu Phe Ser Cys Trp Tyr Leu Val 
325 330 335 

Leu Thr Leu Ser Ser Phe Thr Ser He Phe Tyr Leu Lys Asn Ala lie 

J40 345 350 

Leu Gin 



2 10- 25 
2 i i - 116 5 
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480 
540 
600 

^60 



840 
900 
960 



1165 



< 2 1 2 > DNA 

< 2 1 3 > Homo sapiens 

< 4 0 0 > 2 5 

<:gggaagact cgccagcacc tgggggtggg ggagtgcgag ctgaaagctg ctggagagtg 60 
aqcaqcccta qcaqgqatqq acatqatgct qttqqtgcag aqtqcctqtt qctcgaacca 120 
g^gg^tggcg gcggtgct^ tcag^^tgtg ctgrcrgrta r-rrfcctgcc tcccggct-gg 1 80 
acaqaqtqtq qacttcccct qqqcqqccqt qqacaacatq atqqtcaqaa aaqqqqacac 240 
aqrggtgctt agg t g t t a t t tggaagatgg agcttcaaag agrgrrfggc tgaaccggtc 300 
aaqtatt.att tttqcqqqaa qt.aataaqtq qtcaqt.aaat cat. caaattt caatttcaac 360 
attgaataaa agggactaca gcctccagat acagaatgta gatgtgacag atgatggccc 420 
atacacgtgt tctgttcaga ctcaacatac acccagaaca atgcaggtgc atctaactgt 
gcaagttcct cctaagatat atgacatctc aaatgatatg accgtcaatg aaggaaccaa 
cgtcactctt acttgtttgg ccactgggaa accagagcct tccatttctt ggcgacacat 
LLcuccdtca ycdddaccat Ugaaaatgy acadtaULy gacaLLULg gaattacaag 
ggaccaggct ggggaatatg aatgcagtgc ggaaaatgat gtgtcattcc cagatgtgag 720 
qaaagtaaaa gttgttgtca actttgctcc tactattcag gaaattaaat ctggcaccgt 780 
gacccccgga cgcagtggcc tgataagatg tgaaggtgca ggtgtgccgc ctccagcctt 
tqaatggtac aaaggagaga agaagctctt caatggccaa caaggaatta ttattcaaaa 
ttttagcaca agatccattc tcactgttac caacgtgaca caggagcact tcggcaatta 
Lacttgtgtg gctgccaaca agctaggcac aaccaatgcg agcctgcctc ttaaccctcc 1020 
aagtacagcc cagtatggaa ttaccgggag cgctgatgtt cttttctcct gctggtacct 1080 
tgLgttgaca ctgtcctctt teaccagcat attctacctg aagaatgcca ttctacaata 1140 
aattcaaaga cccataaaag gcttt 



<.^lu> 2 6 

<211> 354 

<212> PRT 

; 213 > Homo sapiens 

^400^ 26 

Met Asp Met Met Leu Leu Val Gin Ser Ala Cys Cys Ser Asn Gin Arg 
15 10 15 

Leu Ala Ala Val Leu Leu Ser Leu Cys Cys Leu Leu Pro Ser Cys Leu 
20 25 30 

Pio Ala Gly Gin Ser Val Asp Phe Pro Tip Ala Ala Val Asp Asn Met 
3 5 40 4 5 

Met Val Arg Lys Gly Asp Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp 
50 55 60 

Gly Ala Ser Lys Gly Ala Trp Leu Asn Arg Scr Ser He He Phe Ala 
70 75 80 

Gly Gly Asp Lys Trp Ser Val Asp Pro Arg Val Ser He Ser Thr Leu 
85 90 95 

Asn Lys Arg Asp Tyr Ser Leu Gin He Gin Asn Val Asp Val Thr Asp 
100 105 110 

Asp Gly Pro Tyr Thr Cys Ser Val Gin Thr Gin His Thr Pro Arg Thr 
115 12 0 12 5 

Met Gin Val His Leu Thr Val Gin Val Pro Pio Lys He Tyr Asp He 
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130 135 14 0 

Ser Asn Asp Met Thr Val Asn Glu Gly Thr Asn Val Thr Leu Thr Cys 
L4B ' 150 155 160 

Leu Ala Thr Gly Lys Pro Glu Pro Ser lie Ser Trp Arq His lie Ser 
1 C> q 1 7 n 17 5 

Pro Ser Ala Lys Pro Phe Glu Asn Gly Gin Tyr T.**u Asp Tie Tyr Gly 
18 0 185 190 

lie Thr Arg Asp Gin Ala Gly Glu Tyr Glu Cys Ser Ala Glu Asn Asp 
195 200 205 

Val Ser Pile Pro Asp Val aiy Lys Val Lyb Val Val Val Asn Phe Ala 
210 215 220 

Pro Thr lie Gin Glu lie Lys Ser Gly Thr Val Thr Pro Gly Arg Ser 

225 230 235 240 

Gly Leu lie Arg Cys Glu Gly Ala Gly Val Pro Pro Pro Ala Phe Glu 
245 250 255 

Trp Tyr Lys Gly Glu Lys Lys Leu Phe Asn Gly Gin Gin Gly lie lie 
260 265 270 

ile Gin Asn Phe Ser Thr Arg Ser lie Leu Thr Val rhr Asn Val Thr 
275 280 285 

Gin Glu His Phe Gly Asn Tyr Thr Cys Val Ala Ala Asn Lys Leu Gly 
290 295 300 

Thr Thr Asn Ala Ser Leu Pro Leu Asn Pro Pro Ser Thr Ala Gin Tyr 
305 310 315 320 

Gly Ile Thr Gly Ser Ala Asp Val Leu Phe Ser Cys Trp Tyr Leu Val 

325 330 335 

Leu Thr Leu Ser Ser Phe Till Ser lie Phe Tyr Leu Lys Asn Ala Ile 
340 345 3 50 

Leu Gin 



< 2 1 0 > 27 
<. 21 1 > 2069 
<2 12> DNA 

• 2 13 > Homo sapiens 

-. 4 0 0 > 2 7 

gcttctaggc cttctcagta gatggagcta agtaatatat gtatatatac taacccacag 60 

iCataaatat qtctataatt alttctatat tlatccattc qtatatatgt taagataaac 120 

atgatggaga cccttcaaat ttgcttatgt tctttttcag cctatagacc agatataata 180 

taqcttLt cttctcttgc agattocaga gagtcctcta tttcatatgt gccttccaga 240 

acatctcttg tggtatr.cac tacttggctt ct.gtgttcat gggagtcacc cctcatcatg 300 

■ • t • i .- r;g cccaggcaa t qtgautcagg tLgt.Lt.tcca Laatcactct aattggagtt 36C 
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tggaggacac cggggccctg ttgtcttcag gccagaaaga ttatgttacg gtgcagttgc 420 

agaatyytga gatctgggag ctctcaaggt gtagcaggaa taagagggag aacacatcga 48 0 

gtttgggcta tgaatacact ggcagtaaga aagagtttcc ttgtgtggat ggctacatat 54 0 

atqaccagaa cacatggaaa agcactgcgg tgacccagtg gaacctggtc tgtgaccgaa 600 

aatggettyc aatgctgatc cagcccctat ttatgtttyg agtcctactg ggatcggLga 660 

cttttqqcta cttttctgac aggctagqac gccqggtggt cttqtgggcc acaaqcaqta 720 

gra«:nt-trrr gtrrggaata gragcggrgt t t g^agt t ga ttattaoac^ t-frarggrtg 7Rn 

Ctcgcttttt tCttqccatq qttqcaaqtq qctatcttqt qqtqqqqttt qtctatqtqa 840 

rggaattcat tggcatgaag tctcggacat gggcgtctgr r-ratttgcat: tccttttrta 9O0 

caattqqaac rrtqctaatq qctttqacaq qatacttaat caaqacctaq tqqct.tt.acr 960 

agatgatcct ctccacagtg actgtcccct ttatcctgtg ctgttgggtg ctcccagaga 1020 

cacctttttg gcttctctca gagggacgat atgaagaagc acaaaaaata gttgacatca 1080 

tggccaaqtg gaacagggca agctcctgta aactgtcaga acttttatca ctggacctac 1140 

aaggtcctgt tagtaatagc cccactgaag ttcagaagca caacctatca tatctgtttt 1200 

dLddctygag caLLacgaaa aggacacLta ccgLLtggct aatctggtLc dctggaagtL 1260 

tgggattcta ctcgttttcc ttgaattctg ttaacttagg aggcaatgaa tacttaaacc 1320 

tcttcctcct gggtgtagtg gaaattcccg cctacacctt cgtgtgcatc gccatggaca 1380 

aggtcgggag gagaacagtc ctggcctact ctcttttctg cagtgcactg gcctgtggtg 1440 

tcgttatggt gatcccccag aaacattata ttttgggtgt ggtgacagct atggttggaa 1500 

aatttgccat cggggcagca tttggcctca tttatcttta tacagctgag ctgtatccaa 1560 

ccattgtaag atcgctggct gtgggaagcg gcagcatggt gtgtcgcctg gccagcatcc 1620 

tggcgccgtt ctctgtggac ctcagcagca tttggatctt cataccacag ttgtttgttg 1680 

ggactatggc cctcctgagt ggagtgttaa cactaaagct tccagaaacc cttgggaaac 1740 

ggctagcaac tacttgggag gaggctgcaa aactggagtc agagaatgaa agciagtcaa 1800 

gcaaattact tctcacaact aataatagtg ggctggaaaa aacggaagcg attaccccca 1860 

gggattctgg tcttggtgaa taaatgtgcc atgcctgctg tctagcacct gaaatattat 1920 

uaccctddL gcctttgtat tagaggaatc ttattctcat ctcccaUtg ttgttLgLat 1980 

gtctttttaa taaattttgt aagaaaattt taaagcaaat atgttataaa agaaataaaa 2040 
actaagatga aaattctcag ttttaaaaa 2069 



^210^ 28 
<211> 534 
<212> PRT 

<2 13- Homo sapiens 
<4 00 - 2 8 

Met Gly Val Thr Pro His His Val Cys Arg Pro Pro Gly Asn Val Gcr 
15 10 15 

Gin Val Val Phe His Asn His Ser Asn Trp Ser Leu Glu Asp Thr Gly 
20 25 30 

Ala Leu Leu Ser Ser Gly Gin Lys Asp Tyr Val Thr Val Gin Leu Gin 
35 40 45 

Asn Gly Glu He Trp Glu Leu Ser Arg Cys Ser Arg Asn Lys Arg Glu 

5 0 5 5 6 0 

Asn Thr Ser Ser Leu Gly Tyr Glu Tyr Thr Gly Ser Lys Lys Glu Phe 

6 5 70 75 80 

Pro Cys Val Asp Gly Tyr Tie Tyr Asp Gin Asn Thr Trp Lys Ser Thr 

8 5 9 0 >5 

Ala "al Thi Gin Trp Asn Leu Val Cys Asp Arg Lys Trp Leu Ala Met 

10 0 10 5 HO 
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Leu He Gin Pro Leu Phe Met Phe Gly Val Leu Leu Gly Ser Val Tin 
115 120 125 

Phe Gly Tyr Phe Ser Asp Arg Leu Gly Arg Arg Val Val Leu Trp Ala 
130 135 140 

Thr Ser Ser Ser Met Phe Leu Phe Glv He Ala Ala Ala Phe Ala Val 
145 150 155 150 

Asp Tyr Tyr Thr Phe Met Ala Ala Arg Phe Phe Leu Ala Met Val Ala 
165 170 175 

Ser Gly Tyr Leu Val Val Gly Phe Val Tyr Val Met Glu Phe He Gly 

180 135 190 

Met Lys Ser Arg Thr Trp Ala Ser Val His Leu His Ser Phe Phe Ala 
195 200 205 

Val Gly Thr Leu Leu Val Ala Leu Thr Gly Tyr Leu Val Arg Thr Trp 

210 215 220 

Trp Leu Tyr Gin Met He Leu Ser Thr Val Thr Val Pro Phe He Leu 

225 230 235 2 10 

Cys Cys Trp Val Leu Pro Glu Thr Pro Phe Trp Leu Leu Ser Glu Gly 

245 250 255 

Arg Tyr Glu Glu Ala Gin Lys He Val Asp He Met Ala Lys Trp Asn 
260 265 270 

Arg Ala Ser Ser Cys Lys Leu Ser Glu Leu Leu Ser Leu Asp Leu Gin 
275 280 285 

Gly Pre Val Ser Asn Ser Pro Thr Glu Val Gin Lys His Asn Leu Ser 
290 295 300 

Tyr Leu Phe Tyr Asn Trp Ser He Thr Lys Arg Thr Leu Thr Val Trp 

305 310 315 320 

Leu lie Trp Phe Thr Gly Ser Leu Gly Phe Tyr Ser Phe Ser Leu Asn 
325 330 335 

Ser Val Asn Leu Gly Gly Asn Glu Tyr Leu Asn Leu Phe Leu Leu Gly 

340 345 350 

Val Val Glu He Pro Ala Tyr Thr Phe Val Cys He Ala Met Asp Lys 

3 55 360 365 

Val Gly Arg Arg Thr Val Leu Ala Tyr Ser Leu Phe Cys Ser Ala Leu 
370 375 380 

Ala Cys Glv Val Val Met Val He Pro Gin Lys His Tyr He Lou Gly 
38 5 3 90 3 95 4 00 

Val Val Thr Ala Met Val Gly Lys Phe Ala He Gly Ala Ala Phe Gly 
4 05 4 10 4 15 
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Leu He Tyr Leu Tyr Thr Ala Glu Leu Tyr Pro Thr He Val Arg Ser 

420 425 430 

Lrm Ala Val Gly Set Gly Ser Met Val Cys Arg Leu Ala Ser He Leu 

435 44 0 445 

Ala Pro Phe Ser Val Asd Leu Ser Ser Tie Trp He Phe He Pro Gin 



Leu Phe Val Gly Thr Met Ala Leu Leu Ser Gly Val Leu Thr Leu Lys 

4 65 470 475 480 

Leu Pro Glu Thr Leu Gly Lys Arg Leu Ala Thr Thr Trp Glu Glu Ala 

4 35 490 435 

Ala Lys Leu Glu Ser Glu Asn Glu Ser Lys Ser Ser Lys Leu Leu Leu 

500 505 510 

Thr Thr Asn Asn Ser Gly Leu Glu Lys Thr Glu Ala He Thr Pro Arg 



Asp Ser Gly Leu Gly Glu 

5 30 



< 2 1 0 > 2 :i 
<211> 1666 
<212> DNA 

< 2 1 3 > Homo sapiens 

4 0 0 > 2 9 

ttccagagag tcctctattt catatgtgcc ttccagaaca tctcttgtgg tattcactac 60 

ttgqcttctq tqttcatggg agtcacccct catcatgtct gcaggccccc aggcaatgtg 120 

agtcaggttg ttttccataa tcactctaat tggagtttgg aggacaccgg ggccctgttg 180 

tcttcaggcc agaaagatta tgttacggtg cagttgcaga atggtgagat ctgggagctc 240 

tcaaggtgta gcaggaataa gagggagaac acatcgagtt tgggctatga atacactggc 300 

agtaagaaag agtttccttg tgtggatggc tacatatatg accagaacac atggaaaagc 360 

cic Lgcgg Lgd cccaytggaa ectygLctgt yaccgddddt ggcttgcaat gcLgaLccag 420 

cecctattta tgtttggagt cctactggga tcggtgactt ttggctactt ttctgacagg 480 

cttttttgcc tatatgtgat ttgcaatggg gtcagactcc tcaatagtta taaatgtgac 540 

cttgaatata aatccctatt atttgttttt caggttgcaa gtggctatct tgtggtgggg 600 

tttgtctatg tgatggaatt cattggcatg aagtctcgga catgggcgtc tgtccatttg 660 

cattcctttt ttgcagttgg aaccctgctg gtggctttga caggatactt ggtcaggacc 720 

tggtggcttt accagatgat cctctccaca gtgactgtcc cctttatcct gtgctgttgg 780 

gt-gctoccag agacaccttt ttggcttctc tcagagggac gatatgaaga agcacaaaaa 840 

atagttgaca tcatggccaa gtggaacagg gcaagctcct gtaaactgtc agaactttta 900 

tcactggacc tacaaggtcc tgttagtaat agccccactg aagttcagaa gcacaaccta 960 

tcatatctgt tttataactg gagcattacg aaaaggacac ttaccgtttg gctaatctgg 1020 

ttcactggaa gtttgggatt ctactcgctt tccttgaatt ctgttaactt aggaggcaat 1080 

gaatacttaa acctcttcct cacaggtgta gtggaaattc ccgcctacac cttcgtgtgc 1140 

atcgccatgg acaaggtcgg gaggagaaca gtcctggcct actctctttt ctgcagtgca 1200 

ctqqccrtqtq qtgtcgttat qgtgatcccc caqgtgaqtt atcttctggg tgtggtgaca 1260 

gctatgyLtg gaaaatttgc catcggggca gcatttggcc tcatttatct ttatacagct 1320 

gag< "t gt ate caaccattgt aaggtcgctg gctgtgggaa geggcagcat ggtgtgtegc 1380 

c-tqgccaqca tcrtggcgcc gttctctgtg gacctcagca gcatttggat cttcatacca 1440 

/acjtt'jtt.t.g i t uqqartaL ggccctcct.g agtggagLgt. taacactaaa gcLLccagaa 1500 
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acccttggga aacggctagc aactacttgg gaggaggctg caaaactgga gtcagagaat 1560 
gaaagcaagt caagcaaatt acttctcaca acLautaata gtgggctgga aaaaacggaa 162 0 
gcgattaccc ccagqgattc tggtcttggt gaataaatgt gccatg 1666 



< 2 1 0 > 3 0 

*- 7. 1 1 - S 2 ^ 
<212> PRT 

< 2 1 3 > Homn Rani p»n«=: 
<400> 30 

Met Gly Val Thr Pro His His Val Cys Arg Pro Pro Gly Asn Val Ser 
15 10 15 

Gin Val Val Phe His Asn His Sei Asn Tip 3c i Leu Glu Asp Tin Gly 
20 25 30 

Ala Leu Leu Ser Ser Gly Gin Lys Asp Tyr Val Thr Val Gin Leu Gin 
35 40 45 

Asn Gly Glu lie Trp Glu Leu Ser Arg Cys Get Arg Asn Lys Arg Glu 
50 55 60 

Asn Thr Ser Ser Leu Gly Tyr Glu Tyr Thr Gly Ser Lys Lys Glu Phe 
65 70 7 5 80 

Pro Cys Val Asp Gly Tyr lie Tyr Asp Gin Asn Ihr Trp Lys Ser Thr 
85 90 95 

Ala Val Thr Gin Trp Asn Leu Val Cys Asp Arg Lys Trp Leu Ala Met 
100 105 110 

Leu lie Gin Pro Leu Phe Met Phe Gly Val Leu Leu Gly Ser Val Thr 
115 120 125 

Phe Gly Tyr Phe Ser Asp Arg Leu Phe Cys Leu Tyr Val lie Cys Asn 
130 135 140 

Gly Val Arg Leu Leu Asn Ser Tyi L y ^ Cy^ A^p Leu Glu Tyr Lys Sei 
145 150 155 160 

Leu Leu Phe Val Phe Gin Val Ala Ser Gly Tyr Leu Val Val Gly Phe 
165 170 175 

Val Tyr Val Met Glu Phe lie Gly Mot. Lys Ser Arg Thr Trp Ala Ser 
180 185 190 

Val His Leu His Ser Phe Phe Ala Val Gly Thr Leu Leu Val Ala Leu 

195 200 205 

Thr Gly Tyr Leu Val Arg Thr Trp Trp Leu Tyr Gin Met lie Leu Ser 
210 215 220 

Thr Val Thr Val Pro Phe lie Leu Cys Cys Tip Val Leu Pro Glu Thr 
225 2 3 0 2 3 5 240 

Pro Phe Trp Leu Leu Ser Glu Gly Ai ..i Tyr Glu Glu Ala Gin Lys lie 
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245 250 255 

Val Asp He Met Ala Lys Trp Asn Arg Ala Ser Ser Cys Lys Leu Ser 
260 265 270 

Glu Leu Leu Ser Leu Asp Leu Gin Gly Pro Val Ser Asn Ser Pro Thr 

2 ^ S 280 r^PR 

Glu Val Gin Lys His Asn Leu Ser Tyr L*=*u Ph~ Tyr Asn Trp Ser Tl^ 
290 295 3 00 

Thr Lys Arq Thr Leu Thr Val Trp Leu He Trp Phe Thr Gly Ser Leu 
3 05 310 315 320 

Gly Phe Tyi Ser Phe Ser Leu Asn Sex Veil A^n Leu Gly Gly Asn Glu 
325 3 30 335 

Tyr Leu Asn Leu Phe Leu Thr Gly Val Val Glu He Pro Ala Tyr Thr 
340 345 350 

Phe Val Cys He Ala Met Asp Lys Val Gly Ai y Arg Thr Val Leu Ala 
355 360 365 

Tyr Ser Leu Phe Cys Ser Ala Leu Ala Cys Gly Val Val Met Val He 
370 375 380 

Pro Gin Val ser Tyr Leu Leu Gly Val Val ihr Ala Met Val Gly Lys 
3 85 3 90 395 400 

Phe Ala He Gly Ala Ala Phe Gly Leu He Tyr Leu Tyr Thr Ala Glu 
4 0 5 110 415 

Leu Tyr Pro Thr He Val Arg Ser Leu Ala Val Gly Ser Gly Ser Met 
420 425 430 

Val Cys Arg Leu Ala Ser He Leu Ala Pro Phe Ser Val Asp Leu Ser 
435 440 445 

Ser lit Tip He Phe He Pxo Gin Leu Phe Val Gly Thr Met Ala Leu 
450 455 460 

Leu Ser Gly Val Leu Thr Leu Lys Leu Pro Glu Thr Leu Gly Lys Arg 
465 470 475 480 

Leu Ala Thr Thr Trp Glu Glu Ala Ala Lys Leu Glu Ser Glu Asn Glu 
485 490 495 

Ser Lys Ser Ser Lys Leu Leu Leu Thr Thr Asn Asn Ser Gly Leu Glu 
500 505 510 

Lys Thr Glu Ala He Thr Pro Arg Asp Ser Gly Leu Gly Glu 
515 520 525 



2 10> 3 1 
2 1 1 > 119 2 

2 12 • DMA 
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<213> Homo sapiens 



c 4 0 0 > 3 1 

tgctgagggt 

t tgcUccat 

taaqtqcctq 

t- 1- at r'cr-qat 

tcctqqtcac 

aaggctt cct. 

aactaaaraa 

aagaggtgga 

tgtggggcct 

tggagaccta 

cctttctccc 

yccycatyyc 

tctcggactg 

ccggcaact t 

agaagatgtg 

atgaaaagat 

tcatcgatgc 

Cggactacta 

acatgatcta 

ggggagggga 



gcatttatgt 
gctggecacc 
tgatagagaa 

tggccgt^gg 
aggctgtgac 
tgtgtttget 
cctaaacaqt 
gaaagtggtg 
cgt taacaat 
caagcaggtg 
cctcatccga 
caacccyycc 
cctgcgctat 
catcgctgcc 
ggaggagctg 
cgccaagatg 
tgtcacacac 
ctggtggctg 
catccgctga 
gggaggaacc 



1 1 cagaacca 
cgcctctcca 
aatggagcaa 
act t atgcca 
tctqqatttq 
ggctgcttqa 
aacccfat tqa 
gaga ttgtcc 
gccggcat ct 
gcagaagtga 
agggccaaag 
eye tccccy t 
gagatgtacc 
accagcctt t 
cctgaggtcg 
gagacctact 
gccctgaccg 
egaatgeaga 
agagtctege 
catatagtca 



ccgggaggaa 
gacccctgtc 
ggcgcccact 
gtgcgg^gga 
qqttctcatt 
fgaaggaraa 
qaaccqtcca 
get egagect 
caaegttegg 
acctttgggg 
gtcgcgtcgt 
dcLycatcac 
ccctgggcgt 
acagccctga 
tgcgcaagga 
gcagcagtgg 
ccaccacccc 
tcatgaccca 
tgtggcctct 
actcttgatt 



ctgggcca t t 
acggctccca 
attgcttgqt 
greggt-gagt 
qqecaaqcat 
aggeca tgat 
qctcaatatc 
gaaggaecct 
ggaggtggag 
cacagtgegg 
caatatcage 
eaay t Ley yy 
gaaggt cage 
gagcattcag 
etaeggcaag 
ctccacagac 
ctacacccgc 
cttgcctgga 
gtcagggatc 
atceaey tgt 



c taacaeccg 
ggaaaaaecc 
tctac t t cct 
qgaaaagr t g 
ctgcattcaa 
ggggt caagg 
tqcaaraacq 
gagaaaggta 
t tcaccagcc 
atgacgaaat 
ageatgetgg 
y Layayy e t 1 
gtggtggagc 
gccatcgcca 
aagtactt tg 
acgtcccctg 
taccacccca 
gccatctceg 
cctggtggaa 

gg 



60 
120 
180 
7 4 n 
300 

360 
420 
480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1192 



< 2 1 0 > 32 
< 2 1 L > 3 4 3 
<212> PRT 

<213> Homo sapiens 

^4 00 > 3 2 

Met Leu Ala Thr Arg Leu Ser Arg Pro Leu Ser Arg Leu Pro Gly Lys 
15 10 15 

Thr Leu Ser Ala Cys Asp Arg Glu Asn Gly Ala Arg Arg Pro Leu Leu 
20 25 ^0 

Leu Gly Ger Thr Ser Phe lie Pro He Gly Arg Arg Thr Tyr Ala Ser 
35 10 45 

Ala Ala Glu Pro Val Ser Gly Lys Ala Val Leu Val Thr Gly Cys Asp 
50 55 60 

Ser Gly Phe Gly Phe Ser Leu Ala Lys His Leu His Ser Lys Gly Phe 

G5 70 75 80 

Leu Val Phe Ala Gly Cys Leu Met Lys Asp Lys Gly His Asp Gly Val 
85 90 95 

Lys Glu Leu Asp Ser Leu Asn Ser Asp Arg Leu Arg Thr Val Gin Leu 
100 105 HO 



A--.n Val Cys Ser Ser Glu Glu Val Glu Lys Val Val Glu He Val Arg 

115 120 12 - 

S -r L^u Lys Asp Pro Glu Lys Gly Met Trp Gly Leu Val Asn Asn 
130 ' HO 
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Ala Giy He Ser Thr Phe Gly Glu Val Glu Phe Thr Ser Leu Glu Thr 
14b 150 155 160 

Tyr Lys Gin Val Ala Glu Val Asn Leu Trp Gly Thr Val Arg Met. Thr 
165 170 175 

Lys Ser Phe Leu Pro Leu He Arq Arq Ala Lys Gly Arq Val Val Asn 
180 185 190 

He Ser Ser Met Leu Gly Arg Met Ala Asn Pro Ala Arg Ser Pro Tyr 
195 200 205 

Cys He Thr Lys Phe Gly Val Glu Ala Phe Ser Asp Cys Leu Arg Tyr 
2 10 215 220 

Glu Met Tvr Pro Leu Gly Val Lys Val Ser Val Val Glu Pro Gly Asn 
225 230 235 240 

Phe Tie Ala Ala Thr Ser Leu Tyr Ser Pro Glu Ser lie Gin Ala He 

245 250 255 

Ala Lys Lys Met Trp Glu Glu Leu Pro Glu Val Val Arg Lys Asp Tyr 

260 265 270 

Gly Lys Lys Tyr Phe Asp Glu Lys He Ala Lys Met Glu Thr Tyr Cys 

2 75 280 285 

Ser Ser Gly Ser Thr Asp Thr Ser Pro Val He Asp Ala Val Thr His 
290 295 300 

Ala Leu Thr Ala Thr Thr Pro Tyr Thr Arg Tyr His Pro Met Asp Tyr 
305 310 315 320 

Tyr Trp Trp Leu Arg Met Gin He Met Thr His Leu Pro Gly Ala He 
32 5 330 33 5 

Ser Asp Met He Tyr He Arg 
14 0 



< 2 1 0 > 3 3 

< 2 1 1 > 1166 
<212> DNA 

< 2 1 3 Homo sapiens 
<4 0 0 > 3 3 

tgctcraqqqt gcatttatgt ttcagaacca ccgggaggaa ctgggccatt ctaacacccg 60 

ttgctacc.it gctggccacc cgcctctcca gacccctgtc acggctccca ggaaaaaccc 120 

taagtgcctg tgatagagaa aatggagcaa gacgcccact attgcttggt tctacttcct 180 

ttatcccgat tggccgtcgg acttatgcca gtgcggcgga gccggttggc agcaaagctg 240 

toctggtcac aggctgtgac tctggatttg ggttctcatt ggccaagcat ctgcattcaa 300 

• u::r ♦ r .•* tqtqtttgct ggctgcttga tgaaggacaa agqccatgat qqqqtcaagg 360 

,iac* qq.ii' .kj cctaaacagt gaccgattga gaaccgtcca gctcaatgtc tgcaycagcg 420 

aaq-iu'ir qqa gaaagtggtg gagattgtcc gctcgagcct gaaggaccct gagaaaggca 480 

tgtquqqrct cgttaacaat gccggcatct caacgttcgg ggaggtggag ttcaccagcc 540 

t-.iq.iq.i-. I i -aagcaggtg gcagaagtga acctttgggg cacagtgcgq atgaeyaaat 600 
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cctttctccc cctcatccga agggccaaag gccgcgtcgt caatatcagc agcatgctgg 660 

gccgcatggc caaccajgcc cgctccccgt actgcatcac caagttcggg gtagaggctt 720 

tctcggactg cctgcgctat gagatgtacc ccctgggcgt gaaggtcagc gtggtggagc 780 

ccggcaactt catcgctgcc accagccttt acagccctga gagcattcag gccatcgcca 840 

agaagatgtg ggaggagctg cctgaggtcg Lgcgcaagga ctacggcaag aagtactttg 900 

atgaaaagat cgccaaqatg gagacctact qcagcagtgg ctccacagac acgtcccctq 960 

trafrgatg^ fgf racaca f grrrtgar^g r- c R «- a r r- rr rf aC-lffTgr tarrar^rca 1070 

tggactacta ctqqtqqctg cqaatqcaqa tcatgaccca cttqcctgqa qccatctccq 1080 

acatgat.rta r.atrrgrrga agagtctcgr ratgnmrr-r gtcagggatt ocfggt-ggaa 1140 

aqqqaaaqaa qaqaqqaacc catata 1166 



<210> 3 4 
<211> 343 
v212 > PRT 

<213> Homo sapiens 
<400> 34 

Met Leu Ala Thr Arg Leu Ser Arg Pro Leu Ser Arg Leu Pro Gly Lys 
IS 10 15 

Thr Leu Ser Ala Cys Asp Arg Glu Asn Gly Ala Arg Arg Pro Leu Leu 
20 25 30 

Leu Gly Ser Thr Ser Phe lie Pro lie Gly Arg Arg Thr Tyr Ala Ser 
35 40 45 

Ala Ala Glu Pro Val Gly Ser Lys Ala Val Leu Val Thr Gly Cys Asp 
50 55 60 

Ser Gly Phe Gly Phe Ser Leu Ala Lys His Leu His Ser Lys Gly Phe 
65 70 75 80 

Leu Val Phe Ala Gly Cys Leu Met Lys Asp Lys Gly His Asp Gly Val 

8 5 9 0 9 5 

Lys Glu Leu Asp Ser Leu Asn Ser Asp Arg Leu Arg Thr Val Gin Leu 
100 105 110 

Asn Val Cys Ser Ser Glu Glu Val Glu Lys Val Val Glu Tie Val Arg 
115 120 125 

Ser Ser Leu Lys Asp Pro Glu Lys Gly Met Trp Gly Leu Val Asn Asn 
130 135 140 

Ala Glv fie Ser Thr Phe Gly Glu Val Glu Ph^ Thr S^r L^u Glu Thr 



Tyr Lys Gin Val Ala Glu Val Asn Leu Trp Gly Thr Val Arg Met Thr 
165 170 175 

Lys Ser Phe Leu Pro Leu lie Arg Arg Ala Lys Gly Arg Val Val Asn 



Tie Ser Met Leu Gly Arg Met Ala Asn Pro Ala Arg Ser Pro Tyr 

19 5 2 0 0 2 0 5 



Cys lie Thr Lys 
2 10 



Phe Gly Val Glu Ala Phe Ser Asp Cys Levi Arg Tyr 

2 15 2 2 0 



Glu Met Tyr Pro 

22 5 



Leu Gly Val Lys Val Ser Val Val Glu Pro Gly Asn 
230 23 5 24 0 



oh^ Tl^ Al=i Ala 



Thr S<=>r Leu Tyr S^r Pr-o Glu S«=»r Gin Ala T 1 •=> 

245 250 255 



Ala Lvs Lvs Met 
260 



Trt> Glu Glu Leu Pro Glu Val Val Arq Lvs Aso Tvr 
265 270 



Gly Lys Lys Tyr 

275 



Phe Asp Glu Lys lie Ala Lys Met Glu Thr Tyr Cys 

280 285 



Ser Ser Gly Ser 
290 



Thr Asp Thr Ser Pro Val lie Asp Ala Val Thr His 
295 300 



Ala Leu Thr Ala 
305 



Thr Thr Pro Tyr Thr Arq Tyr His Pro Met Asp Tyr 
310 315 320 



Tyr Trp Trp Leu Arg Met Gin lie Met Thr His Leu Pro Gly Ala lie 



Ser Asp Met lie 
340 



325 

Tyr lie Arg 



<210> 35 

<211> 8675 

<212> DMA 

<213^ Homo sapiens 



<400> 35 
tttggcct eg 
aaggataaac 
ggactgatgt 
t ccctgacca 
gaggag tgee 
gatcatgat t 
gcagacgagt 
ccagcaact c 
tctatcagtg 
gecatgagae 
t ccaac tcag 
gagoaacotg 
cagcactctg 
agaaggaacc 
gagtccgt cc 
cat t tcctat 
t acacaatgg 
eta tcaagaa 
gcactgtqtg 
a tgea tctct 
ggaaaagtga 
ggaaaa t tag 
ggecgaagag 



ggccagaat t 
taaagagagg 
gcacacagaa 
agagcagacg 
ggg LdcccdC 
cct cgegge t 
tcactagaca 
gaagaggact 
cagggtcaga 
t ttggggcag 
ccctcaccct 
caagcaatca 
cacagcatca 
agagtcegge 
agetgeagga 
t caaaacagg 
catctggctc 
g tget 1 1 taa 
ccg t aggggt 
t tggee t caa 
attctgatac 
gtggat ttac 
caa t tcaaga 



eggcacgagg 
ccaatgagac 
ggaatgaagt 
agagaaggaa 
acagaag tec 
get t taegge 
aggacagaat 
ggcatt t tgt 
tgctgatact 
gggggt caaa 
gacagatacg 
aggcoagt ct 
tccat cca tc 
cccgccggct 
cagctgggtc 
aacaggtaca 
tgtttat tea 
at t caagaag 
ctegg tget c 
c tggcagc ta 
ca tgecaaca 
gcaagaaaa t 
gat Lcctccc 



ggtctggagc 
t tgaaccctg 
atggatgtga 
cggcgctaca 
Lctcay LLuCd 
aacagagtga 
t t t accctaa 
gcggaaa tgg 
gaaaatgaag 
tcaggccgca 
gagcacgaaa 
accctgcagc 
act tctct ca 
get t tgcccg 
ct tggcagta 
acgccac tgt 
ccacctactc 
t c t: Lcaaagt 
ctaqcaa t ac 
cagcagac tg 
aacactg tgt 
aac^cca. t ag 
gqqa t ct t ct 



ttggaggaga 
agectaagt t 
aagaacgcag 
caaat t cctc 
g cgagaca t t 
agga t ttggt 
ggcagttagg 
ggctccct ca 
cagtgatgtc 
get cctgcct 
acaag t ccga 
ccttgccgcc 
acagaaactc 
ccgagctgca 
atgt accact 
teagtactge 
ggccactacc 
act gtagctg 
tcctgtct ta 
aaaa t gacac 
cattaccttc 
a t t ceggaga 
ggaga t caca 



agtctgaact 
gtcaccagca 
gccttactgc 
cgcagacaat 
ydddgctLtt 
t cacagagaa 
agt ttgtgaa 
cagaggt tac 
cccagagcat 
gtcaagtegg 
cagtgagaat 
t tcccataag 
cctgaccaat 
aaccacaccc 
ggaaagcagg 
aaccccagga 
tagaaacacc 
gaaatgeact 
t t t tatagca 
at ttgagaat 
tggagacaat 
ac t tgatat t 
gctcttcatt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

132 0 

1 3 8 L' 



gacat caa tg 
1 1 t a g c t a c a 
agaat t agar 
at at ggt t ga 
t t ay t t t tgt 
qgatggacaa 
, v -i- yyagt gg 
teat ct aqcc 
r atacrat qn 
a a a a t tat c t 
ggcaccgct a 
aact. tga tgg 
egcaaget ca 
acagaaaaga 
ggycacccya 
t ccacaggt c 
qgacagggga 
1 t agaaaagt 
atgtgggacc 
a tccgat cca 
at caeggact 
agggtct t i\t 
agagt cag t l 
gat.ggt 1 1 1 a 
t t ccgett ? a 
1 1 tcgagtga 
cagL t tga tg 
gatat t aacc 
ggccgt a tea 
eagta tgata 
accaccaaa t 
gaaaaga taa 
agtaacagtg 
qqtqat qttC 
1 1 1 g a a t a t a 
gtgat ctacc 
eacetgeagt 
ca ttcgagtt 
y a a a t e a y e a 
g t g 1. t. c a g t a 
tattttgaet 
ccactcacca 
acaacacctg 
tacatgt tta 
ga tgt taaca 
eetgt tecea 
gatgatatac 
c tgt cgc tgg 
t ectggctgt 
agccagggcc 
geggccgtgc 
gacacgcact 
a featf eggee 

'jt-ggtg-nacg 

' -t gcarg t ge 
eggcagegeg 

- i, m, ; ffit-g. • 



gtactcacea 
gcaa tgacaa 
gggacccaaa 
caataggaac 
t tact tacca 
rgtt ttttga 
t-^ar-aaa <"<" t- 
qaqaaqaaqa 
t t caagat. ca 
acqccaqt.aq 
at c eg a egg t 
aatggagatt 
gggt taatgg 
t ctatgacga 
c tcL cLyyc L 
aaat tgccag 
gga t eg tgt e 
ccatgg 1 1 c t 
gcctgtctgc 
t tggct acta 
acaacgagga 
t caaatacag 
1 1 acct a tga 
1 1 t g caeca t 
g tgaagatgg 
ccagcatgca 
a c a t 1 1 c t g g 
agatca t t t c 
aggaga t tea 
acatgggtcg 
a tget tatga 
tg tggcggta 
cgcgtctgac 
a a t a t eggt t 
gctecaaggg 
gt tatgaegg 
ttttttatgc 
cagaaa t tac 
y tgyggatga 
gcaa tgggc t 
ctaatattga 
aattaat cca 
acatagaaat 
ggaataacaa 
gctggctggt 
aat t tgattt 
cgcccatct t 
ggaagatggc 
ggttcgccac 
gcgtgcagac 
tcaacaacgc 
ac ttca t caa 
geaaggeget 
geaggaegeg 
gc t aeggea t 
cget cgcccg 
yect ct ggac 



atatactgta 
tga tat tact 
t cgea tgeca 
aaa tggatg t 
tggcaatag t 
ct atgacagt 
gcat-ggggac 
tgtcaqcatc 
g t 1 a a g a a a c 
cct aqacr ca 
tgecaaaaga 
ccgaaaagag 
cagaaacct c 
ccaccgt aaa 
y ceaay cag c 
catccagcga 
tegggtet 1 1 
tetgettcat 
cat caccatg 
ccgcaaca t a 
agggctgett 
aaggcagact 
tgaaacagca 
tagatacagg 
gatggtaaa t 
gggtgtgatc 
caaag t tgag 
tacagctgt a 
atatgaga ta 
ggt aaccaag 
atatgatgtt 
caactacga t 
acccct t cgc 
ggatgaaga t 
gcttctaact 
cctgggaagg 
tgacttaact 
c t c cctgta t 
atLctatatt 
ta tgctgaaa 
ct t tcaactg 
ctt tggagaa 
c tggaaaaga 
ccctgcaagc 
gacat ttggt 
aacagaaeet 
eggag t ccag 
cgaggtgcag 
ggtcaagt eg 
caa eg tget c 
cttcta c c t g 
gaccaceaeg 
gqaqaarnqc 
caggt.tcycy 
qacrct(KJac 
ggeet g-.;ycy 
cgaqq-.i;- 



agt t tag tea 
get g tga cag 
gt t eg agt gg 
t tgaaaggca 
ggect 1 1 1 ag 
gaagqt eqt e 
a t ggar-aagg 
a c 1 1 e a a a t c 
aqr-t- accaga 
ract a c e a a a 
a a e a t g a e 1 t 
c.aagcccaaq 
ctttcagt tg 
1 1 1 c t a c t g a 
a ay etg atyy 
ggeaccacta 
get ga tggt a 
agccagcggc 
cecagtgtgg 

e t acaaacag 
aggctct cag 
ggag t ee taa 
caa at tggt c 
geaagat t tg 
aat ga a a cgc 
cag 1 1 tgg a a 
atgaeetata 
1 1 eagg t cgc 
agagagat ta 
ga tggacagc 
e tgaa tggaa 
tatgacctgc 
gqt t tec tac 
egagt 1 1 aea 
cgt.gt 1 1 eta 
tat cccacta 
tatgatctcc 
y c a L cyy a t a 
cag at t cagt 
gt aa 1 1 ggat 
agaga 1 1 a tg 
at tgggaagg 
aaaat ccatg 
1 1 cca t ctge 
t ct tacgaae 
cagcaagtgg 
gtgageeggc 
ctgat eggea 
a a cat cgeca 



etggt gat ta 
a< :ayeaa tgg 
tgt ct eet ga 
t gac tget ca 
cca e t aaaag 
tqacaaatqt 
r-r t r-a ran r 
tq t cct cqat 
t t gg t t a t ga 
c a ct a qc e a e a 
t gcet ggega 
ggaaagt caa 
act t tgatcg 
gga t cgecta 
c l. y t e a a t y I. 
gcgagaaagt 
a a a c a t gg a g 
agt aca t ctt 
c tcgccacac 
eggaaagcaa 
ctt tcttggg 
aaattt tata 
agacag taa a 
ccctgn 1 1 ga 
act at age t a 
caetgeet at 
agt t eggag t 
cgaagcact t 
tea tgt ae tg 
aaa t agggee 
tccaaaeagt 
a e e t ccattt 
gagacagaa t 
g t eaaagggg 
gtaaaggeag 
gcaaaaccag 
gga 1 1 act ca 
aaggaeatct 
aeaeaygyae 
acaetgea ta 
t t ca tgg tgg 
acat 1 1 tggc 
acccagct cc 
aegtgaaaga 
a caa tgctat 
ttgtgaaqaq 
cgcggcaggc 
gccgggccgg 
agggegt cat 
acgaggac tg 



c r c g a g a g e g a e c t y gg ca c 

atcaaccitqa caqtqt cgea 

yaeyt quaqa r geagt. Legg 

qaqqaqaaqq ' 'a r < i c x t cct 

.•g--q.,.i.-.iqc ay." i-gt gcq 



a ' : - 



cct ttacaat 
c a a c a c c c 1 1 
t aaecaagtg 
aggactggaa 
t ga tgaaac t 
t aegt 1 1 cca 
g g a <- a 1 1 g a g 
cqat tct t tc 
rqgrt rrrtc 
cat t ctqqct. 
gaaegg tcaa 
t.qtct t tggc 
aacaacaaag 
eg aea eg t ct 
cacctutLca 
agat tatgac 
t t aea cat at 
cgaatacga t 
ca tgeagace 
eg cct cca t e 
tacaagtegg 
tgatagcaca 
cc tccagagt 
eaggcagat t 
tga caa cage 
tgatctgtat 
t a t a t a 1 1 a t 
tgatgetcat 



ctt tgecaac 
1 1 acctcaat 
ae tgaaecea 
cactcgactg 
cacqqaaat c 
tggct gga ca 
t c taggacag 
tgtctacaac 
1 1 1 tgeca tg 
aeeactggct 
tggggaaa t c 
cctgta tgac 
aggacggtgg 
ttttaacttg 
1 1 acatcaca 
tcctggattc 
t cagcagtgg 
caaggccttc 
cggcgcgcag 
gctggccgtc 
ca t caagg tg 
cgagggcaag 
gc tgegg t tg 
q t cca cca cq 
cqcgcLyyccj 
ggageaggcg 
eg a eg g eg a g 
c< jgcaaggt.g 



4860 
4 920 

4 98 0 
5040 
5100 
5160 
^220 
5280 

5 34 0 
54 0 0 
5460 
5520 
5580 
564 0 

5 7 0 0 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 

6 24 0 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 

6 960 
7020 

7 08 0 
714 0 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7 86 0 
7920 

7 98 0 

8 04 0 
8 10 C 
816 0 
8 2 ; 0 



8675 



cugggctacg acgggtacta cgtactctcg gtggagcagt accccgagct ggccgacagc 8280 

qccaacacici tccagttccL gcggcagagc gagatcggca ggaggtaacg cccgggccgc 8 34 0 

gccjcji-cgag ccgctcacgc cctgcccaca ttgtcctgtg gcacaacccg agtgggactc 8400 

t.ccaacgccc aagagccttc ctcccggggg aatgagactg ctgttacgac ccacacccac 8460 

acogcgaaaa c-aaggaccgc ttttttccga aLgaccttaa aggtgatcgg ctttaacgaa 8 520 

r.acqtUaca tatqcatagc gctgcactca gtcggactga acgtagccag aggaaaaaaa 8580 

v1 fr-. 1 tn.H garaaagg^f » r-y-ir'-rgrt grgctggg^c grrrgrrrr-t- r-t- aggr;H-r «64n 

qtatttaact aactttaaaa aaaaaaaaaa aaaag 



•-210 > 3 6 
^2 11 > 2 7 25 
< 2 1 2 > PRT 

<213> Homo sapiens 
< 4 0 0 > 3 6 

Met Asp Val Lys Glvi Arg Arg Pro Tyr Cys Ser Leu Thr Lys Ser Arg 
15 10 15 

Arg Glu Lys Glu Arg Arg Tyr Thr Asn Ser Ser Ala Asp Asn Glu Glu 

20 25 30 

Cys Arg Val Pro Thr Gin Lys Ser Tyr Ser Ser Ser Glu Thr Leu Lys 
3 5 4 0 4 5 

Ala Phe Asp His Asp Ser Ser Arg Leu Leu Tyr Gly Asn Arg Val Lys 

5 0 5 5 6 0 

Asp Leu Val His Arg Glu Ala Asp Glu Phe Thr Arg Gin Gly Gin Asn 

65 70 75 80 

Phe Thr Leu Arg Gin Leu Gly Val Cys Glu Pro Ala Thr Arg Arg Gly 
85 90 95 

Leu Ala Phe Cys Ala Glu Met Gly Leu Pro His Arg Gly Tyr Ser He 
100 105 HO 

Ser Ala Gly Ser Asp Ala Asp Thr Glu Asn Glu Ala Val Met Ser Pro 
115 120 125 

Glu His Ala Met Arg Leu Trp Gly Arg Gly Val Lys Ser Gly Arg Ser 
130 135 140 

Ser Cys Leu Ser Ser Arg Ser Asn Ser Ala Leu Thr Leu Thr Asp Thr 

115 J 150 155 160 

Glu His Glu Asn Lys Ser Asp Ser Glu Asn Glu Gin Pro Ala Ser Asn 
16 5 170 175 

Gin Gly Gin Ser Thr Leu Gin Pro Leu Pro Pro Ser His Lys Gin His 
180 185 190 

<•■<-■( Ala Gin His m s Pro Ser lie Thr Ser Leu Asn Arg Asn S^r L*=u 
1 \t 5 2 0 0 2 0 5 

Hit Asn Arg Ai q Asn Gin Ser Pro Ala Pro Pro Ala Ala I.-u Pro Ala 

H> 215 2 2 0 



Glu Leu Gin Thr Thr Pro Glu Ser Val Gin Leu Gin Asp Ser Trp Val 
225 230 235 240 

Leu Gly Ser Asn Val Pro Leu Glu Ser Arg His Phe Leu Phe Lys Thr 
245 250 255 

Gly Thr Gly Thr Thr Pro Leu Phe Ser Thr Ala Thr Pro Gly Tvr Thr 

2 fi 0 2 6^ 2 7 0 

Met Ala Ser Gly Ser Val Tyr Ser Pro Pro Thr Arg Pro Leu Pro Arg 
275 280 285 

Asn Thr Leu Ser Arg Ser Ala Phe Lys Phe Lys Lys Ser Ser Lys Tyr 

290 295 300 

Cys Ser Trp Lys Cys Thr Ala Leu Gys Ala Val Gly Val Ser Val Leu 
305 310 315 320 

Leu Ala Tie Leu Leu Ser Tyr Phe He Ala Met His Leu Phe Gly Leu 

325 330 335 

Asn Trp Gin Leu Gin Gin Thr Glu Asn Asp Thr Phe Glu Asn Gly Lys 

340 345 350 

Val Asn Ser Asp Thr Met Pro Thr Asn Thr Val Ser Leu Pro Ser Gly 

355 360 365 

Asp Asn Gly Lys Leu Gly Gly Phe Thr Gin Glu Asn Asn Thr He Asp 

370 3 75 380 

Ser Gly Glu Leu Asp He Gly Arg Arg Ala He Gin Glu He Pro Pro 
385 390 395 400 

Gly He Phe Trp Arg Ser Gin Leu Phe He Asp Gin Pro Gin Phe Leu 
405 410 415 

Lys Phe Asn He Ser Leu Gin Lys Asp Ala Leu He Gly Val Tyr Gly 

4 20 425 4 30 

Arg Lys Lys Leu Pro Pro Ser His Thr Gin Ser Ser Pro Gin Tyr Asp 
435 440 445 

Phe Val Glu Leu Leu Asp Gly Ser Arg Leu He Ala Arg Glu Gin Arg 

4 5 0 4 5 5 4 G 0 

Ser Leu Leu Glu Thr Glu Arg Ala Gly Arg Gin Ala Arg Ser Val Ser 
465 4 70 475 480 

Leu His Glu Ala Gly Phe He Gin Tyr Leu Asp Ser Gly He Trp His 
4 85 490 495 

L^u A 1 a Fhe Tyr Asn Asp Gly Lys Asn Ala Glu Gin Val Ser Phe Asn 

5 0 0 5 0 5 510 

Thr 7}r '.Ml He Glu S^i -/a 1 Vil Glu Cys Prn Arg Asn Cys His Gly 



56 



Asm Gly Glu Cys Val Ser Gly Thr Cys His Cys Phe Pro Gly Phe Leu 
530 535 540 

Gly Pro Asp Cys Ser Arcj Ala Ala Cys Pro Val Leu Cys Ser Gly Asn 
545 550 555 560 

Gly Gin Tvr Ser Lys Glv Arq Cvs Leu Cys Phe Ser Gly Trp Lvs Gly 
565 570 S7S 

Thr Glu Cys Asp Val Pro Thr Thr Gin Cys lie Asp Pro Gin Cys Gly 

580 585 590 

Gly Arg Gly lie Cys lie Met Gly Ser Cys Ala Cys Ser Ser Gly Tyr 

595 600 605 

Lys Gly Glu Ser Cys Glu Glu Ala Asp Cys Tie Asp Pro Gly Cys Ser 
610 615 620 

Asn His Gly Val Cys He His Gly Glu Cys His Cys Ser Pro Gly Trp 

625 630 635 640 

Gly Gly Ser Asn Cys Glu He Leu Lys Thr Met Cys Pro Asp Gin Cys 
645 650 655 

Ser Gly His Gly Thr Tyr Leu Gin Glu Ser Gly Ser Cys Thr Cys Asp 

6 6 0 6 6 5 6 7 0 

Pro Asn Trp Thr Gly Pro Asp Cys Ser Asn Glu He Cys Ser Val Asp 
675 680 685 

Cys Gly Ser His Gly Val Cys Met Gly Gly Thr Cys Arg Cys Glu Glu 
690 695 700 

Gly Trp Thr Gly Pro Ala Cys Asn Gin Arg Ala Cys His Pro Arg Cys 
705 710 715 720 

Ala Glu His Gly Thr Cys Lys Asp Gly Lys Cys Glu Cys Ser Gin Gly 

725 730 735 

Trp Asn Gly Glu His Cys Thr He Ala His Tyr Leu Asp Lys He Val 
740 745 750 

Lys Asp Lys He Gly Tyr Lys Glu Gly Cys Pro Gly Leu Cys Asn Ser 

755 760 765 

Asn Gly Arg Cys Thr Leu Asp Gin Asn Gly Gly His Cys Val Cys Gin 
770 775 780 

Pro Gly Trp Arg Gly Ala Gly Cys Asp Val Ala Met Glu Thr Leu Cys 

785 ' 790 795 800 

Till Asp Ser Lys Asp Asn Glu Gly Asp Gly Leu He Asp Cys Met Asp 
8 0 5 8 10 815 



Pro Asp Cvs Cyr Leu Gin Ser Ser Cys Gin Asn 



Gin Pro; r j y r Cys Arg 



-7 





Gly Leu Pro Asp Fro Gin Asp lie lie Ser Gin Ser Leu Gin Ser Pro 
835 840 845 

Set Gin Gin Ala Ala Lys Ser Phe Tyr Asp Arg lie Ser Phe Leu He 
850 855 860 

Gly Ser Asp Ser Thr His Val lie Pro Glv Glu Ser Pro Phe Asn Lys 

865 870 875 «80 

Ser Leu Ala Ser Val He Arg Gly Gin Val Leu Thr Ala Asp Gly Thr 
885 890 895 

Pro Leu He Gly Val Asn Val Ser Phe Phe His Tyr Pro Glu Tyr Gly 

900 905 910 

Tyr Thr He Thr Arg Gin Asp Gly Met Phe Asp Leu Val Ala Asn Gly 
915 920 925 

Gly Ala Ser Leu Thr Leu Val Phe Glu Arg Ser Pro Phe Leu Thr Gin 

930 935 940 

Tyr His Thr Val Trp He Pro Trp Asn Val Phe Tyr Val Met Asp Thr 

945 ~ 950 955 960 

Leu Val Met Glu Lys Glu Glu Asn Asp He Pro Ser Cys Asp Leu Ser 

965 9/0 9 75 

Gly Phe Val Arg Pro Asn Pro He He Val Ser Ser Pro Leu Ser Thr 
980 985 990 

Phe Phe Arg Ser Ser Pro Glu Asp Ser Pro He He Pro Glu Thr Gin 
995 1000 1005 

Val Leu His Glu Glu Thr Thr lie Pro Gly Thr Asp Leu Lys Leu Ser 
1010 1015 1020 

Tyr Leu Ser Ser Arg Ala Ala Gly Tyr Lys Ser Val Leu Lys He Thr 
1025 1030 1035 1040 

Met Thr Gin Ser He He Pro Phe Asn Leu Met Lys Val His Leu Met 
1045 1050 1055 

Val Ala Val Val Gly Arg Leu Phe Gin Lys Trp Phe Pro Ala Ser Pro 
1060 1065 1070 

Asn Leu Ala Tyr Thr Phe He Trp Asp Lys Thr Asp Ala Tyr Asn Gin 
1075 1080 1085 

Lys Val Tyr Gly Leu Ser Glu Ala Val Val Ser Val Gly Tyr Glu Tyr 
1090 1095 1100 

Glu Ser Cys Leu Asp L^u Thr Leu Trp Glu Lys Arg Thr Ala He Leu 



110 5 



1 H 0 



1115 



112 0 



Gin Gly Tyr Glu L~u Asp Ala Ser Asn Met Gly Gly Trp Thr Leu Asp 
; 1 r _- 113 0 1 1 i 5 



Lys His His Val Leu Asp Val Gin Asn Gly He Leu Tyr Lys Gly Asn 
1140 1145 1150 

Gly Glu Asn Gin Phe He Ser Gin Gin Pro Pro Val Val Ser Ser He 
1155 1160 H65 

Met Glv Asn Gly Arcr Arq Arq Ser He Ser Cvs Pro Ser Cvs Asn Gly 
117 0 1 1 V 5 1 1 8 0 

nlr Ala Asp Gly Asn Lys Leu Leu Ala Pro Val Ala Leu Ala Cys Gly 
H85 ' ' 1190 H95 1200 

Tie Asp Gly Ser Leu Tyr Val Gly Asp Phe Asn Tyr Val Arg Arg He 
1205 1210 1215 

Ph<- Pro Ser Glv Asn Val Thr Ser Val Leu Glu Leu Arg Asn Lys Asp 
1220 1225 1230 

Phe Arg His Ser Ser Asn Pro Ala His Arg Tyr Tyr Leu Ala Thr Asp 
1235 1240 1245 

Pro Val Thr Gly Asp Leu Tyr Val Ser Asp Thr Asn Thr Arg Arg He 

1250 1255 1260 

Tyr Arq Pro Lys Ser Leu Thr Gly Ala Lys Asp Leu Thr Lys Asn Ala 

1265 1270 " 12/5 1280 

Glu Val Val Ala Gly Thr Gly Glu Gin Cys Leu Pro Phe Asp Glu Ala 
1285 1290 1295 

Arg Cys Gly Asp Gly Gly Lys Ala Val Glu Ala Thr Leu Met Ser Pro 
1300 1305 1310 

Lys Gly Met Ala Val Asp Lys Asn Gly Leu He Tyr Phe Val Asp Gly 
1315 1320 1325 

Thr Met He Arg Lys Val Asp Gin Asn Gly He He Scr Thr Leu Leu 
1330 1335 1340 

Gly Ser Asn Asp Leu Thr Ser Ala Arg Pro Leu Thr Cys Asp Thr Ser 
1345 1350 1355 1360 

Met His He Ser Gin Val Arg Leu Glu Trp Pro Thr Asp Leu Ala He 

1365 1370 1375 

Asn Pro Met Asp Asn Ser He Tyr Val Leu Asp Asn Asn Val Val Leu 
1380 1385 1390 

Gin He Thr Glu Asn Arg Gin Val Arg He Ala Ala Gly Arg Pro Met 
1395 1400 H05 

His Cvs Gin Val Pre Gly Val Glu Tyr Pro Val Gly Lys His Ala Val 
14 10 1415 1420 

Gin Thr Thr Leu Glu Ser Ala Thr Ala Il' J Ala Val Sei Tyr Ser Gly 
14*0 1440 



5v 



Val Leu Tyr He Thr Glu Thr Asp Glu Lys Lys He Asn Arg He Arg 
1445 1450 1455 

Gin Val Thr Thr Asp Gly Glu He Ser Leu Val Ala Gly He Pro Ser 
14 60 1465 1470 

Glu Cys As d Cvs Lvs Asn Asp Ala Asn Cvs Asp Cys Tyr Gin Ser Gly 
147 5 14R0 14 85 

Asp Gly Tyr Ala Lys Asp Ala Lys Leu Ser Ala Pro Ser Ser Leu Ala 
1490 1495 1500 

Ala Ser Pro Asp Gly Thr Leu Tyr He Ala Asp Leu Gly Asn He Arg 
1505 1510 1515 1520 

He Arg Ala Val Ser Lys Asn Lys Pro Leu Leu Asn Ser Met Asn Phe 
1525 1530 1535 

Tyr Glu Val Ala Ser Pro Thr Asp Gin Glu Leu Tyr lie Phe Asp He 
1540 1545 1550 

Asn Gly Thr His Gin Tyr Thr Val Ser Leu Val Thr Gly Asp Tyr Leu 
1555 15 60 156 5 

Tyr Asn Phe Ser Tyr Ser Asn Asp Asn Asp He Thr Ala Val Thr Asp 

15/0 15/5 1580 

Ser Asn Gly Asn Thr Leu Arg He Arg Arg Asp Pro Asn Arg Met Pro 
1585 1590 1595 1600 

Val Arg Val Val Ser Pro Asp Asn Gin Val He Trp Leu Thr He Gly 
1605 1610 1615 

Thr Asn Gly Cys Leu Lys Gly Met Thr Ala Gin Gly Leu Glu Leu Val 
1620 1625 1630 

Leu Phe Thr Tyr His Gly Asn Ser Gly Leu Leu Ala Thr Lys Ser Asp 
1635 16 4 0 1645 

Glu Thr Gly Trp Thr Thr Phe Phe Asp Tyr Asp Ser Glu Gly Arg Leu 
1650 1655 1660 

Thr Asn Val Thr Phe Pro Thr Gly Val Val Thr Asn Leu His Gly Asp 

1G65 1670 1675 1680 

Met Asp Lys Ala He Thr Val Asp He Glu Ser Ser Ser Arg Glu Glu 
1685 1690 1695 

Asp Val Ser He Thr Ser Asn Leu Ser Ser He Asp Ser Phe Tyr Thr 
1700 1705 1710 

M"t Val Gin Asp Gin Leu Arg Asn Ser Tyr Gin He Gly Tyr Asp Gly 
17 15 17 2 0 17 2 5 

< er L<-u Arg I 1 <■'> Ih> Tyr Ala Ser Gly Leu Asp Ser His Tyr Gin Thr 
• . <- i 74 0 



60 



Glu Pro His Val Leu Ala Gly Thr Ala Asn Pro Thr Val Ala Lys Arg 
1745 1750 175S 1760 

Asn Met Thr Leu Pro Gly Glu Asn Gly Gin Asn Leu Val Glu Trp Arg 
1765 1770 1775 

Phe Arg Lys Glu Gin Ala Gin Glv Lvs Val Asn Val Phe Glv Arq Lys 
17 R0 I'RS 1790 

Leu Arg Val Asn Gly Arg Asn Leu Leu Ser Val Asp Phe Asp Arg Thr 
17 95 1800 1805 

Thr Lys Thr Glu Lys He Tyr Asp Asp His Arg Lys Phe Leu Leu Arg 
i8i0 1815 1820 

Tie Ala Tvr Asp Thr Ser Gly His Pro Thr Leu Trp Leu Pro Ser Ser 
1825 1830 1835 1840 

Lys Leu Met Ala Val Asn Val Thr Tyr Ser Ser Thr Gly Gin He Ala 
1845 1850 1855 

Ser He Gin Arg Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp Gly Gin 
1860 1865 1870 

Gly Arg He Val Ser Arg Val Phe Ala Asp Gly Lys Thr Trp Ser Tyr 

18 7b 1880 1885 

Thr Tyr Leu Glu Lys Ser Met Val Leu Leu Leu His Ser Gin Arg Gin 
1890 ' 1895 1900 

Tyr He Phe Glu Tyr Asp Met Trp Asp Arg Leu Ser Ala He Thr Met 
1905 1910 1915 1920 

Pro Sor Val Ala Arg His Thr Met Gin Thr He Arg Ser He Gly Tyr 
192 5 1930 1935 

Tyr Arg Asn He Tyr Asn Pro Pro Glu Ser Asn Ala Ser He He Thr 
134 0 194 5 195 0 

Asp Tyr Asn Glu Glu Gly Leu Leu Leu Gin Thr Ala Phe Leu Gly Thr 
1955 1960 1965 

Ser Arg Arg Val Leu Phe Lys Tyr Arg Arg Gin Thr Arg Leu Ser Glu 

197 0 1975 1980 

He Leu Tyr Asp Ser Thr Arg Val Ser Phe Thr Tyr Asp Glu Thr Ala 
1985 ' 1990 1995 2000 

Gly Val Leu Lys Thr Val Asn Leu Gin Ser Asp Gly Phe He Cys Thr 
2 0 05 2010 2015 

Hp Arg Tvr Arg Gin I 1 Glv Pi" Lou He Asp Arg Gin Tie Phe Arg 

2 02 0 2 02 5 2 0 30 

Phe Ser Glu Asp GJy M-r Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asp 



(.1 



Asn Ser Phe Arg Val Thr Ser Met Gin Gly Val He Asn Glu Thr Pro 
2050 2055 2060 

Leu Pro He Asp Leu Tyr Gin Phe Asp Asp He Ser Gly Lys Val Glu 
2065 2070 2075 2080 

Gin Phe Giv Lys Phe Gly Val He Tvr Tyr Asp He Asn Gin He He 
20R5 20-30 20<>5 

Ser Thr Ala Val Met Thr Tyr Thr Lys His Phe Asp Ala His Gly Arg 
2100 2105 2110 

He Lys Glu He Gin Tyr Glu He Phe Arg Ser Leu Met Tyr Trp He 

2 115 2120 2125 

Thr Tie Gin Tyr Asp Asn Met Gly Arq Val Thr Lys Arg Glu He Lys 
2130 2135 2140 

He Gly Pro Phe Ala Asn Thr Thr Lys Tyr Ala Tyr Glu Tyr Asp Val 
2145 2150 2155 2160 

Asp Gly Gin Leu Gin Thr Val Tyr Leu Asn Glu Lys He Met Trp Arg 

2165 2170 2175 

Tyr Asn Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Asn Pro Ser Asn 

,;180 2 1 8 t> 2 19 0 

Ser Ala Arg Leu Thr Pro Leu Arg Tyr Asp Leu Arg Asp Arg He Thr 
2195 2200 2205 

Arg Leu Gly Asp Val Gin Tyr Arg Leu Asp Glu Asp Gly Phe Leu Arg 
2210 2215 2220 

Gin Arg Gly Thr Glu He Phe Glu Tyr Ser Ser Lys Gly Leu Leu Thr 
2225 2230 2235 2240 

Arg Val Tyr Ser Lys Gly Ser Gly Trp Thr Val He Tyr Arg Tyr Asp 
2245 2250 2255 

Gly Leu Gly Arg Arg Val Ser Ser Lys Thr Ser Leu Gly Gin His Leu 
2260 2265 2270 

Gin Phe Phe Tyr Ala Asp Leu Thr Tyr Pro Thr Arg He Thr His Val 

2275 2280 2285 

Tyr Asn His Ser Ser Ser Glu He Thr Ser Leu Tyr Tyr Asp Leu Gin 
2290 2295 2300 

Giv His Leu Phe Ala Met Glu He Ser Ser Gly Asp Glu Phe Tyr lie 

2 < 0 5 2 3 10 2 s 1 5 ^320 

;,i , i'.-r ,v T Asn Thr Giv Thr Pro Leu Ala Val Phe Ser S^r Asn Gly 

2 325 ' 2-0 2335 

t t -v- t l.~u Lys Gin He Gin Tyr Thi Ala Tyr Gly Glu H Tyr fhe 
. M0 ~ i 



Asp Ser Asn lie Asp Phe Gin Leu Val lie Gly Phe His Gly Gly Leu 

2 3 55 2360 2 3 65 

Tyr Asp Pro Leu Thr Lys Leu He His Phe Gly Glu Arg Asp Tyr Asp 

2370 2 375 2380 

He Leu Ala Gly Arq Trp Thr Thr Pro Asp He Glu He Tip Lys Arq 

>MHS 2390 W> ?40 ° 

lie Gly Lys Asp Pro Ala Pro Phe Asn Leu Tyr Met. Phe Arg Asn Asn 

24 0 5 24 10 24 15 

Asn Pro Ala Ser Lys He His Asp Val Lys Asp Tyr He Thr Asp Val 

2420 2425 2430 

Asn Ser Trp Leu Val Thr Phe Gly Phe His Leu His Asn Ala He Pro 

2435 2440 2445 

Gly Phe Pro Val Pro Lys Phe Asp Leu Thr Glu Pro Ser Tyr Glu Leu 

2450 24 5 5 2460 

Val Lys Ser Gin Gin Trp Asp Asp He Pro Pro He Phe Gly Val Gin 

2465 2470 2475 2480 



In Gin Val Ala Arg Gin Ala Lys Ala Phe Leu Ser Leu Gly Lys Met 



^485 



2495 



Ala Glu Val Gin Val Ser Arg Arg Arg Ala Gly Gly Ala Gin Ser Trp 
2500 2505 2510 

Leu Trp Phe Ala Thr Val Lys Ser Leu He Gly Lys Gly Val Met Leu 
2515 2520 2525 

Ala Val Ser Gin Gly Arg Val Gin Thr Asn Val Leu Asn He Ala Asn 
2530 2535 2540 

Glu Asp Cys He Lys Val Ala Ala Val Leu Asn Asn Ala Phe Tyr Leu 

2 54 S 2550 2555 2560 

Glu Asn Leu His Phe Thr He Glu Gly Lys Asp Thr His Tyr Phe He 
2565 2570 2575 

Lys Thr Thr Thr Pro Glu Ser Asp Leu Gly Thr Leu Arg Leu Thr Ser 

2580 2585 2590 

Gly Arg Lys Ala Leu Glu Asn Gly He Asn Val Thr Val Ser Gin Ser 
2595 2600 2605 

Thr Thr Val Val Asn Gly Arg Thr Arg Arg Phe Ala Asp Val Glu Met 
26 10 26 15 2620 

Gin Phe GW Ala Leu Ala L«ui His Val Arg Tyr Gly Met Thr Leu Asp 

2 r ' 2 6 3 0 2 6 3 5 2 6 4 0 

Glu Glu I A 1 "i Atq lie Leu Glu Gin Ala Arg Gin Arg Ala Leu Ala 



Arg Ala Trp Ala Arg Glu Gin Gin Arg Val Arg Asp Gly Glu Glu Gly 
2660 2665 2670 

Ala Arg Leu Trp Thr Glu Gly Glu Lys Arg Gin Leu Leu Ser Ala Gly 

26 7 5 2680 26 8 5 

I,vr, Val Gin Glv Tvr Asp Gly Tvr Tvr Val Leu Ser Val Glu Gin Tyr 

.:f,c,o 26 OS 2 70 0 

Pro Glu Leu Ala Asp Ser Ala Asn Asn lie Gin Phe Lev! Arg Gin Ser 
2705 2710 2715 2720 

Glu lie Gly Arg Arg 

2725 



<210:> 3 7 

< 2 1 1 /> 8645 

< 2 1 2 > DNA ' 

<213-» Homo sapiens 



<400> 37 

aacjgataaac 
ggactgatgt 

f. cuc tyacca 
gaggagtgcc 
gatca tgatt 
gcagacgagt 
ccagcaactc 
tcta tcagtg 
gccatgagac 
tccaactcag 
gagoaacc tg 
cagcact c tg 
agaaggaacc 
gag t c eg tec 
CdLLLccldL 
t acacaa tgg 
ctatcaagaa 
gcactgtgtg 
atgeatctet 
ggaaaagtga 
ggaaaattag 
ggecgaagag 
gatcagccac 
tatggccgga 
ggcagcaggc 
caggegagat 
tggcat ctgg 
gt ta t agagt 
ggaact tgee 
g t g I t a t g t. a 
aagcjgcaccg 
ggg > t t t c j r a 

g. i.rict lacL 



ggceagaa 1 t 
taaagagagg 
gcacacagaa 
agagcagacg 
gggtacccac 
cctcgcggct 
t cactagaca 
gaagaggact 
cagggtcaga 
tttggggcag 
ccctcaccct 
caagcaat ca 
cacagcat ca 
agagtcegge 
agetgeagga 
Lcaaaacagg 
catctggctc 
gtgett t taa 
ccgtaggggt 
ttggcct caa 
attctgatac 
g tgg at t tac 
caattcaaga 
agtttct taa 
aaggct t acc 
tgattgccag 
ccgtcagcct 
cttt ttat aa 
ctgtggtgga 
attqttttcc 
y tgg caa egg 
agtgt gat ut 
t cat crggct c 
ut.it aqa- ■: 



eggcacgagg 
ccaa tgagac 
ggaatgaagt 
agagaaggaa 
acagaagt cc 
get t taegge 
aggacagaat 
ggcatt t tg t 
tgc tga tact 
gggggt caa a 
gacaga tacg 
aggecagtet 
t ccatccat c 
cccgccggct 
cagctgggt c 
aacayg t aca 
t gt t ta t tea 
at tcaagaag 
ctcggtgctc 
ctggcagcta 
catgccaaca 
gcaagaaaa t 
gat tec tec c 
a 1 1 caa tat c 

agagcagegg 
t ca tgaggee 
tgatgggaaa 
a tgt ccecga 
agga tttetg 
geagt act cc 
gecgact acc 
ct gt get t gc 
f ggqt ut t et 



ggtctggagc 
t tgaaccctg 
atggatgtga 
egg eg e t a e a 
tacagttcca 
aacagagtga 
tttaccctaa 
gcggaaatgg 
gaaaatgaag 
tcaggccgca 
gagcacqaaa 
accctgcagc 
acttctctca 
gctt tgcccg 
cttggcagta 
acyecaeLy t 
ecaect a et e 
tct tcaaagt 
ctggcaatac 
cagcagactg 
aacactgtgt 
aa caeca tag 
gggatct tct 
tctct tcaga 
act cagt atg 
agectg c 1 1 g 
ggctttatcc 
aatgeagage 
aat tgccatg 
ggtceggat t 
aagggecyet 
eag t gt. at. t g 
aqct cagnat 
aat ■ -as ggt g 



ttggaggag i 
agect aag t t 
aagaacgcag 
caaar. tcct.c 
gcgagacat t 
aggatttggt 
ggcagt tagg 
ggctccctca 
cagtga tg tc 
get cc tgect 
acaaqtccqa 
ccttgccgcc 
acagaaactc 
ccgagctgca 
atgtaeeac t 
tcagtaetge 
ggrrac t acc 
actgtagctg 
tcctgtctta 
aaaatgacac 
cat tacct t c 
at t ceggaga 
ggaga t caca 
aggatgeat t 
ac 1 1 egtgga 
agaeggagag 
agtacttgga 
a g y t g t c 1 1 1 
gaa /it ggaga 
fit t caagacjc 
geet gtgttt 
,}(-;- -a eag t g 
(1 '-aaaggaga 
tat it a' ■ ■■, i 



agt rtgaact 
gtcaccagca 
gccttactgc 
cgcagaeaa t 
gaaagct t t t 
t caeagagaa 
agtt tgtgaa 
cagaggt tac 
cccagagcat 
gt caagtegg 
cagtgagaa t 
ttcccataag 
cctgaccaat 
aaccacaccc 
ggaaagcagg 
aaeeeeayya 

gaaatgeact 
ttttatagca 
att tgagaat 
tggagacaat 
acttgatatt 
gctcttcat t 
gat tggagta 
gctcctggat 
ageegggegg 
ttctggaatc 
taataccatt 
atgcgtttct 
egcctgtcca 
cageggctgg 
t gggggt eg t 

a agt tgtgaa 

,/ggggaatgt 



60 

120 

180 

24 0 

300 

360 

420 

4 80 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

192 0 

19 8 0 

2 0-L. 



M 



cactgcagtc caggatgggg aggtagcaat 
cagtgctccg gccacggaac gtatcttcaa 
tggactggcc cagactgctc aaacgaaata 
tgcatggggg ggacgtgtcg ctgtgaagaa 
gcctgccdcc cccyctytgc cgagcacggg 
cagggctqga atgqaqagca ctqcactatc: 
aagat ujgat a^aaagaggg t- r gt oct ggt 
gaccaaaatq qcqqacattq tqtgtqccaq 
grcatggaga r-tctttqcac agatagcaag 
atatiatcrrq attoctacct acaaaottcr 
ccggatcctc aggacatcat tagccaaagc 
tccttttatg atcgaatcag tttccttata 
gaaaqtcctt tcaataaqag ccttqcatct 
ggaactccac ttattggagt aaatgtctcg 
aUaccajcc ciygacggaat yLLtyacLty 
gtatttgaac gatccccatt cctcactcag 
ttttatgtga tggataccet agtcatggag 
ctgagtggat tcgtgaggcc aaatcccatc 
agatcttctc ctqaaqacag tcccatcatt 
acaattccag gaacagattt gaaactctcc 
tcagttctca agatcaccat gacccagtct 
cttatggtag ctgtagtagg aagactcttc 
gcctatacLL Lcatatggga taaaacagat 
gaagctgttg tgtcagttgg atatgagtat 
aagaggactg ccattctgca gggctatgaa 
ttagataaac atcacgtgct ggatgtacag 
aaccayttca ccLCCcagca gccLccagtc 
cgcagcattt cctgccccag ttgcaatggt 
gtggcgctag cttgtgggat cgatggcagt 
cggatattcc cttctggaaa tgtaacaagt 
catagcagca acccagctca tagatactac 
tacgtttctg acacaaacac ccgcagaatt 
gacttgacta aaaatgcaga agtcgtcgca 
gaggcgaqat qtgqggatgg agggaaggcc 
atggcagttg ataagaatgg attaatctac 
gaccaaaatg gaatcatatc aactcttctg 
ttaacttgtg acaccagcat gcacatcagc 
gccattaacc ctatggataa ctccatttat 
rtctgadaalL ytcaaytteg catLyctycL 
gtggaatat.c ctgtggggaa gcacgcggtg 
gctgtgtcet acagtggggt cctgtacatt 
ataaggcagg tcacaacaga tggagaaatc 
gactgcaaaa atgatgccaa ctgtgactgt 
gccaaactca gtgccccatc ctccctggct 
gatctaggga atatccggat ccgggctgtg 
aacttctatg aagttgcgtc tccaactgat 
actcaccaat atactgtaag tttagtcact 
aatqacaatq atattactgc tgtgacagac 
gacecaaat-.c- gcatgccagt tcgagtggtg 
ataggaacaa at.ggatgttt gaaaggcatg 
arttaccatg gcaatagtgg ccttttagcc 
tttargact atgacagtga aggtcgtctg 
araa.ifftq;' ar.aqqgacat ggacaagqct 
'.sau-jaavjat 'i t t:aycatcac t tcaaatctg 
( aaq,.t i-uii t aaciaaacag ctaccagatt 
- : • • i < ; : ri'' 1 ! ggact caca ct ac^aaar-a 
- .: j ,. g it t ■; ■■■■laa njaaa ra r < j. u I t t q 



tgtgaaatac tgaagaccat gtgtccagac 2100 
gaaagtggct cctgcacgtg tgaccctaac 2 160 
tgttctgtgg actgtggctc acacggcgtt 22 2 0 
ggctggacgg gcccagcctg taatcagaga 2280 
acctgcaagg atggcaagtg tgaatgcagc 2 340 
gctcactatt tqgataaqat aqttaaaqac 24 0 0 
rt-gtg c a a c a g c a a f gg a ag a t- <g r ;i r r* r r g ? 4 n 
CCtqqatqqa qaqqaqcaqq Ctqtqacqta 2520 
garaat-gaag ggcja t.gya ct. cattgar'tar 2580 
fqccaaaatc aqccctat rq f caacjcia c t. q 264 0 
cttcaatcgc cttctcagca agetgccaaa 2700 
qgatctgata gcacccatgt tatacctgqa 2760 
qtcatcagaq gccaaqtact gactgctgat 2820 
tttttccatt acccagaata tggatatact 2 88 0 
glygcdddty gtgyyycctc LcLdcicLLLg 2 04 0 
tatcatactg tgtggattcc atggaatgt.c 3000 
aaagaagaga atgacattcc ragctgtgat 3060 
attgtgtcat cacctttatc cacctttttc 3120 
cccgaaacac aggtactcca cgaggaaact 3180 
tacttgagtt ccagagctgc agggtataag 3240 
attattccat ttaatttaat gaaggLLcat 3 300 
caaaagtggt ttcctgcctc accaaacttg 3 36 0 
gcatataatc agaaagtcta tggtctatcL 34 2 0 
gagtcgtgtt. tggacctgac Vctgtgggaa 34 80 
ttggatycgt ccaacatygg tggctggaca 3S4 0 
aacggtatac tgtacaaggg aaacggggaa 3600 
ytgagtagca icatgyycaa t-ygycyaayg 36 b0 
caagctgatg gtaacaagtt actggcccca 3720 
ctgtacgtag gcgatttcaa ctacgtgcgg 3780 
gtcttagaac taagaaataa agattttaga 3840 
cttgcaacgg atccagtcac gggagatctg 3900 
tatcgcccaa agtcacttac gggggcaaaa 3960 
gggacagggg agcaatgcct tccgtttgac 4 02 0 
qtqqaaqcca cactcatqaq tcccaaaqqa 4 080 
tttgttgatg gaaccatgat taggaaagtt 114 0 
ggctctaacg atttgacttc agccagacct 4200 
caggtacgtc tggaatggcc cactgaccta 4 260 
gtcctggata ataatgtagt tttacagatc 4 320 
yyacygccca tycactyLca yyLLcL.\.yy c i 4 330 
cagacaacac tggaatcagr cactgccaM 4440 
actgaaactg atgagaagaa aattaaccgg 4500 
tccttagtgg ccggaatacc ttcagagtgt 4560 
taccagagtg gagatggcta cgccaaggat 4620 
gcttctccag atggtacact gtatattgca 4680 
tcaaagaata agcctttact Laactctatg 4740 
caagaactct acatcttt.ga catraatggt 4800 
ggtgattacc tttacaattt tagctacagc 4860 
agcaatggca acacccttag aattagacgg 4 92 0 
tctcctgata accaagtgat atgqttgara 4 98 0 
actgctcaag gactggaatr. agttttgttt S04 0 
actaaaagtg atgaaactgg atggacaacg 5100 
acaaatgtta cgtttccaac tygagtggtc M60 
atcacagtqg acattqaatc a t < ■ t ' a< i r*c :qa 5220 
tcctcgatcg altcttt eta - /a •■ ~< -a t qq t t : -2 u 0 
ggt.tat qacg art rrr\ rag aat. t at rt ar [ -Mv 
qacjccgcacg ttrtqg'.'t qg r-i a- -x ■ >.a t '-•}': ■' 
rrt qy. •< :aqa ary :t ra ; \ . " f : ■ a : \ t : 4* ' 




tggagattcc gaaaagagca agcccaaggg 
gttaatggca gaaacctcct ttcagttgac 
tatgacgacc accgtaaatt tctactgagg 
ctctggctgc caagcagcaa gctgatggcc 
attgccagca tccagcgagg caccactayc 
atcqtqtctc gqgtctttgc tgatggtaaa 
-Ht ggrrctt-c tgcttcatag r^agrggrag 
ctqtctgcca tcaccatqcc cagtqtggct 
ggctactacr ycaacatata caaccccccq 
aacnauaaaq qqctqcttct acaaaraqcr 
aaat:acagaa ggcagactag gctctcagaa 
acctatgatg aaacagcagg agtcctaaaq 
tgcaccatta gatacaggca aattggtccc 
gaagatggga tggtaaatgc aagatttgac 
agcdLgcagg ytgLgatcaa Lg a a a cgcca 
atttctggca aagttgagca gtttggaaag 
atcatttcta cagctgtaat gacctatacg 
gagattcaat atgagatatt caggtcgctc 
atgggtcggg taaccaagag agagattaaa 
gcttatgaat atgatgttga tggacagctc 
tggcggtaca actacgatct gaatggaaac 
cgtctgacac cccttcgcta tgacctgcga 
tatcggttgg atgaagatgg tttcctacgt 
tccaaggggc ttctaactcg agtttacagt 
tatgacggcc tgggaaggcg tgtttctagc 
ttttatgctg acttaactta tcccactagg 
gaaattacct ccctgtatta tigatcL ccaa 
ggggatgaat tctatattgc atcggataac 
aatgggctta tgctgaaaca gattcagtac 
aatattgact ttcaactggt aattggattt 
ttaatccact ttggagaaag agattatgac 
atagaaatct ggaaaagaat tgggaaggac 
aataacaacc ctgcaagcaa aatccatgac 
tggctggtga catttggttt ccatctgcac 
tttgatttaa cagaaccttc ttacgaactt 
cccatcttcg gagtccagca gcaagtggcg 
aagatggccg aggtgcaggt gagccggcgc 
ttcgccacgg tcaagtcgct gatcggcaag 
ytycctydccd acytgctcaa catcgccaac 
aacaacgcct tctacctgga gaacctgcac 
ttcatcaaga ccaccacgcc cgagagcgac 
aaggcgctgg agaacggcat caacgtgacg 
aggacgcgca ggttcgcgga cgtggagatg 
tacggcatga ccctggacga ggagaaggcg 
ctcgcccggg cctgggcgcg cgagcagcag 
ctctggacgg agggcgagaa gcagcagctg 
gggtactacg tactctcggt ggagcagtac 
cagttcctgc ggcagagcga gatcggcagg 
gctcacgccc tgcccacatt gtcctgtggc 
gagccttcct cccgggggaa tgagactgct 
aggaccgctt ttttccgaat gaccttaaag 
t g c: a t a g c g c t: g c a c t c a g t. c g g a c t. g a a c 
raaaaqrctc qacrtq! tgc gr-tqaqecgt 
ctt t: -A 




aaagtcaatg tctttggccg caagctcagg 55 2 0 
tttgatcgaa caacaaagac agaaaagatc 5580 
atcgcctacg acacgtctgg gcacccgact 5640 
gtcaatgtca cctattcatc cacaggtcaa 5700 
gagaaagtag attatgacgg acaggggagg 5760 
acatggagtt acacatattt aqaaaaqtcc 5320 
t iratct-t-r-g aaracgatar q^ r ja acr g r ' ^««o 
cgccacacca tgcagaccat ccqatccatt 5940 
gaaagraacg cctccatcat racggactac 6000 
^ r rt t.qcjqta caaqtcqqaq qqtrttartc 6 06 0 
attttatatg atagcacaag agtcagtttt 6120 
acagtaaacc tccagagtga tggttttatt 6180 
ctgattgaca ggcagatttt ccgctttagt 6240 
tatagctatg acaacagctt tcgagtgacc 6300 
cLgcctattg atctgtatca gLLtgatgac 6 36 0 
ttr.tggagtta tatattatga tattaaccag 6420 
aagcactttg atgctcatgg ccgtatcaag 6480 
atgtactgga ttacaattca gtatgataac 6540 
ataggqccct ttgccaacac caccaaatat 6600 
caaacagttt acctcaatga aaagataatg 6660 
ctccatttac tgaacccaag taacagtgcg 6720 
gacagaatca ctcgactggg tgatgttcaa 6780 
caaaggggca cggaaatctt tgaatatiagc 6840 
aaaggcagtg gctggacagt gatctaccgt 6900 
aaaaccagtc taggacagca cctgcagttt 6960 
attactcatg tctacaacca ttcgagttca 7020 
ggacatcLU tLgccatgga aa tcagcagt. /0 80 
acagggacac cactggctgt gttcagtagc 7140 
actgcatatg gggaaatcta ttttgactct 7200 
catggtggcc tgtatgaccc actcaccaaa 7260 
attttggcag gacggtggac aacacctgac 7320 
ccagctcctt ttaacttgta catgtttagg 7380 
gtgaaagatt acatcacaga tgttaacagc 7440 
aatgctattc ctggattccc tgttcccaaa 7500 
gtgaagagtc agcagtggga tgatataccg 7560 
cggcaggcca aggccttcct gtcgctgggg 7620 
cgggccggcg gcgcgcagtc ctggctgtgg 7680 
ggcgtcatgc tggccgtcag ccagggccgc 774 0 
gaggctctgca tcaaggLggc ggccgLgcLe 7800 
ttcaccatcg agggcaagga cacgcactac 7860 
ctgggcacgc tgcggttgac cagcggccgc 7920 
gtgtcgcagt ccaccacggt ggtgaacggc 7980 
cagttcggcg cgctggcgct gcacgtgcgc 804 0 
cgcatcctgg agcaggcgcg gcagcgcgcg 8100 
cgcgtgcgcg acggcgagga gggcgcgcgc 3160 
ctgagcgccg gcaaggtgca gggctacgac 8220 
cccgagctgg ccgacagcgc caacaacatc 8280 
aggtaacgcc cgggccgcgc ccgccgagcc 8 34 0 
acaacccgag tgggactctc caacgcccaa 84 00 
gttacgaccc acacccacac cgcgaaaaca 846U 
gcgatcggct ttaacgaata tgtttacata 8520 
gtagccagag gaaaaaaaaa tcatcaagga H58'.i 
ctgttccttc taggcactgt atttaacta.i '-' 1 4 ( 



..- 2 1 1 - 2 7 2 1 
, 212 r> PRT 
2 1 3 Homo sapiens 

<4 00:> 36 „ 

Pro Tvr Cvs Ser Leu Thr Lye Ser Arq 



Met Asp Val Lys Glu Arq Arq 
l 



5 in IS 



Arq Glu I-vs filu Arg Arq Tyr Thr Ann Ser RPr Ala Asp Ann Glu Glu 
20 2 5 ™ 

Cvs Arq Val Pro Thr Gin Lys Ser Tvr Ser Ser Ser Glu Thr Leu Lys 
35 40 45 

Ala Plie Asp His Asp Ser Ser Aiy Leu Lea Tyr Gly Asn Arq Val Lys 
50 B5 60 

A^p Leu Val His Arq Glu Ala Asp Glu Phe Thr Arq Gin Gly Gin Asn 
65 70 75 80 

Plie Thr Leu Arq Gin Leu Gly Val Cys Glu Pro Ala Thr Arq Arq Gly 
8S 90 95 

L-u Ala Phe Cys Ala Glu Met Gly Lou Pro His Arq Gly Tyr Ser lie 
100 105 HO 

Ser Ala Gly Ser Asp Ala Asp Thr Glu Asn Glu Ala Val Met Ser Pro 
115 120 125 

Glu His Ala Met Arq Leu Trp Gly Arq Gly Val Lys Ser Gly Arq Ser 
130 135 140 

Ser Cys Leu Ser Ser Arg Ser Asn Ser Ala Leu Thr Leu Thr Asp Thr 
145 150 155 160 

Glu His Glu Asn Lys Ser Asp Ser Glu Asn Glu Gin Pro Ala Ser Asn 
165 170 175 

Gin Gly Gin Ser Thr Leu Gin Pro Leu Pro Pro Ser His Lys Gin His 
180 IBS 190 

Ser Ala Gin His His Pro Ser He Thr Ser Leu Asn Arq Asn Ser Leu 
19 5 200 205 

Thr Asn Arq Arq Asn Gin Ser Pro Ala Pro Pro Ala Ala Leu Pro Ala 
2io 215 220 

Giu Leu Gin Thr Thr Pro Glu Ser Val Gin Leu Gin Asp Ser Trp Val 

225 230 235 240 

L-u Gly Ser Asn Val Pro Leu Glu Ser Arq Hrs Phe Leu Phe Lys Thr 

2 4 5 - 255 



:ly liii Gly Thr Thr Pro Leu Ph~ Ser Thi Ala Thr Pro Gly Tyr Thr 
2^0 



: 6 5 7 0 



M"f A Li cr-T 



Gly Ser Val Tyr Set Pi o I r o Thr Arq Pi h"U Pio Ai q 



67 



Asn Thr Leu Ser Arg Ser Ala Phe Lyc Phe Lys Lys Ser Ser Lys Tyr 

290 295 300 

Cvs S-r TrD Lvs Cvs Thr Ala Leu Cvs Ala Val Gly Val Ser Val Leu 
310 31^ ^20 

f , PU A la He Lrm Leu S^r Tyr Ph^ lie Ala Met His Leu Phf» Gly Leu 
325 330 335 

Asn Trp Gin Leu Gin Gin Thr Glu Asn Asp Thr Phe Glu Asn Gly Lys 
340 345 350 

Val Asn Ser Asp Thr Met Pro Tin Asn Tin Val Ser Leu Pio Ser Gly 
355 360 3 65 

Asp Asn Gly Lys Leu Gly Gly Phe Thr Gin Glu Asn Asn Thr lie Asp 
370 ' 375 380 

Ser Gly Glu Leu Asp He Gly Arg Arg Ala He Gin Glu He Pro Pro 
385 390 395 400 

Gly He Phe Trp Arg Ser Gin Leu Pho He Asp Gin Pro Gin Phe Leu 
405 410 415 

Lys Phe Asn He Ser Leu Gin Lys Asp Ala Leu He Gly Val Tyr Gly 
420 425 430 

Arg Lys Gly Leu Pro Pro Ser His Thr Gin Tyr Asp Phe Val Glu Leu 
435 150 445 

Leu Asp Gly Ser Arg Leu He Ala Arg Glu Gin Arg Ser Leu Leu Glu 
450 455 460 

Thr Glu Arg Ala Gly Arg Gin Ala Arg Ser Val Ser Leu His Glu Ala 

46 5 470 475 480 

Gly Phe He Gin Tyi Llu Asp Glu Gly He Trp His Leu Ala Phe Tyr 
485 4 90 4 95 

Asn Asp Gly Lys Asn Ala Glu Gin Val Ser Phe Asn Thr He Val He 
500 505 510 

Glu Ser Val Val Glu Cys Pro Arg Asn Cys His Gly Asn Gly Glu Cys 
515 520 525 

Val Ser Gly Thr Cys His Cys Phe Pro Gly Phe Leu Gly Pro Asp Cys 
530 535 540 

Ser Arg Ala Ala Cys Pro Val Leu Cys Ser Gly Asn Gly Gin Tyr Ser 

545 ' 550 555 560 

Lvs a 1 v Ar:i Cvs L-u Cvs I he Ser Gly Trp Lys Gly Thr Glu Cys Asp 
rrjs 57 0 57 5 

Val Pi- Thi Tin Gin Cys, .11" Asp He Gin Cys Gly Gly Arg Gly II*"' 
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580 585 590 

Cys lie Met Gly Ser Cys Ala Cys Ser Ser Gly Tyr Lys Gly Glu Ser 

595 6 00 605 

Cvs Glu Glu Ala Asp Cvs lie Asp Pro Gly Cys Ser Asm His Glv Val 
qn l 5 6 ? o 

r v «? ri ^ His Gly Glu Cvs Ht.r Cys Ser Pro f?ly Trp Gly y S<*r Asn 

,2. ^ 630 635 

Cys Glu He Leu Lys Thr Met Cys Pro Asp Gin Cys Ser Gly His Gly 

645 650 655 

Thi Tyr Leu Gin Glu Ser Gly Ser Cys Thr Cys Asp Pro Asn Tip Thr 
660 665 670 

Gly Pro Asp Cys Ser Asn Glu He Cys Ser Val Asp Cys Gly Ser His 
675 680 685 

Gly Val Cys Met Gly Gly Thr Cys Arg Cys Glu Glu Gly Trp Thr Gly 

5 90 695 7 0 0 

P-o Ala Cys Asn Gin Arg Ala Cys His Pro Arg Cys Ala Gin His Gly 
70b ' 710 715 720 

Ihr Cys Lys Asp Gly Lys Cys Glu Cys Ser Gin Gly Trp Asn Gly Glu 
725 730 735 

His Cys Thr He Ala His Tyr Leu Asp Lys He Val Lys Asp Lys He 
740 74 5 750 

Gly Tyr Lys Glu Gly Cys Pro Gly Leu Cys Asn Ser Asn Gly Arg Cys 

755 760 765 

Thr Leu Asp Gin Asn Gly Gly His Cys Val Cys Gin Pro Gly Trp Arg 

770 775 780 

Gly Ala Gly Cys Asp Val Ala Met Glu Thr Leu Cy„ Thi Asp Sei Lys 
785 790 795 800 

Asp Asn Glu Gly Asp Gly Leu He Asp Cys Met Asp Pro Asp Cys Cys 
805 810 815 

Leu Gin Ser Ser Cys Gin Asn Gin Pro Tyr Cys Arg Gly Leu Pro Asp 
820 825 830 

Pro Gin Asp He He Ser Gin Ser Leu Gin Ser Pro Ser Gin Gin Ala 
835 810 815 

Ala Lys Ser Phe Tyr Asp Arg He Ser Phe Leu He Gly Ser Asp Ser 

850 855 8 6 0 

Till His Val lie Pro Gly Glu S<-r h- Fh< Asn Lys S-r Leu Ala Ser 

8 70 8 V 5 S80 

y»i Iin Aro Gly Gin 7u I.-u Tin Ala Asp Gly Tin H<< L-'U He Gly 



Val Asn Val Ser Phe Phe His Tyr Pro Glu Tyr Gly Tyr Thr lie Thr 

900 9 05 910 

Arq Gin Anp Gly Met Phe Asp Leu Val Ala Asn Gly Gly Ala Ser Leu 

Q ! S 9 ? 0 9 ? 5 

Thr \,<=>n Val Phf? Cllu Arc; Ser Pro Phe Leu Thr Gin Tyr His Thr Val 
9 30 93 5 94 0 

Trp Tie Pro Trp Asn Val Phe Tyr Val Met Asp Thr Leu Val Met Glu 

945 950 955 960 

Lys Glu Glu Asn Asp lie Pro Ser Cyii Asp Leu Sex Gly Phe Val Arg 
96 S 97 0 97 5 

Pro Asn Pro lie lie Val Ser Ser Pro Leu Ser Thr Phe Phe Arg Ser 
980 985 990 

Ser Pro Glu Asp Ser Pro lie lie Pro Glu Thr Gin Val Leu His Glu 
995 1000 1005 

Glu Thr Thr Tie Pro Gly Thr Asp Leu Lys Leu Ser Tyr Leu Ser Ser 
1010 1015 1020 

Arg Ala Ala Gly Tyr Lys Ser Val Leu Lys lie Thr Met Thr Gin Ser 
1025 1030 1035 1040 

He Tie Pro Phe Asn Leu Met Lys Val His Leu Met Val Ala Val Val 
1045 1050 1055 

Gly Arg Leu Phe Gin Lys Trp Phe Pro Ala Ser Pro Asn Leu Ala Tyr 
1060 1065 1070 

Thr Phe He Trp Asp Lys Thr Asp Ala Tyr Asn Gin Lys Val Tyr Gly 
107 5 1080 1085 

Leu Ser Glu Ala Val Val Ser Val Gly Tyr Glu Tyu Glu Gei Cyt* Leu 
1090 1095 1100 

Asp Leu Thr Leu Trp Glu Lys Arg Thr Ala He Leu Gin Gly Tyr Glu 
1105 1110 1115 1120 

Leu Asp Ala Ser Asn Met Gly Gly Trp Thr Leu Asp Lys His His Val 
1125 1130 1135 

Leu Asp Val Gin Asn Gly He Leu Tyr Lys Gly Asn Gly Glu Asn Gin 
1110 114 5 115 0 

Phe He Ser Gin Gin Pro Pro Val Val Ser Ser He Met Gly Asn Gly 

i 1 : - 116 0 1 1 5 

A i • j A : i Arg Ii" Ser Cys Pro Ser Gys Ann Gly G 1 n Aia Asp Gly 

1 1 "'.) 1175 1180 

A.n i.y:- L'-u i "U Ai •« i tc Val Ala Le\i Ala Gvr • ; ": •, A:i Giy :'-t 
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Leu Tyr Val Gly Asp Phe Asn Tyr Val Arg Arg He Phe Pro Ser Gly 
1 2 0 5 12 10 1215 

Asn Val Thr Ser Val Leu Glu Leu Arg Aral Lys Asp Phe Arq His Ser 

1 2 2 O 12 2 5 1 2 3 O 

S^r Asn Pro Ala His Arg Tyr Tyr Leu Ala Thr Asp Pro Val Thr Gly 
1235 1240 124 5 

Asp Leu Tyr Val Ser Asp Thr Asn Thr Arg Arg He Tyr Arg Pro Lys 
1250 12 55 1260 

Ser Leu Thr Gly Ala Lys Asp Leu Thr Lys Asn Ala Glu Val Val Ala 
1265 12 70 1275 1280 

Gly Thr Gly Glu Gin Cys Leu Pro Phe Asp Glu Ala Arg Cys Gly Asp 
1285 1290 1295 

Gly Gly Lys Ala Val Glu Ala Thr Leu Met Ser Pro Lys Gly Met Ala 
1300 1305 1310 

Val Asp Lys Asn Gly Leu He Tyr Phe Val Asp Gly Thr Met He Arg 
13 15 1320 132 5 

Lys Val Asp Gin Asn Gly lie He Ser Thr Leu Leu Gly Ser Asn Asp 
1330 13 35 1340 

Leu Thr Ser Ala Arg Pro Leu Thr Cys Asp Thr Ser Met His He Ser 
13 15 13 5 0 13 5 5 13 6 0 

Gin Val Arg Leu Glu Trp Pro Thr Asp Leu Ala He Asn Pro Met Asp 
13 65 1370 1375 

Asn Ser He Tyr Val Leu Asp Asn Asn Val Val Leu Gin He Thr Glu 
1380 138 5 1390 

Asn Arg Gin Val Aig He Ala Ala Gly Arg Pro Met His Cys Gin Val 
1395 1400 1405 

Pro Gly Val Glu Tyr Pro Val Gly Lys His Ala Val Gin Thr Thr Leu 
1410 1415 1420 

Glu Ser Ala Thr Ala He Ala Val Ser Tyr Ser Gly Val Leu Tyr He 
1425 14 3 0 1435 1440 

Thr Glu Thr Asp Glu Lys Lys He Asn Arg He Arg Gin Val Thr Thr 
1 14 ^ 14 50 14 55 

Asp Gly Glu 1H Ser L«-u Val Ala Gly He Pro Ser Glu Cys Asp Cys 

1 -J i : « :■ 14 6 5 14 7 0 

Lys Asn Asp Ala A. a. ■ /: Asp Cys Tyr Gin Ser Gly Asp Gly Tyr Ala 
1 4 7 ^ I 4 8 0 14 8 5 

Lys Asp Ala Lys ; • -i : • t Ala I i m S--r S - • r L"u A 1 a Ala Ser Pro Asp 
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1490 1495 1500 

Gly Thr Leu Tyr lie Ala Asp Leu Gly Asn He Arg He Arg Ala Val 
1505 1510 1515 1520 

Ser Lys Asn Lys Pro Levi Leu Asn Ser Met Asn Phe Tyr Gin Val Ala 
1^2 5 1 5 ut 1 r -3 5 

Sov Pro Thr Asp Gin Gin I .on Tyr He Phe Asp Tie Asn G]y Thr Hi s 
1540 1545 15^0 

Gin Tyr Thr Val Ser Leu Val Thr Gly Asp Tyr Leu Tyr Asn Phe Ser 
1555 1560 1565 

Tyi Sei Asn Asp Asn Asp lit- Thr Ala Val Tin Asp Ser Asn Gly Asn 
1570 157 5 1580 

Thr Leu Arg He Arg Arg Asp Pro Asn Arg Met Pro Val Arg Val Val 
1585 1590 1595 1600 

Ser Pro Asp Asn Gin Val He Tip Leu Thr He Gly Thr Asn Gly Cys 
1605 1610 1615 

Leu Lys Gly Met Thr Ala Gin Gly Leu Glu Leu Val Leu Phe Thr Tyr 
1620 1625 1630 

His Gly Asn Ser Gly Leu Leu Ala Thr Lys Ser Asp Glu rhr Gly Trp 
1635 1640 164 5 

Thr Thr Phe Phe Asp Tyr Asp Ser Glu Gly Arg Leu Thr Asn Val Thr 
1650 1G55 1660 

Phe Pro Thr Gly Val Val Thr Asn Leu His Gly Asp Met Asp Lys Ala 
1665 1670 1675 1680 

He Thr Val Asp He Glu Ser Ser Ser Arg Glu Glu Asp Val Ser He 
16 8 5 16 90 16 95 

Thr Sei Asn Leu Ser Sei He At>p Sei Phe Tyr Tin Met Val Gin Asp 
1700 1705 1710 

Gin Leu Arg Asn Ser Tyr Gin He Gly Tyr Asp Gly Ser Leu Arg He 
1715 1720 1725 

He Tyr Ala Ser Gly Leu Asp Ser His Tyr Gin Thr Glu Pro His Val 
1730 1735 1740 

Leu Ala Gly Thr Ala Asn Pro Thr Val Ala Lys Arg Asn Met Thr Leu 
1745 1750 1755 1760 

Pro Gly Glu Asn Gly Gin Asn leu Val Glu Trp Arg Php Arg Lys Glu 

176 5 1770 i" ; ''5 

Gin Ala Gin Gly Lys Val Asn Val Phe Gly Arg Lys leu Ai<i Val Asn 
1 78 0 1785 17'-' 

<-'iy Arg Asn Leu Leu S*-i V t i Asp ph" Asp Aki Thi Tin Lys. 'in: Glu 
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Lys He Tyr Asp Asp His Arg Lys Phe Leu Leu Arg lie Ala Tyr Asp 
1810 1815 1820 

Thr Ser Gly His Pro Thr Leu Trp Leu Pro Ser Ser Lvs Leu Met Ala 

1 R ? s 1 8 3 O 18 3 5 1R-10 

Val Asn Val Thr 'Tyr Spt S*»r Thr Gly Gin Tie Ala S*=>r Tl^ Gin Arg 
184 S 1880 18 55 

Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp Gly Gin Gly Arg He Val 
1860 1865 1870 

Ser Aig Val Phe Ala Asp Gly Lys Tin Tip Ser Tyr Thr Tyr Leu Glu 
1875 1880 1885 

Lys Ser Met Val Leu Leu Leu His Ser Gin Arg Gin Tyr He Phe Glu 
1890 1895 1900 

Tyr Asp Met Trp Asp Arg Leu Ser Ala He Thr Met Pro Ser Val Ala 
1905 1910 1915 1920 

Arg His Thr Met Gin Thr He Arg S^r He Gly Tyr Tyr Arg Asn He 
1925 1930 1935 

Tyr Asn Pro Pro Glu Ser Asn Ala Ser He He Thr Asp Tyr Asn Glu 
1940 1945 1950 

Glu Gly Leu Leu Leu Gin Thr Ala Phe Leu Gly Thr Ser Arg Arg Val 
1955 1960 1965 

Leu Phe Lys Tyr Arg Arg Gin Thr Arg Leu Ser Glu He Leu Tyr Asp 
1970 1975 1980 

Ser Thr Arg Val Ser Phe Thr Tyr Asp Glu Thr Ala Gly Val Leu Lys 
1985 1990 1995 2 000 

Thr Val Asn Leu Gin Ser Asp Gly Phe He Cys Thr He Aig Tyr Ary 
2005 2010 2 015 

Gin He Gly Pro Leu He Asp Arg Gin He Phe Arg Phe Ser Glu Asp 
2020 2025 2030 

Gly Met Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asp Asn Ser Phe Arg 
2035 2040 2045 

Val Thr Ser Met Gin Gly Val He Asn Glu Thr Pro Leu Pro lie Asp 

2050 2055 2060 

Leu Tyr Gin Phe Asp Asp He Ser Gly Lys Val Glu Gin Phe Gly Lys 

2 06 5 2 070 2 07 5 ..08 0 

Piie Giy Va i il«- Tyr Tyr Asp He Asn Gin He 11 ~ Tin Ala Val 

2 08 5 2 0 90 . r '" [ - 

Met Tru Tyi Thr Lys His. Phe Asp Ala His Gly Arg He Lys Glu I !" 
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Gin Tyr Glu He Phe Arq Ser Leu Met Tyr Trp He Thr He Gin Tyr 
2115 2120 2125 

Asp Asn Met Gly Arq Val Thr Lys Arq Glu He Lys He Glv Pro Phe 

? 1 ?0 2 135 2 1 4 0 

Ala Ann Thr Thr Lys Tyr Ala Tyr Glu Tyr Asp Val Asp Gly nln Leu 
2145 2150 2155 216 0 

Gin Thr Val Tyr Leu Asn Glu Lys He Met Trp Arq Tyr Asn Tyr Asp 
2165 2170 2175 

Leu Asn Gly Asn Leu His Leu Leu Asn Pro Get Asn Sei Ala Ary Leu 
2180 2185 219 0 

Thr Pro Leu Arq Tyr Asp Leu Arq Asp Arq He Thr Arq Leu Gly Asp 
2195 2200 2205 

Val Gin Tyr Arq Leu Asp Glu Asp Gly Phe Leu Arq Gin Arq Gly Thr 
2210 2215 2220 

Glu He Phe Glu Tyr Ser Ser Lys Gly Leu Leu Thr Arq Val Tyr Ser 
2225 2230 2235 2240 

Lys Gly Ser Gly Trp Thr Val He Tyr Arq Tyr Asp Gly Leu Gly Arq 
2245 2250 2255 

Arq Val Ser Ser Lys Thr Ser Leu Gly Gin His Leu Gin Phe Phe Tyr 

2260 2265 2270 

Ala Asp Leu Thr Tyr Pro Thr Arq He Thr His Val Tyr Asn His Ser 

2275 2280 2285 

Ser Ser Glu He Thr Ser Leu Tyr Tyr Asp Leu Gin Gly His Leu Phe 

2290 2295 2300 

Ala Met Glu lie Ser Ser Gly Asp Glu Phe Tyr He Ala Ser Asp Asn 
2305 2310 2315 2320 

Thr Gly Thr Pro Leu Ala Val Phe Ser Ser Asn Gly Leu Met Leu Lys 

2325 2330 2335 

Gin He Gin Tyr Thr Ala Tyr Gly Glu He Tyr Phe Asp Ser Asn He 
2340 2345 2350 

Asp Phe Gin Leu Val He Gly Phe His Gly Gly Leu Tyr Asp Pro Leu 

2355 2360 2365 

Thr Lys Leu He His Phe Gly Glu Arq Asp Tyr Asp He Leu Ala Gly 

2 3 7 0 2 3 7 5 2 i 8 0 

Arq Tip Thr Thr Pro Asp lie Glu lie Trp Lys Arq He Gly Lys Asp 

2 38 5 2 3 90 2 3 9 r -. 2 4 CO 

Pro Ala Pro 1- he Asn Leu Tyr Met I he Aiq Asn Ann Asn Pr o Ala Ser 
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Lys lie His Asp Val Lys Asp Tyr lie Thr Asp Val Asn Ser Trp Leu 

2420 2 425 24 3 0 

Val Thr Phe Gly Phe His Leu His Asn Ala He Pro Gly Phe Pro Val 

?«n^ M40 2 4 4 5 

Pro Lys Phe Asp Leu Thr Gin Pro Ser Tyr Glu Leu Val Lys S^r Gin 
245 0 2455 2460 

Gin Trp Asp Asp He Pro Pro He Phe Gly Val Gin Gin Gin Val Ala 
2465 2470 2475 2480 

Aiq Gin Ala Lys Ala Phe Leu Gut Leu Gly Lys Met Ala Glu Val Gin 
2485 2490 2495 

Val Ser Arg Arg Arg Ala Gly Gly Ala Gin Ser Trp Leu Trp Phe Ala 
2500 2505 2510 

Thr Val Lys Ser Leu He Gly Lys Gly Val Met Leu Ala Val Ser Gin 
2515 2520 2525 

Gly Arg Val Gin Thr Asn Val Leu Asn He Ala Asn Glu Asp Cys He 
2530 2535 2540 

Lys Val Ala Ala Val Leu Asn Asn Ala Phe Tyr Leu Glu Asn Leu His 
2545 2550 2555 2560 

Phe Thr He Glu Gly Lys Asp Thr His Tyr Phe lie Lys Thr Thr Thr 

2 5 6 5 2 5 7 0 2 5 7 5 

Pro Glu Ser Asp Leu Gly Thr Leu Arg Leu Thr Ser Gly Arg Lys Ala 

2580 2585 2590 

Leu Glu Asn Gly He Asn Val Thr Val Ser Gin Ser Thr Thr Val Val 

2595 2600 2605 

Asn Gly Arg Thr Arg Aiy Phe Ala Asp Val Glu Met Gin Phti Gly Ala 
2610 2615 2620 

Leu Ala Leu His Val Arg Tyr Gly Met Thr Leu Asp Glu Glu Lys Ala 
2625 2630 2635 2640 

Arg He Leu Glu Gin Ala Arg Gin Arg Ala Leu Ala Arg Ala Trp Ala 
2645 2650 2655 

Arg Glu Gin Gin Arg Val Arg Asp Gly Glu Glu Gly Ala Arg Leu Trp 

2 6 6 0 2 6 6 5 2 6 7 0 

Thr Glu Gly Glu Lys Arg Gin Leu Leu Ser Ala Gly Lys Val Gin Gly 

2 6 7 5 2 6 8 0 2 6 8 5 

Tyi Asp Gly 'I y t Tyi Val Leu Ser Val Glu Gin Tyr Pro Glu L-.-u Ala 
2 < ■ 9 0 2 6 9 5 2 7 0 0 

Asf S*-i Aia Asr. Asn Il*> Gin Phe H>u Arg Gin Sei Glu 11" Giy Arg 
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2705 
Arg 



2720 



• ? 1 O- 
-211: 
2 1 2 - 
'211: 



3 9 

8 4 7 3 
DNA 

Homo r; aniens 
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ttgacagaaa 

aaagt acctg 

ay c cay g tec 

tgagaggeca 

cacagaagga 

gcagacgaga 

tacccacaca 

cgegget get 

ctagacaaga 

cccataagca 

tgaccda tag 

rcacacrcga 

aaagcaggca 

ccccaggata 

gaaacdccct 

aatgcactgc 

t ta tagcaat 

ttgagaatgg 

gagacaa tgg 

t tgatat tgg 

tcttcat tga 

t tggagtata 

tcctggatgg 

ccgggcggca 

ctggaatctg 

atacca t tgt 

yeg t t tctgy 

cctgtccagt 

gcggctggaa 

ggggtcgtgg 

gt tgtgaaga 

gggaatgtca 

g tccagacca 

accctaactg 

acggcgtttg 

atcagagagc 

aatgeageca 

t taaagacaa 

gtaccctgga 

gtgaegtage 

ttgactgc«it 

gggga ct gec 

ctgccaa a t c 

t acct ggaga 

ctget cj.it gg 



aaggcagtaa 
t catcttgac 
aye Lcyecce 
at gaga ct tg 
atgaagtatg 
gaaggaaegg 
gaagt cet ac 
t tacggcaac 
geaacctgea 
gcactctgca 
aaggaacccKj 
gt cegt ccag 
tttcctattc 
cacaatggca 
at eaayaay t 
actgtgtgec 
geatctcttt 
aaaagtgaat 
aaaat taggt 
e c g a a g a g c a 
t cagccacag 
tggccggaaa 
eageaggctg 
ggegagat cc 
gcatctgqct 
ta t agagt ct 
aac t ty ucd t 
g 1 1 a t g t a g t 
gggcaccgag 
gat t tgtat c 
agctgactgt 
ctgcagtcca 
gtgctccgyc 
gact.ggccca 
catggggygg 
ctgccacccc 
gggctggaat 
ga t aggat a t 
c c: a a a -:\ t g g c 
cat ggaga ct. 
gga t • • -r • j it 
ggat cet. ca< i 
ct 1 1 tat r 
a >gt t * • 



aeggggaat c 
aagt ggcgga 
g l ya t tgyyc 
aaccctgagc 
ga tgtgaaag 
cge t acacaa 
ag 1 1 ecaqeq 
agagt gaagg 
agcaat caag 
cagcat catc 

<~tg<~aggaca 
aaaacaggaa 
t ctggctctg 
g c • 1 1 1 1 a a a t 
gtaggggtct 
ggect caact 
t c tga tacca 

a 1 1. caagaga 
t t t cttaaat 
qqcttaccgc 
a t tgecagag 
gtcagect tc 
t tttataatg 
g tgg tggaat 
Ly 1 1 1 1 eeay 
ggcaa eggge 
t gtgatgtgc 
atgggctct t 
a t agaccctg 
ggatggggag 
caeggaaegt 
gaetgetcaa 
acgtgt cget 
cgetgtgccg 
ggagagcact 
aaagagggt t 
gga cat tgtg 
ct t t gcacag 
t qctyect ac 
(icicatcatta 
: ■< jaa t cag 1 1: 
. ,t aagaqr-c 
it t jagt aa 



tctttttttg 

g c gg a gg a 9t 

Let cecycya 
ct aagt tgt e 
aacgcaggcc 
attcctcegc 
agacat tgaa 
at t tgg t tea 
gecagt ctac 

cgceggctgc 
gctgggtcet 
caggtacaac 
t t tat t cacc 
teaagaag tc 
cggtgctcct 
ggcagctaca 
tgccaacaaa 
aagaaaa taa 
t tcctccegg 
t caatatctc 
et tcccatac 
ageageggag 
atgaggcegg 

atgggaaaaa 

gt ccccgaaa 
gat t tetgyg 
ag t. act ccaa 
cgactaccca 
gtgcttgcaa 
ggtgt t ctaa 
gt agcaat tg 
a t ct t caaga 
acgaaata tg 
gtgaagaagg 
ageaegggae 
gcactat cge 
g t cctggtct 
tgtgccagcc 
a t ageaagga 
agagt tcctg 
geeaaagect 
t cet t at agg 
t t gear ct gt 
at.qt ct < it t 



aataaagaag 
caaggat tat 
tetgeaecyy 
accagcagga 
ttactgct.ee 
agacaatgag 
agct tt tgat 
cagagaagca 
cc tgcagccc 

1 1 tgcccgce 
tggcagt aat 
gccactgttc 
acct act egg 
ttcaaagtac 
ggeaatactc 
gcagac tgaa 
cactgtgtca 
caccat aga t 
gatct tctgg 
tct teagaag 
tcagtatgac 
cctget tgag 
ct t tatecag 
tgcagagcag 
t tgccatgga 
tccggattgL 
gggcegc t gc 
gtgtat tgac 
ctcaggatac 
tcatggtgtg 
tgaaatactg 
aagtggctcc 
t t ctgtggac 
ctggacgggc 
ctgeaaggat 
t eactat t tg 
gtgeaacage 
tggatggaga 
caatgaaggg 
ccagaat cag 
t caatcgcct 
a tct gat age 
catcagaggc 
t i tccat tac 



aagaagaaat 
aaatgat eac 
gggaagegea 
ctgatgtgca 
etgaccaaga 
gagtgccggg 
catgattcct 
gacgag t tea 
t tgccgcc t t 
agaaac t ccc 
gagctgeaaa 
gt aecaetgg 
agtactgcaa 
ccactaceta 
tgtagc tgga 
ctgtcttatt 
aatgacacat 
ttaccttctg 
teeggagaac 
aga tcacagc 
gatgeat tga 
ttcgtggagc 
aeggagagag 
tact tgga tt 
gtgtctttta 
aatggagaat 
t eaayay ecy 
ctgtgtttca 
ccacagtgtg 
aaaggaaaaa 
tgtatccacg 
aagaccatgt 
tgcacgtgtg 
tgtggct eac 
ccagcctgta 
ggcaagtgtg 
gataagatag 
aatggaaga t 
ggagcaggct 
gatggact ca 
ccc t a t tg t c 
tct cag caag 
aecca tgt t a 
caag t act ga 
ecayaata t y 



60 

120 

180 

24 0 

300 

360 

420 

480 

540 

600 

660 

720 

78 0 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

13 80 

144 0 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2 2 2 0 

2280 

2 3 4 0 

2 4 0 U 

2 4 6 r > 

2 52 0 

2 5 P. C 
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gat a tact at 
taart t tggt 
ggaat gt ct t 
g c t y tgatct 
ret 1 1 1 1 cag 
aqqaaactac 
ggt "*t aagt c 
aqq t t. cat ct 
raa.Kl t ygc 
at ct a t ctqa 
tgtgggaaaa 
a c tgg a cat t 
acqgqgaaaa 
ggcgaaggcg 
L yyccccag t 
acgtgcggcg 
at 1 1 1: agaca 
gaqat ctgta 
gqgcaaaaqa 
cgt t tgar-ga 
ccaaaggaat 
ggaaagt tga 
ccagacc 1 1 1 
ctgacct age 
t acaga tcac 
1 1 cccggagt 
ctgeed l tgc 
1 1 aaceggat 
cagag tgtga 
ecaaggatge 
at a t tgcaga 
ac tcta tgaa 
t caatggtac 
get acaqcaa 
1 t agaeggga 
ggt tgacaat 
t tttgt ttac 
ggacaacg 1 1 
gay Lgy tcac 
ct agecgaga 
cca tggttca 
ttatctaege 
ccgctaat cc 

tggtggaatg 

agctcagggt 
aaaagatct a 
acccgactct 
cagg t caaat 

tgggg^ggat 

aaaagt ccat 
gggaccgcct 
aat ccat tgg 
'quart acaa 
t ct t a • t caa 
t '-agt tttac 
at r t t at t tq 
n'ti Ciqt aa 



t acccgccag 
at t tgaacga 
ttatgtgatg 
gagtgga ttc 
a tic L Let cct 
aat t ccagga 
agt t c t caag 
t atqqt aqct 
ct at act 1. 1 c 
aqctqttatq 
gaggactgee 
aga taaacat 
ccagt t catc 

gycyctagct 
ga t a 1 1 ccct 
tagcagcaac 
cgt t tctgac 
ct tgactaaa 
ggegaga tgt 
ggcag t tgat 
ccaaaatgga 
aac t tgtgac 
catt aaccct. 
tgaaaa tegt 
ggaat a t cct 
tgtgtcctac 
aaggcaggt c 
ctgcaaaaat 
caaactcagt 
t ctagggaat 
ct tctatgaa 
tcaccaatat 
tgacaatgat 
cccaaa t cgc 
aggaacaaat 
t taccatggc 



adacctycdL 
agaagatgt c 
agatcagt ta 
cagtggcctg 
gaeggttgee 
gagattccga 
taatggcaga 
tgacgaccac 
ctggc tgeca 
tgecagcat c 
cgtgt ctegg 
ggtt cttctg 
gt ctgccatc 
ctactaccgc 
cgaggaaggg 
atacagaagg 
ctatgatgaa 
caeca 1 t aga 
aga t qgga t u 



gaeggaatgt 
t cccca 1 1 cc 
gataccctag 
g tgaggc caa 
gaagacag t c 
acaqatttqa 
a t caeca t ga 
qt aqtaqqaa 
a t a t ggga t a 
t caa t taaat 
at t ctgeagg 
cacgtgctgg 
tcccagcagc 
tgccecag 1 1 
tgtyyyatcg 
tctggaaatg 
ccagctcat a 
acaaacaccc 
aatgcagaag 
ggggatggag 
aagaatggat 
atcatatcaa 
accagcatgc 
a tgg a t aa ct 
caag t tegea 
gtggggaagc 
ag tggggtcc 
acaacaga tg 
gatgecaact 
gccccatcct 
at ceggat cc 
gt tgcgtc tc 
actgtaagtt 
attactqetg 
atgccagt t c 
ggatgt t tga 
aa tag tggee 
gacag tgaag 
yyyydca tyy 
agcat cact t 
agaaacagct 
gact cacact 
aaaagaaaca 
aaagagcaag 
aacctcct 1 1 
cgtaaatt tc 
agcagcaagc 
cagegaggea 
gtct ttgctg 
cttcatagcc 
accatgccca 
aaeat at aca 
ctqette t a c 
cayactagqc 
a c agragq a g 
t acaqgeaaa 
c j f a a a ta : ( • . i , i 



t tgact tggt 
t cactcagt a 
t catggagaa 
atcccatcat 
cca teat tec 
aactctccta 
rrcagtrrat- 
q a c t c 1. 1 c c a 
aaacana t gc 
a tqaqt atqa 
get atgaa t. 1 
a tgtacagaa 
ct ecagtegt 
gcaatggt ca 
atygcagtc t 
t aaeaagtgt 
gatactacct 
gcagaa ttta 
tegtegcagg 
ggaaggecgt 
t aa t ctact t 
ct ct tctggg 
acat cageca 
ccat 1 1 atgt 
t tgc tgc tgg 
a eg egg Cg ca 
tgtaeattac 
gagaaa t ct c 
gtgactgt ta 
ccctggctgc 
gggctgtgt c 
caactgatca 
tagtcactgg 
tgacagacag 
gag tgg tgt c 
aaggcatgac 
1 1 1 1 agceac 
g t eg tctgac 
dcaagycta t 
caaatctgtc 
accagat tgg 
accaaacaga 
tgact ttgee 
cceaagggaa 
cag t tgact t 
t act gaggat 
tga tggceg t 
ccactagcga 
a tggt aaaac 
ageggeagta 
gt gtggct cg 
accccccgga 
aaaraqct 1 1 
Let c aga aat 
t cct a aac:. ic 

t t qqt (•(■('"! 
qat t t c:act. a 



ggcaaa tggt. 
t ca t_ ac Ly t g 
agaagagaa t 
tgtgt catrpi 
cgaaacacag 
ct tqaqt t cc 
t at t c^a 1 1 1 
aaaqtqqt 1 1 
at at aat cag 
q t cat at 1 1 a 
ggatgcgt cc: 
eggtatactg 
gag t agcat c 
age tga tggt 
y tacy Layy c 
ct t aga act a 
tgcaaegga t 
t cgcceaaag 
gacaggggag 
ggaagceaca 
tgttgatyya 
ctctaacgat 
ggtacg t c tg 
cctggat a a t 
aeggeeca tg 
gaeaacactg 
LgaaacLyaL 
ct t agtggcc 
c^igagtgga 
t tctccagat 
a a aga a taag 
agaactctac 
tgattacct t 
caatggcaac 
t. cc tga t aac 
tgctcaagga 
taaaag tga t 
aaa tgt tacg 
cacay tyy ac 
ct cgat cgat 
t tatgaegge 
gccgcacgtt 
tggegagaac 
agt caa tgt c 
tga tcgaa ca 
egect aegac 
caa tgteacc 
gaaagt aga t 
a tggagt tac 
c a t c 1 1 c y a a 

a ag caa eg cc- 
ct t qqqt aca 
t t. tat. a tgat 
aqt aaa cct c 
gat f ; t -a- ; .j 
t age' <n qac 



ggggectet c 
tgg at tccat 
gacat tecca 
c c 1 1 1 a t c c a 
gt. act ccacg 
agagctgeag 
aat 1 1 aat ga 
cctqcct eac 
a a a gtctatg 
qacctqactc 
aacatggg tg 
t acaagggaa 
atgggeaatg 
aacaagttac 
ya 1 1 tcaact 
agaaa taaag 
ccagt caegg 
t cact tacgg 
caatgect tc 
ct catgagtc 
accatga t ta 
ttgacttcag 
yaa tggecca 
aat gt agt tt 
cac tgtcagg 
gaat cageca 
gagaagaaaa 
ggaat ace 1 1 
gatggctacg 
ggtacactgt 
cctttactta 
a tctttgaca 
tacaat tt ta 
accct tagaa 
caag tga t a t 
ctggaat tag 
gaaactgga t 
1 1 1 ccaac tg 
a t tyay tea t 
tctttcta ca 
tccctcagaa 
ctggctggca 
ggtcaaaact 
1 1 tggecgea 
acaaagacag 
aegt ctgggc 
t a 1 1 ca tcca 
t atgaeggae 
acatat t tag 
tacga ta tg t 
cagaeca t cc 
tcca t c atca 
ag t eggaqgg 
agcacaagag 
cagag tgat g 
cag at t t t cc 
aac.K] ct t t c 



2760 
2 8 2 0 
2880 

2 94 0 
3000 
3060 
31 20 
3180 
324 0 

3 3 0 0 
3 36 0 
3420 
34 80 

3 54 0 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 

4 14 0 
4 2 0 0 
4260 
4320 
4380 
444 0 
4500 
4560 
4620 
4680 
4740 
4 800 
4860 
4 920 

4 980 
5040 
5100 
5160 
5220 
5280 
5340 
54 00 
5460 
5520 
5580 
5640 

5 70 0 
5760 
5 82 0 
5 8 8 0 

5 9 4 0 
600C 

6 06 



gagt gaccag 
ttgatgacat 
ttaaccagat 
qt at caagga 
atga taaca t 
rcaaat atqc 
agat a a tgtg 
acaqtqcqcq 
a tot f caat. a 
aatataac t c 
tct acegtt a 
tgcagtt ttt 
cgagtt caga 
t cagcagtgg 
LcayLaycdd 
ttgactctaa 
tcaccaaatt 
cacctgacat 
tgtt taggaa 
ttaacagctg 
t tcccaaat t 
atataccgcc 
cgctggggaa 
ggctgtggt t 
agggecgegt 
ccgtgctcaa 
cgcactdct t 
gcggccgcaa 
tgaacggcag 
aegtgegcta 
agcgcgcgct 
gcgcgcgcc t 
getacgaegg 
acaacatcca 
gccgagccgc 
acgcccaaga 
cgaaaacaag 
tttacatatg 
aLc'ddgyacd 
ttaactaact 



ca tgcaggg t 
t tctggcaaa 
catttctaca 
gattcaatat 
gggtcgggta 
ttatgaatat 
gr*ggt araac 
tctqacaccc 
t. cggttggat 
caaqqqact t 
t gaeggectg 
t tatgetgae 
aat tacctcc 
ggatgaat t c 
Lygyct taLy 
tattgacttt 
aatccactt t 
agaaatctgg 
taacaaccct 
gctggtgaca 
tga t ttaaca 
catcttegga 
gatggecgag 
rgccacggtc 
gcagaccaac 
caacgccttc 
caLcaaqacc 
ggcgctggag 
gaegegcagg 
cggcatgacc 
cgcccgggcc 
ctggacggag 
g tac tacgt a 
gt tectgegg 
t cacgccct g 
gccttcctcc 
gaeegctttt 
cat agegctg 
aayy cc t eg a 
1 1 a 



gtgatcaatg 
g t tgagcagt 
gctgtaatga 
gagatattca 
accaagagag 
qatgttgatg 
t aega t ctga 
ct t cqctatq 
gaagatggt t 
ctaact cqaq 
ggaaggcgtg 
t taact tat c 
ctqtat tatg 
tatattgeat 
cLgaddCdya 
caactggt aa 
ggagaaagag 
aaaagaattg 
gcaagcaaaa 
tttggt ttcc 
gaacct t ct t 
gtccagcagc 
gtgcaggtga 
aagt cget ga 
gtgetcaaca 
tacctggaga 
accacgcccg 
aaeggcatea 
ttcgcggacg 
ctggacgagg 
tgggcgcgcg 
ggegagaage 
ctctcggtgg 
cagagegaqa 
cccacattgt 
egggggaatg 
t tccgaatga 
cactcagtcg 
ccLyLtycyc 



aaacgccact 
t tggaaagt t 
cctatacgaa 
ggt cgctcat 
agat taaaa t 
gacagct cca 
atggaaac^r 
acctqeqaqa 
tcct a eg tea 
1 1 tacaqtaa 
1 1 tctagcaa 
ceactaggat 
atctccaagg 
eggat aacac 
t teag taeae 
t tggat t t ca 
at t a tga cat 
ggaaggaccc 
tcca tgacgt 
atetgeacaa 
acgaact tgt 
aagtggcgcg 
gccggcgecg 

t c gg caa ggg 

tcgccaacga 
acctgcact t 
agagegace t 
acgtgacggt 
tggaga tgea 
agaaggegeg 
ageagcageg 
ggcagctget 
agcagtaccc 
t eggcaggag 
cctgtggcac 
agactgetgt 
cct taaaggt 
gactgaacg t 
tgggecg te t 



gect at tgat 
tggagt tata 
gcact t tgat 
gt aetgga 1 1 
agggceet 1 1 
aacagt ttac 
eeat 1 1 actg 
cagaat cac t 
aaggggearg 
aqqeaotanc 
aaccagtcta 
t act catgt c 
acatcttttt 
agggacacca 
tgeatatgyy 
tggtggcctg 
tttggcagga 
agctcctt tt 
gaaagattac 
tgctatt cct 
gaagag teag 
geaggecaag 
ggccggcggc 
cgtcatgctg 
ggactgeat c 
caccat cgag 
gggcaege tg 
gtcgcagtcc 
gt teggegeg 
catcctggag 
cgtgcgcgac 
gagcgccggc 
cgagctggcc 
gtaacgcccg 
aacccgagtg 
tacgacccac 
gateggett t 
agecagagga 
y tteetteta 



ctgtatcagt 
tat tat gat a 
get ca tggee 
acaat t cagt 
yceaacacca 
ct caa tgaaa 
a a c r c a a g t a 
cgac tcjqqtg 
gaaa t ct t tg 
t qqacaqtqa 
ggacagcacc 
t acaaccatt 
gccatggaaa 

^tggctgtgt 

yaaatctatt 
t atgacccac 
cggtggacaa 
aact tgtaca 
atcacagatg 
ggat tccctg 
cag tgggatg 
gect tcctgt 
gcgcag tcct 
geegt cagee 
aaggtggcgg 
ggcaaggaca 
cggctgacca 
aceacggtgg 
ctggcgctgc 
caggcgcggc 
ggegaggagg 
aaggtgcagg 
gacagcgcca 
ggccgcgccc 
ggactctcca 
acccacaccg 
aacgaatatg 
aaaaaaaat c 
yyeaety tat 



6180 
6240 
6 3 0 0 
6 360 
6420 
6480 
6 S4 0 
6600 

6 66 0 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 

7 320 
7380 
74 4 0 
7 5 00 
7560 
7620 
7680 
7 7 4 0 
7 8 00 
7860 
7920 
7980 
8040 
8100 
8160 
8220 
8280 
8340 
8400 
84 6 0 
8473 



< 2 1 0 > 4 0 

< 2 1 1 > 2 6 2 8 

-212 ■ PRT 

<2 1 3 • Homo sapi pns 

< 4 0 0 > 4 0 

Met Anp Val Lye Glu Arg Arg Pro Tyr Cys Ser Leu Thr Lys Ser Arg 
1 Li 10 15 

Arg Glu I.ys C ; i \i Arc] Arg Tyr Thr Asn Ser Ser Ala Asp Asn Glu Glu 



Val Pi - Thr Gin Lyn Ser Tyr Ser Ser Ser Glu Thr L-.ni Ly:' 



7S 



Ala Phe Asp His Asp Ser Ser Arg Leu Leu Tyr Gly Asn Arg Val Lys 

50 55 60 

Asp Leu Val His Arg Glu Ala Asp Glu Phe Thr Arg Gin Glu Gin Pro 

65 " 70 75 BO 

M q q^r- Aon Gin Gly Gin Ser Thr Leu Gin ^ro P-u Prn Pro fier His 
85 90 95 

T.vs Gin His Ser Ala Gin His His Pro Ser Tie Thr Ser Leu Asn Arn 
10 0 10 5 HO 

Asn Ser Leu Thr Asn Arg Arg Asn Gin Ser Pro Ala Pro Pro Ala Ala 

115 120 125 

Leu Pro Ala Glu Leu Gin Thr Thr Pro Glu Ser Val Gin Leu Gin Asp 
130 135 140 

Ser Trp Val Leu Gly Ser Asn Val Pro Leu Glu Ser Arg His Phe Leu 
14S 150 155 160 

Phe Lys Thr Gly Thr Gly Thr Thr Pro Leu Phe Ser Thr Ala Thr Pro 
165 170 175 

Gly Tyr Thr Met Ala Ser Gly Ser Val Tyr Ser Pro Pro Thr Arg Pro 
180 185 190 

Leu Pro Arg Asn Thr Leu Ser Arg Ser Ala Phe Lys Phe Lys Lys Ser 
195 200 205 

Ser Lys Tyr Cys Ser Trp Lys Cys Thr Ala Leu Cys Ala Val Gly Val 
210 ' 215 220 

Ser Val Leu Leu Ala He Leu Leu Ser Tyr Phe He Ala Met His Leu 

225 230 235 240 

Phe Gly Leu Asn Trp Gin Leu Gin Gin Thr Glu Asn Asp Thr Phe Glu 

245 250 255 

Asn Gly Lys Val Asn Ser Asp Thr Met Pro Thr Asn Thr Val Ser Leu 
260 265 270 

Pro Ser Gly Asp Asn Gly Lys Leu Gly Gly Phe Thr Gin Glu Asn Asn 
275 280 285 

Thr He Asp Ser Gly Glu Leu Asp Tie Gly Arg Arg Ala Tie Gin Glu 
290 295 300 

He Pro Pro Gly He Phe Trp Arg Ser Gin Leu Phe He Asp Gin Pro 
305 ' 310 iJ 5 320 

Gin Phe L^u Lys Phe Asn He Ser Leu Gin Lys Asp Ala Leu He Gly 

32 5 : 33 5 

Val Tyr CO v Am Lvs Glv Leu Pre; Pre S-i His Thr" Gin Tyr Asp Phe 

M0 ' 3r '° 



7') 



Val Glu Leu Leu Asp Gly Ser Arg Leu He Ala Arg Glu Gin Arg Ser 

35 5 360 365 

Leu Leu Glu Thr Glu Arg Ala Gly Arg Gin Ala Arg Ser Val Ser Leu 

370 375 380 

Hi. nin Ala nly Ph<= Tie Gin Tyr L~u Asp Ser Gly IT Trp Hi«* L~u 
385 390 395 -10 0 

Ala Phe Tvr Asn Asp Gl v Lvs Asn Ala Glu Gin Val Ser Phe Asn Thr 
4 0 5 4 10 4 15 

He Val He Glu Ser Val Val Glu Cys Pro Arg Asn Cys His Gly Asn 

420 425 430 

Gly Glu Cys Val Ser Gly Thr Cys His Cys Phe Pro Gly Phe Leu Gly 
435 440 445 

Pro Asp Cys Ser Arg Ala Ala Cys Pro Val Leu Cys Ser Gly Asn Gly 
450 455 460 

Gin Tyr Ser Lys Gly Arg Cys Leu Cys Phe Ser Gly Trp Lys Gly Thr 
465 470 475 480 

Glu Cys Asp Val Pro Thr Thr Gin Cys He Asp Pro Gin Cys, Gly Gly 
4 85 4 90 4 95 

Arg Gly He Cys He Met Gly Ser Cys Ala Cys Asn Ser Gly Tyr Lys 

500 505 510 

Gly Lys Ser Cys Glu Glu Ala Asp Cys He Asp Pro Gly Cys Ser Asn 
515 520 525 

His Gly Val Cys He His Gly Glu Cys His Cys Ser Pro Gly Trp Gly 
530 535 540 

Gly Ser Asn Cys Glu He Leu Lys Thr Met Cys Pro Asp Gin Cys Ser 

545 550 5 55 56 0 

Gly His Gly Thr Tyr Leu Gin Glu Ser Gly S<-r Cys Thr Cys Asp Pro 
565 570 575 

Asn Trp Thr Gly Pro Asp Cys Ser Asn Glu He Cys Ser Val Asp Cys 
580 585 590 

Gly Ser His Gly Val Cys Met Gly Gly Thr Cys Arg Cys Glu Glu Gly 
595 600 605 

Trp Thr Gly Pro Ala Cys Asn Gin Arg Ala Cys His Pro Arg Cys Ala 

61U 615 620 

Glu His Gly ihr Cys Lys Asp Gly Lys Cys Glu Cys Ser Gin Gly Tip 
;-<• 630 6 35 640 

Asn Glv Giu His Cys Thr He Ala His Tyr L< j u Asp Lys T 1 "-'a I Lys 
64 5 660 '-''5 



80 



« 



Asp Lys He Gly Tyr Lys Glu Gly Cys Pro Gly Leu Cys Asn Ser Asn 

66 0 66 5 6 70 

Gly Arg Cys Thr Leu Asp Gin Asn Gly Gly His Cys Val Cys Gin Pro 

675 680 685 

Gly Trp Arg Gly Ala Gly Cys Asp Val Ala Met Glu Thr L-u r-y-. Thr 
690 695 700 

Asn Ser Lvs Asn Asn Glu Glv Asn Glv Leu Tie Asn Cvs Met Asn Pro 
705 710 715 720 

Asp Cys Cys Leu Gin Ser Ser Cys Gin Asn Gin Pro Tyr Cys Arg Gly 

725 730 735 

Leu Pro Asp Pro Gin Asp He He Ser Gin Ser Leu Gin Ser Pro Ser 
74 0 745 750 

Gin Gin Ala Ala Lys Ser Phe Tyr Asp Arg He Ser Phe Leu He Gly 
755 760 765 

Ser Asp Ser Thr His Val He Pro Gly Glu Ser Pro Phe Asn Lys Ser 
770 775 780 

Leu Ala Ser Val He Arg Gly Gin Val Leu Thr Ala Asp Gly Thr Pro 
785 790 795 800 

Leu He Gly Val Asn Val Ser Phe Phe His Tyr Pro Glu Tyr Gly Tyr 

805 810 815 

Thr lie Thr Arg Gin Asp Gly Met Phe Asp Leu Val Ala Asn Gly Gly 
820 825 830 

Ala Ser Leu Thr Leu Val Phe Glu Arg Ser Pro Phe Leu Thr Gin Tyr 

83 5 84 0 5 

His Thr Val Trp He Pro Trp Asn Val Phe Tyr Val Met Asp Thr Leu 

850 855 860 

Val Met Glu Lvs Glu Glu Asn Asp He Pro Ser Cys Asp Leu Ser Gly 
865 870 875 880 

Phe Val Arg Pro Asn Pro lie lie Val Ser Ser Pro Leu Ser Thr Phe 
885 890 895 

Phe Arg Ser Ser Pro Glu Asp Ser Pro He He Pro Glu Thr Gin Val 
90 0 90 5 910 

Leu His Glu Glu Thr Thr He Pro Gly Thr Asp Leu Lys Leu Ser Tyr 
915 920 925 

Leu Ser S-r ,iq Aia Ala Gly Tyr Lys Ser Val Leu Lys He Thr Met 

930 93 5 94 0 

Thr Gin S-u 11- lie Pro Phe Asn Leu Met Lys Val His Leu Met '.Ml 
94 5 9M) 95 5 



SI 



Ala Val Val Gly Arg Leu Phe Gin Lys Trp Phe Pro Ala Ser Pro Asn 

965 970 975 

Leu Ala Tyr Thr Phe Tie Trp Asp Lys Thr Asp Ala Tyr Asn Gin Lys 

980 985 990 

Vil Tyr Gly T.^u S^r Gin Ala Val Val S^r Val Gly Tyr Glu Tyr Glu 
995 10 00 100S 

Ser Cvs I,pu Asd I,t*u Thr Leu Trn Glu Lvs Arcj Thr Ala lie Leu Gin 
1010 1015 1020 

Gly Tyr Glu Leu Asp Ala Ser Asn Met Gly Gly Trp Thr Leu Asp Lys 
1025 1030 1035 1040 

His His Val Leu Asp Val Gin Asn Gly Tie Leu Tyr Lys Gly Asn Gly 
1045 1050 1055 

Glu Asn Gin Phe He Ser Gin Gin Pro Pro Val Val Ser Ser He Met 
1060 1065 1070 

Gly Asn Gly Arg Arg Arg Ser lie Ser Cys Pro Ser Gys Asn Gly Gin 
1075 1080 1085 

Ala Asp Gly Asn Lys Leu Leu Ala Pro Val Ala Leu Ala Cys Gly He 
1090 1095 1100 

Asp Gly Ser Leu Tyr Val Gly Asp Phe Asn Tyr Val Arg Arg He Phe 
1105 1110 1115 1120 

Pro Ser Gly Asn Val Thr Ser Val Leu Glu Leu Arg Asn Lys Asp Phe 
1125 1130 1135 

Arg His Ser Ser Asn Pro Ala His Arg Tyr Tyr Leu Ala Thr Asp Pro 
1140 1145 1150 

Val Thr Gly Asp Leu Tyr Val Ser Asp Thr Asn Thr Arg Arg He Tyr 
1155 1160 1165 

Arg Pro Lys Ser Leu Thr Gly Ala Lys Asp Leu Thr Lys Asn Ala Glu 
1170 1175 1180 

Val Val Ala Gly Thr Gly Glu Gin Cys Leu Pro Phe Asp Glu Ala Arg 
1185 1190 1195 1200 

Cys Gly Asp Gly Gly Lys Ala Val Glu Ala Thr Leu Met Ser Pro Lys 
1205 1210 1215 

Gly Met Ala Val Asp Lys Asn Gly Leu He Tyr Phe Val Asp Gly Thr 
1220 1225 1230 

Met lie Arg Lys Val Asp Gin Asn Gly He He Ser Thr Leu Leu Gly 
12 3 5 12 4 0 12 4 5 

Ser Asn Asp Leu Thr S- i Ala Aig Pro Leu Thr Cys Asp Thr Ser Met 
12 5 0 i 2 ^5 12 6 0 



82 



Hi- He Spr Gin Val Arg Leu Glu Trp Pro Thr Asp Leu Ala He Asn 
1265 1270 1275 1280 

Pro M et Asp Asn Ser lie Tvr Val Leu Asp Asn Asn Val Val Leu Gin 
L285 1290 1295 

Tl- Thr Glu Asn Arg Gin Val Arg Tie Ala Ala Gly Arg Pro Met His 
1300 1305 1310 

Cvs Gin Val Pro Glv Val Glu Tvr Pro Val Glv Lvs His Ala Val Gin 
U 15 1 3 2 0 13 2 5 

Thr Thr Leu Glu Ser Ala Thr Ala He Ala Val Ser Tyr Ser Gly Val 
1330 1335 1340 

Leu Tvr He Thr Glu Thr Asp Glu Lys Lys He Asn Arg He Arg Gin 
134 5 ' 1350 1355 1360 

Val Thr Thr Asp Gly Glu He Ser Leu Val Ala Gly He Pro Ser Glu 
1365 1370 1375 

Cvs Asp Cys Lys Asn Asp Ala Asn Cys Asp Cys Tyr Gin Ser Gly Asp 
1380 ' 1385 1390 

Gly Tyr Ala Lys Asp Ala Lys Leu Ser Ala Pro Ser Ser Leu Ala Ala 
1395 1400 1405 

Ser Pro Asp Gly Thr Leu Tyr He Ala Asp Leu Gly Asn He Arg He 
1410 1415 1420 

Arg Ala Val Ser Lys Asn Lys Pro Leu Leu Asn Ser Met Asn Phe Tyr 
14 25 1430 1435 1440 

Glu Val Ala Ser Pro Thr Asp Gin Glu Leu Tyr He Phe Asp He Asn 
1445 1450 1455 

Glv Thr His Gin Tyr Thr Val Ser Leu Val Thr Gly Asp Tyr Leu Tyr 
1460 14G5 1470 

Asn Phe Ser Tyr Ser Asn Asp Asn Asp He Thr Ala Val Thr Asp Ser 
1475 1480 1485 

Asn Gly Asn Thr Leu Arg He Arg Arg Asp Pro Asn Arg Met Pro Val 
1490 1495 1500 

Arg Val Val Ser Pro Asp Asn Gin Val He Trp Leu Thr He Gly Thr 
150 5 1510 1515 1520 

Asn Gly Cys Leu Lys Gly Met Thr Ala Gin Gly Leu Glu Leu Val Leu 
lb2 5 1530 1535 

Pho Thr Tvr His Glv Asn Ser Gly Leu L~u Ala Thr Lys Ser Asp Glu 
" 154 0 * 154 5 15 50 

Thr Gly Trp Thr Thr The Phe Asp Tyr Asp Ser Glu Gly Arg Leu Thr 

, r ,r,r. 1 r,C () 156 5 



83 



Asn Val Thr Phe Pro Thr Gly Val Val Thr Asn Leu His Gly Asp Met 
1570 1575 15 8 0 

Asp Lys Ala lie Thr Val Asp He Glu Ser Ser Ser Arq Glu Glu Asp 
1585 ' 1590 1595 1600 

V^l S~r rip Thr Ser Asn I.~u S<=r Rpr Tie A^p R*>r Pl^ Tyr Thr Mer 
1605 1610 1615 

Val Gin Asn Gin Leu Arq Asn Ser Tvr Gin H^ Glv Tvr Asn Glv Ser 
1620 162 5 1610 

Leu Arg He He Tyr Ala Ser Gly Leu Asp Ser His Tyr Gin Thr Glu 
1635 1640 1645 

Pro His Val Leu Ala Gly Thr Ala Asn Pro Thr Val Ala Lys Arg Asn 
1650 16 55 16 60 

Met Thr Leu Pro Gly Glu Asn Gly Gin Asn Leu Val Glu Trp Arg Phe 
1665 1670 1675 1680 

Arg Lys Glu Gin Ala Gin Gly Lys Val Asn Val Phe Gly Arg Lys Leu 

16 8 5 16 90 16 95 

Arg Val Asn Gly Arg Asn Leu Leu Ser Val Asp Phe Asp Arg Thr Thr 
1700 1705 1710 

Lys Thr Glu Lys He Tyr Asp Asp His Arg Lys Phe Leu Leu Arg He 
1715 1720 17 25 

Ala Tyr Asp Thr Ser Gly His Pro Thr Leu Trp Leu Pro Ser Ser Lys 
1730 1735 1740 

Leu Met Ala Val Asn Val Thr Tyr Ser Ser Thr Gly Gin He Ala Ser 
1745 1750 1755 1760 

He Gin Arg Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp Gly Gin Gly 
1765 17 7 0 1775 

Arg He Val Ser Arg Val Phe Ala Asp Gly Lys Thr Trp Ser Tyr Thr 
1780 1785 1790 

Tyr Leu Glu Lys Ser Met Val Leu Leu Levi His Ser Gin Arg Gin Tyr 
1795 1800 1805 

He Phe Glu Tyr Asp Met Trp Asp Arg Leu Ser Ala He Thr Met Pro 
1810 1815 1820 

Ser Val Ala Arg His Thr Met Gin Thr He Arg Ser He Gly Tyr Tyr 
1825 1830 1835 1840 

Arg Asn He Tyr Asn Pro Pit: Glu S-r Asn Ala Ser 1 1 He Thr Asp 
184 5 18 50 i^55 

Tyr Asn Glu Glu Gly Leu I *-u I/m Gin Thr Ala F he Leu Gly Thr Ser 

18 6 0 1 R C, 5 1 R 7 0 



84 



Arg Arg Val Leu Phe Lys Tyr Arg Arg Gin Thr Arg Leu Ser Glu He 

1875 1880 1885 

Leu Tyr Asp Ser Thr Arg Val Ser Phe Thr Tyr Asp Glu Thr Ala Gly 
18 9 0 1895 1900 

Val T.^u Lys Thr Val Asn Leu r;in S^r Asp Gly Ph^ Tlo r-ys Thr He 
1905 1910 1915 1920 

Arq Tvr Arq Gin Tie Glv Pro Leu He Aso Ara Gin Tl*» Phe Arq Phf- 
192 5 193 0 L9JS 

Ser Glu Asp Gly Met Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asp Asn 
1940 1945 1950 

Ser Phe Arg Val Thr Ser Met Gin Gly Val He Asn Glu Thr Pro Leu 
1955 1960 1965 

Pro He Asp Leu Tyr Gin Phe Asp Asp He Ser Gly Lys Val Glu Gin 
1970 1975 1980 

Phe Gly Lys Phe Gly Val He Tyr Tyr Asp He Asn Gin He He Ser 
1985 ' ' 1990 1995 2000 

Thr Ala Val Met Thr Tyr Thr Lys His Phe Asp Ala His Gly Arg He 
2005 2010 2015 

Lys Glu lie Gin Tyr Glu He Phe Arg Ser Leu Met Tyr Trp He Thr 

2020 2025 2030 

He Gin Tyr Asp Asn Met Gly Arg Val Thr Lys Arg Glu He Lys He 
2035 2040 2045 

Gly Pro Phe Ala Asn Thr Thr Lys Tyr Ala Tyr Glu Tyr Asp Val Asp 
2050 2055 2060 

Gly Gin Leu Gin Thr Val Tyr Leu Asn Glu Lys He Met Trp Arg Tyr 
2065 2070 2075 2080 

Asn Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Asn Pro Ser Asn Ser 
2085 2090 2095 

Ala Arg Leu Thr Pro Leu Arg Tyr Asp Leu Arg Asp Arg He Thr Arg 
2100 2105 2110 

Leu Glv Asp Val Gin Tyr Arg Leu Asp Glu Asp Gly Phe Leu Arg Gin 
2115 2120 212 5 

Arg Gly Thr Glu lie Phe Glu Tyr Ser Ser Lys Gly Leu Leu Thr Arg 

" 2 1 3i! 213 5 214 0 

V Tl Fyr S^r Lys Gly Ser Gly Trp Thr Val He Tyr At g Tyr Asp Gly 
;:14^ ' 2150 2 155 2 160 

L<--u Glv Arg Aig Val Ser Ser Lys Thr Ser Leu Gly Gin His Leu Gin 
216 5 H70 2 1"- 



Phe Phe Tyr Ala Asp Leu Thr Tyr Pro Thr Arg He Thr His Val Tyr 

2180 2 18 5 2190 

Asn His Ser Ser Ser Glu He Thr Ser Leu Tyr Tyr Asp Leu Gin Gly 
2195 2200 2205 

His Lru Pb.R M^t Glu Hp Ser S^r Gly Asp Glu Ph<* Tyr 11^ Aln 

2210 2215 2220 

Ser Asp Asn Thr Glv Thr Pro Leu Ala Val Phe Ser S^r Asn Glv Lou 

2225 2230 2235 2240 

Met Leu Lys Gin He Gin Tyr Thr Ala Tyr Gly Glu He Tyr Phe Asp 
2245 2250 2255 

Ser Asn Tie Asp Phe Gin Leu Val Tie Gly Phe His Gly Gly Leu Tyr 
2260 2265 2270 

Asp Pro Leu Thr Lys Leu He His Phe Gly Glu Arq Asp Tyr Asp He 

2275 2280 2285 

Leu Ala Gly Arg Trp Thr Thr Pro Asp He Glu He Trp Lys Arg He 

2290 2295 2300 

Gly Lys Asp Pro Ala Pro Phe Asn Leu Tyr Met Phe Arg Asn Asn Asn 
2305 2310 2315 2320 

Pro Ala Ser Lys He His Asp Val Lys Asp Tyr He Thr Asp Val Asn 
2325 2330 2335 

Ser Trp Leu Val Thr Phe Gly Phe His Leu His Asn Ala He Pro Gly 
2340 2345 2350 

Phe Pro Val Pro Lys Phe Asp Leu Thr Glu Pro Ser Tyr Glu Leu Val 

235 5 2360 2365 

Lys Ser Gin Gin Trp Asp Asp He Pro Pro He Phe Gly Val Gin Gin 
2370 2375 2380 

Gin Val Ala Arg Gin Ala Lys Ala Phe Leu Ser Leu Gly Lys Met Ala 
2385 2390 2395 2400 

Glu Val Gin Val Ser Arg Arg Arg Ala Gly Gly Ala Gin Ser Trp Leu 
2405 2410 2415 

Trp Phe Ala Thr Val Lys Ser Leu He Gly Lys Gly Val Met Leu Ala 
2420 2425 2430 

Val Ser Gin Gly Arg Val Gin Thr Asn Val Leu Asn He Ala Asn Glu 
24 3 5 24 4 0 244 5 

Asp Cys He Lys Val Ala Ala Val Leu Asn Asn Ala Phe Tyr Leu Glu 
2 4 5 0 2 455 2460 

Asn Leu Hi- J'h» Thr II^ Glu Gly Lys Asp Thr His Tyr Phe He Lys 

2 4 6 S 2 4 7 0 2 4 7 5 2 4 8 0 
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Thr Thr Thr Pro Glu Ser Asp Leu Gly Thr Leu Arg Leu Thr Ser Gly 
2485 2490 2495 

Arg Lys Ala Leu Glu Asn Gly He Asn Val Thr Val Ser Gin Ser Thr 
2500 2505 2510 

Thr Val Val Asn Gly Arg Thr Arg Arg Ph~ Ala Asp Val Glu M*»t Gin 
2515 2520 2525 

Phe Gly Ala Leu Ala Leu His Val Arq Tvr Glv Met Thr Leu Aso Glu 
2 5, 0 2535 2540 

Glu Lys Ala Arg He Leu Glu Gin Ala Arg Gin Arg Ala Leu Ala Arg 

2545 2550 2555 2560 

Ala Trp Ala Arg Glu Gin Gin Arg Val Arg Asp Gly Glu Glu Gly Ala 
2565 2570 2575 

Arq Leu Trp Thr Glu Gly Glu Lys Arg Gin Leu Leu Ser Ala Gly Lys 

2580 2585 2590 

Val Gin Gly Tyr Asp Gly Tyr Tyr Val Leu Ser Val Glu Gin Tyr Pro 
2595 2600 2605 

Glu Leu Ala Asp Ser Ala Asn Asn He Gin Phe Leu Arg Gin Ser Glu 
2610 2615 2620 

He Gly Arg Arg 

2625 



< 2 1 0 > 41 

<211> 84 8 7 

<212> DNA 

•213 - Homo sapiens 



<400> 41 

actcactata gggctcgagc ggccgcccgg 
acicyggyaat ctcLLLLLLL yaaLaaagaa 
caagtggcgg agcggaggag tcaaggatta 
cgtgattggg ctctcccgcg atctgcaccg 
gaaccctgag cctaagttgt caccagcagg 
ggatgtgaaa gaacgcaggc cttactgctc 
gcgctacaca aattcctccg cagacaatga 
cagttccagc gagacattga aagcttt tga 
cagagtgaag gatttggttc acagagaagc 
aagcaatcaa ggccagtcta ccctgcagcc 
acagcatcat ccatccatca cttctctcaa 
gagtccggcc ccgccggctg ctttgcccgc 
gctgcaggac agctgggtcc ttggcagtaa 
caaaacagga acaggtacaa cgccactgtt 
atctggctct gtttattcac cacctactcg 
tqcttttaaa ttcaaqaagt cttcaaagta 
cytaggggtc tcygtyctcc tgycaatact 
tggcctcaac tggcaqctac agcagactga 
ttctgatacc atgccaacaa acactgtytc 
tgqat t.ta«.:g ca ay -taaa t a acaccataga 



gcaggtccca tttgacagaa aaaggcagta CO 
gaayaagaaa laaaytacct gLcaLcttya 120 
taaatgatca cagccaggtc cagctcgccc 180 
ggggaagcgc atgagaggcc aatgagactt 240 
actgatgtgc acacagaagg aatgaagtat 300 
cctgaccaag agcagacgag agaaggaacg 360 
ggagtgccgg gtacccacac agaagtccta 420 
tcatgattcc tcgcggctgc tttacggcaa 480 
agacgagttc actagacaag agcaacctgc 540 
cttgccgcct tcccataagc agcactctgc 600 
cagaaactcc ctgaccaata gaaggaacca 660 
cgagctgcaa accacacccg agtccgtcca 720 
tgtaccactg gaaagcaggc atttcctatt 780 
cagtactgca accccaggat acacaatggc 840 
gccactacct agaaacaccc tatcaagaag 900 
ctgtaqrtqq aaatqcactq cactgtgtgc 96 0 
cctgtcttat tttalaycaa Lgcatctctt 1020 
aaatgacaca t t tyagaat.g gaaaagtgaa 108 0 
attaccttct gy aqa c a a t g g a a a a ttagg 114 0 
ttcccjgayaa < -t t ga t a t. r.g 'H'cqaagagc 1-00 
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aattcaagag attcctcccg ggatcttctg 
gtt.tcttaaa ttcaatatct ctcttcagaa 
aggcttaccg ccttcccatd ctcagtatga 
gattgccaga gagcagcgga gcctgcttya 
cgtcagcctt catgaggccg gctttatcca 
ttttr.ataat qatqggaaaa atgcaqagca 
tgtggtggaa rgtrrccgaa attgcratgg 
ttqttttcca qqatttCtqq qtccqqattq 
tggcaar-gyg rag r act cca agggccgctg 
qtqtqatat q rcqactaccc aqtqtattqa 
catgggctcc tgtgcttgca actcaggata 
tatagaccct gggtgttcta atcatggtgt 
aggatgggga gqtagcaatt gtgaaatact 
ccacggaacg tatcttcaag aaagtggctc 
ayacLgctca aacgaaaLat yttctgtyya 
gacgtgtcgc tgtgaagaag gctggacggg 
ccgctgtgcc gagcacggga cctgcaagga 
tggagagcac tgcactatcg agggttgtcc 
cctggaccaa aatggctggc attgtgtgtg 
cgtagccatg gagactcttt gcacagatag 
ctgcatggat cccgattgct gcctacagag 
actgccggat cctcaggaca tcattagcca 
caaatccttt tatgatcgaa tcagtttcct 
tggagaaagt cctttcaata agagccttgc 
tgatggaact ccacttattg gagtaaatgt 
tactattacc cgccaggacg gaatgtttga 
Lttggtattt gaacgatccc cattcctcac 
tgtcttttat gtgatggata ccctagtcat 
tgatctgagt ggattcgtga ggccaaatcc 
tttcagatct tctcctgaag acagtcccat 
aactacaatt ccaggaacag atttgaaact 
taagtcagtt ctcaagatca ccatgaccca 
tcatcttatg qtagctgtag taggaagact 
cttggcctat actttcatat gggataaaac 
atctgaagct gttgtgtcag ttggatatga 
ggaaaagagg actgccattc tgcagggcta 
gacattagat aaacatcacg tgctggatgt 
ggaaaaccag ttcatctccc agcagcctcc 
aagycycayc aLtLcctycc ccagttgcaa 
cccagtggcg ctagcttgtg ggatcgatgg 
gcggcggata ttcccttctg gaaatgtaac 
tagacatagc agcaacccag ctcatagata 
tctgtacgtt tctgacacaa acacccgcag 
aaaagacttg actaaaaatg cagaagtcgt 
tgacgaggcg agatgtgggg atggagggaa 
aggaatgqca gttgataaga atggattaat 
agttgaccaa aatggaatca tatcaactct 
acctttaact tqtgacacca gcatgcacat 
cctagccatt aaccctatgg ataactccat 
gatcactgaa aatcgtcaag ttcgcattgc 
cggagtggaa tatcctgtgg ggaagcacgc 
cat. t g c t g L g r.cct a c a g t g y gg t cc t y t a 
ccqqataaqq raqut racaa cagatggaga 
ytgtgactgc aa.iaatg.itg ccaactgtga 
ggat qccaaa rt.r. autqcrc catcctccct 
tycaqatrta aaqa it-.l cc ggat ccqqgc 
t -it ■ i a a (.. " i t / * /it ■ i ' «•■■•: t y eg t ct cca ac 




gagatcacag ctcttcattg atcagccaca 1260 

ggatg catty attggagtat atggccggaa 132C 

cttcgtggag ctcctggatg gcagcaggct 1380 

gaeggagaga gccgggcggc aggegagate 144 0 

gtacttggat tctggaatct ggcatctggc 1500 

ygtgtctttt aataccattq ttatagagtc 1560 

aaat-ggagaa tgcgtttctg gaa^ttg^a 1620 

ttcaaqagee qcctqtccaq tqttatqtaq 1680 

cctgtgrrtc: agcggctgga agggcaccga 1740 

cccacaatQt qqqqqtcqtq qqat.ttatat 1800 
caaaggagaa agttgtgaag aagctgactg 1860 
gtqtatccac ggggaatgtc actgcaqtcc 1920 
gaagaccatg tgtccagacc agtgctccgg 1980 
ctgcacgtgt gaccctaact ggactggccc 2040 
cLytyyctca cacyycgttt gcatgyyyyy 2100 
cccaacctgt aatcagagag cctgccaccc 2160 
tggcaagtgt gaatgeagee atggctggaa 2220 
tggtctgtgc aacagcaatg gaagatgtac 2280 
ccagcctgga tggagaggag caggctgtga 2340 
caaggacaat gaaggagatg gactcattga 2400 
ttcctgccag aatcagccct attgtcgggg 2460 
aagccttcaa tcgccttctc ageaagctge 2520 
tataggatct gatagcaccc atgttatacc 2580 
atctgtcatc agaggecaag tactgactgc 2640 
ctegttttte cattacccag aatatggata 2700 
cttggtggca aatggtgggg cctctctaac 2760 
tcagtatcac actgtgtgya ttccatggaa 2820 
ggagaaagaa gagaatgaca ttcccagctg 2880 
catcattgtg tcatcacctt tatccacctt 2940 
cattcccgaa acacaggtac tccacgagga 3000 
ctcctacttg agttccagag ctgcagggta 3060 
gtctattatt ccatttaatt taatgaaggt 3120 
cttccaaaag tggtttcctg cctcaccaaa 3180 
agatgeatat aatcagaaag tctatggtct 3240 
gtatgagtcg tgtttggacc tgactctgtg 3300 
tgaattggat gcgtccaaca tgggtggctg 3 360 
acagaaeggt atactgtaca agggaaaegg 3420 
agtcgtgagt agcatcatgg gcaatgggcg 34 30 
tggtcaagct gatggtaaca ayttactyyc 3540 
cagtctgtac gtaggegatt. teaactaegt 3600 
aagtgtctta gaactaagaa ataaagattt 3660 
ctaccttgca aeggatccag teaegggaga 3720 
aatttatege ccaaagtcac ttaeggggge 3780 
cgcagggaca ggggagcaat gccttccgtt 3840 
ggccgtggaa gccacactca tgagtcccaa 3900 
ctactttgtt gatggaacca tgattaggaa 3960 
tctgggctct aacgatttga cttcagccag 4020 
cagecaggta cgtctggaat ggcccactga 4080 
ttatgtcctg gataataatg tagttttaca 4140 
tgctggacgg cccatgcact gtcaggttcc 4200 
ggtgcagaca acactggaat cagccactgc 4 260 
cattactgaa actgatgaga agaaaattaa 4 12o 
aatctcctta gtggccggaa t.accr.traaa 4 2 ^(' 
c-tgttaccag aytggagatg yctacyccaa 444 1 '' 
ggctgettet ccagatggta cactgtatat 4F.-0- 
ttjtgtcaaag aataagcett tarttaact c 4 ' - ' ! 
tyatcaagaa ctctacatct 1 1 g.ica t < aa 4-.. 
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tggtactcac caatatactg taagtttagt 
c-agcaatgac aatgatatta ctgctgtgac 
acgggaccca aatcgcatgc cagttcgagt 
gacaatagga acaaatggat gtttgaaagg 
gttLactLac catggcaata gtggcctttt 
aacgt.ttttt gactatgaca gtqaaggtcg 
ggtraraaac f ty-angggg ar-atrggaraa 
ccqaqaaqaa qatqtcaqca tcacttcaaa 
ggt tea agar ragrtaagaa acaqctacca 
ctacqccaat aarctqaact cacactacca 
taatccgacg gttgccaaaa gaaacatgac 
ggaatggaga ttccgaaaag agcaagccca 
cagggttaat ggcagaaacc tcctttcagt 
gatctatgac gaccaccgta aatttctact 
yactctcLgg c Ly ccaayca ycaagctgat 
teaaattgee agcatccagc gaggcaccac 
gaggategtg tetegggtet ttgctgatgg 
gtccatggtt cttctgcttc atagecageg 
ccgcctgtct gccatcacca tgcccagtgt 
cattggctac t.accgcaaca tatacaaccc 
ctacaacgag gaagggctgc ttctacaaac 
attcaaatac agaaggcaga ctaggctctc 
ttttacctat yatgaaacag caggagtcct 
tatttgeace attagataca ggcaaattgg 
tagtgaagat gggatggtaa atgeaagatt 
gaccagcatg cagggtgtga tcaatgaaac 
LgacaLttct ygcaaagLOg aycaytttyy 
ccagatcatt tctacagctg taatgaccta 
caaggagatt caatatgaga tattcaggtc 
taacatgggt egggtaacca agagagagat 
atatgettat gaatatgatg ttgatggaca 
aatgtggcgg tacaactacg atctgaatgg 
tgcgcgtctg acaccccttc gctatgacct 
teaatategg ttgqatgaag atggtttcct 
tagctccaag gggctt ctaa ctcgagttta 
ccgttatgac ggcctgggaa ggcgtgtttc 
gtttttttat gctgacttaa cttatcccac 
ttcagaaatt acctccctgt attatyatct 
cagLyyyyaL yaaLUtaLa Ltgcatcyya 
tagcaatggg ettatgetga aacagattca 
ctctaatatt gactttcaac tggtaattgg 
caaattaatc cactttggag aaagagatta 
tgacatagaa atctggaaaa gaattgggaa 
taggaataac aaccctgcaa gcaaaatcca 
cagctggctg ytyacattty gtttccatct 
caaatttgat. ttaacagaac ct tct. f.acga 
accgcccatc tteggagtec agcagcaagt 
ggggaagatg gccgaggtgc aggtgagccg 
gtggttcgcc aeggtcaagt egctgategg 
ccgcgtgcag accaacgtgc tcaacatcgc 
gctcaacaac gccttctacc tggagaacct 
ctacttcatc aa qar-c ieca fgcorgayay 
ccgcaaggcg ft ggagaarg qcat.caarqt 
eggcaggacq ■:: iciq'it !.::q rggacgtyya 
ycyctacgqc ar qac-c r aa acyaqyaqaa 
cgcrgctrgrv :-cig-jr-;.-? quo • -y r--y. ■ ga< i - -a 
arqret . •'. ■'•■■) !■ a ?aq : i • : i i.iayyy<- 1 




cactggtgat tacctttaca at t t tagcta 4680 
agacagcaat ggcaacaccc ttagaattag 4 74 0 
ggtgtctcct gataaccaag tgatatggtt 4 8 00 
catgactyct caaggactyg aattagtttt 4860 
agecactaaa agtgatgaaa ctggatgyac 4 920 
tctgacaaat gttacgtttc caactqgaqt 4 980 
ggctat <-af a gtggarattg agt.ratrtrag 5040 
tctqtcctcq atcqattctt tctacaccat 5100 
gat tggf.t-at- gacggctccc tcagaatt af 5 160 
aacaaanccc; cacqrtctoq ctqqcaccqc 5220 
tttgcctggc gagaaeggtc aaaacttggt 5280 
aqgqaaagtc aatgtctttg gccgcaagct. 5340 
tgactttgat cgaacaacaa agacagaaaa 5400 
gaggatcgee tacgacacgt ctgggcaccc 5460 
ggccgtcddt gtcacctatt catccacagg 5520 
taycyayaaa gtagattatg aeggacaggg 5580 
taaaacatgg agttacacat atttagaaaa 564 0 
gcagtacatc ttcgaatacg atatgtggga 5700 
ggctcqccac accatgeaga ccatccgatc 5760 
cccggaaagc aacgcctcca teatcaegga 5820 
agctttcttg ggtacaagtc ggagggtctt 5880 
agaaatttta tatgatagca caagagtcag 5940 
aaagacayta aacctccaga gtgatggttt 6000 
tcccctgatt gacaggcaga ttttccgett 6060 
tgactatagc tatgacaaca gctttcgagt 6120 
gccactgcct attgatctgt atcagtttga 6180 
aaaytttyya gttatatatt atgatatLaa 6 24 0 
tacgaagcac tttgatgetc atggccgtat 6300 
gctcatgtac tggattacaa ttcagtatga 6360 
taaaataggg ccctttgcca acaccaccaa 6420 
gctccaaaca gtttacctca atgaaaagat 6480 
aaacctccat ttactgaacc caagtaacag 6540 
gcgaqacaya atcactcgac tgggtgatgt 6600 
aegtcaaaqg ggcacggaaa tctttgaata 6660 
cagtaaaggc agtggctgga cagtgatcta 6720 
tagcaaaacc agtctaggac agcacctgca 6780 
taggattact catgtctaca accattcgag 6840 
ccaaggacat etttttgeca tggaaatcay 6 9 00 
Laacacayyy acaccacLyy ctytyLLcay 6 96 0 
gtacactgea tatggggaaa tctattttga 7020 
atttcatggt ggcctgtatg acccactcac 7080 
tgacattttg geaggaeggt ggacaacacc 7140 
ggacccagct ccttttaact tgtacatgtt 7200 
tgacgtgaaa gattacatca cagatgttaa 7260 
geacaatget attcctggat tccctgttcc 7320 
acttgtgaag agtcagcagt gggatgatat 7380 
ggcgcggcag gccaaggcct tcctgtcgct 7440 
gcgccgggcc ggcggcgcgc agtcctggct 7500 
caagggegtc atgctggccg teagecaggg 7560 
caacgaggac tgcatcaagg tggcggccgt 7620 
gcacttcacc atcgagggca aggacacgea 7680 
cyacct.gggc aegctgeggt tgaccaycyy 7 74 0 
qacgqtgtcq caqtccacca cggtgytgaa 7 8 0 0 
yat ycayttc ggcgcgctgg cgctgcacyt. 7 3 6 ( 
(igrqcgcatc ctggagcagg cgcggcagcy 792 <: 
qcayrgcqt g cgcgacggcg aggagqejeae 
j ♦ i ' t < 1 i ' ■' qceggcaagg t y cay y yet: a 804'. 
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cgacgggtac 
ea t ercay t 1 c 
ayccyct.cac 
ccaagagcct 
aacridycjacc 
cat atqcata 

,'T'T ).'-.!. i-V-jq 

e t a a c: 1 1 1 a a 



tacgtact ct 
ctgcggcaga 
yccctgccca 
t cctcccggg 
gctLttttcc 
qcqctqcact 

aa aaaaaaaa 



cggtggagca 

g eg ay at egg 
cattgtcctg 
ggaatgagac 
gaatgacctt 
caqteqqaet 
rt-g^gr-tggg 
aaaaaaq 



g t accccgag 
caggaggtaa 
tggcacaacc 
tgctgt tacg 
aaagg tgatc 
qaacgt agee 
regt rtgttr 



ctggccgaca 
cgcccgggee 
cgagtgggac 
acccacaccc 
ggctttaacg 
agaqqaaaaa 
ft r ft aggra 



gcgccaacaa 
gcgcccgceg 
t ctccaacgc 
acaccgcgaa 
aatatgttta 
aaaatcatca 
etgtat t 1 aa 



8100 
8 160 
8220 
8280 
8340 
8400 
8460 
84 87 



- 2 1 0 > 4 2 

<: 2 1 1 .« 2 6 13 
<212> PRT 

- 2 1 i > Homo sapiens 
^400 > 4 2 

Mpt Asp Val Lvs Glu Arg Arg Pro Tyr Cys Ser Leu Thr L.ys Ser Arg 
15 10 15 

Arg Glu Lys Glu Arg Arg Tyr Thr Asn Ser B«=r Ala Asp Asn Glu Glu 
20 25 30 

Cys Arg Val Pro Thr Gin Lys Ser Tyr Ser Ser Ser Glu Thr Leu Lys 

3 5 4 0 4S 

Ala Phe Asp His Asp Scr Ser Arg Leu Leu Tyr Gly Asn Arg Val Lys 

50 ' 5b 6 0 

Asp Leu Val His Arg Glu Ala Asp Glu Phe Thr Arg Gin Glu Gin Pro 
6 5 70 75 80 

Ala Ser Asn Gin Gly Gin Ser Thr Leu Gin Pro Leu Pro Pro Ser His 
85 90 95 

Lys Gin His Ser Ala Gin His His Pro Ser lie Thr Ser Leu Asn Arg 
100 105 110 

Asn Ser Leu Thr Asn Arg Arg Asn Gin Ser Pro Ala Pro Pro Ala Ala 
115 120 125 

Leu Pro Ala Glu Leu Gin Thr Thr Pro Glu Ser Val Gin Leu Gin Asp 
130 135 140 

Ser Trp Val Leu Gly Ser Asn Val Pro Leu Glu Ser Arg His Phe Leu 
145 ~ 150 155 160 

Phe Lys Thr Gly Thr Gly Thr Thr Pro Leu Phe Ser Thr Ala Thr Pro 
165 170 175 

Gly Tyr Thr Met Ala Ser Gly Ser Val Tyr Ser Pro Pro Thr Arg Pro 
180 185 190 

Lou Pro Arg Asn Thr Leu Ser An Ser Ala Phe Lys Phe Lys Lys Ser 

195 2 00 20 5 

r l.ys Tyr Cys S^r Trp Ly.< Cys Thr Ala Lf>u Cys Ala Val Gly Val 
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Ser Val Leu Leu Ala lie Leu Leu Ser Tyr Phe He Ala Met His Leu 

225 230 235 240 

Phe Gly Leu Asn Trp Gin Leu Gin Gin Thr Glu Asn Asp Thr Phe Glu 

24 5 2 50 25 5 

Asn Gly Lvs Val Asn Ser Asp Thr Met Pro Thr Asn Thr Val Ser Leu 

o r, o 2 6 5 2 7 0 

Pro Ser Glv Asp Asn Gly Lys Leu Gly Gly Phe Thr Gin Glu Asn Asn 

27 5 280 28 5 



Thr 



He Asp Ser Gly Glu Leu Asp He Gly Arg Arg Ala He Gin Glu 



He Pro Pro Glv He Phe Trp Arq Ser Gin Leu Phe He Asp Gin Pro 
305 310 315 320 

Gin Phe Leu Lys Phe Asn He Ser Leu Gin Lys Asp Ala Leu He Gly 

325 330 3 35 

Val Tyr Gly Arg Lys Gly Leu Pro Pro Ser His Thr Gin Tyr Asp Phe 

34 0 34 5 350 

Val Glu Leu Leu Asp Gly Ser Arg Leu He Ala Arg Glu Gin Arg Ser 

355 360 3 65 

Leu Leu Glu Thr Glu Arg Ala Gly Arg Gin Ala Arg Ser Val Ser Leu 
370 375 380 

His Glu Ala Gly Phe He Gin Tyr Leu Asp Ser Gly He Trp His Leu 
385 390 395 400 

Ala Phe Tyr Asn Asp Gly Lys Asn Ala Glu Gin Val Ser Phe Asn Thr 
405 410 415 

He Val He Glu Ser Val Val Glu Cys Pro Arg Asn Cys His Gly Asn 
420 425 430 

Gly Glu Cys Val Ser Gly Thr Cys His Cys Phe Pro Gly Phe Leu Gly 
435 440 445 

Pro Asp Cys Ser Arg Ala Ala Cys Pro Val Leu Cys Ser Gly Asn Gly 

450 455 4 60 

Gin Tyr Ser Lys Gly Arg Cys Leu Cys Phe Ser Gly Trp Lys Gly Thr 
465 ' 470 475 480 

Glu Cvs Asp Val Pro Thr Thr Gin Cys He Asp Pro Gin Cys Gly Gly 

485 490 495 

Arg Glv Cvs He Met Gly S-r Cys Ala Cys Asn Ser Gly Tyr Lys 

5 00 505 510 

Gly Glu S-r Cys Glu Glu Ala Asp Cys 11 ^ Asp Pro Gly Cys S~r Asn 



His Gly Val Cys He His Gly Glu Cys His Cys Ser Pro Gly Trp Gly 
530 535 540 

Gly Ser Asn Cys Glu He Leu Lys Thr Met Cys Pro Asp Gin Cys Ser 
545 ' 550 555 550 

Gly His Glv Thr Tvr Leu Gin Glu Ser Glv Ser Cys Thr Cys Asp Pro 

5 6 5 S70 5 7 5 

Asn Trp Thr Glv Pro Asp Cys Ser Asn Glu He Cys Ser Val Asp Cys 
580 585 590 

Gly Ser His Gly Val Cys Met Gly Gly Thr Cys Arg Cys Glu Glu Gly 

5 c,5 GOO G 05 

Trp Thr Gly Pro Thr Cys Asn Gin Arg Ala Cys His Pro Arg Cys Ala 
610 615 62 0 

Glu His Gly Thr Cys Lys Asp Gly Lys Cys Glu Cys Ser His Gly Trp 
625 630 G35 640 

Asn Gly Glu His Cys Thr He Glu Gly Cys Pro Gly Leu Cys Asn Ser 

64 5 5 5 0 6 5 5 

Asn Gly Arg Cys Thr Leu Asp Gin Asn Gly Trp His Cys Val Cys Gin 

660 G6 5 6/0 

Pro Gly Trp Arg Gly Ala Gly Cys Asp Val Ala Met Glu Thr Leu Cys 
675 680 6 8 5 

Thr Asp Ser Lys Asp Asn Glu Gly Asp Gly Leu He Asp Cys Met Asp 
690 695 700 

Pro Asp Cys Cys Leu Gin Ser Ser Cys Gin Asn Gin Pro Tyr Cys Arg 
705 710 715 720 

Gly Leu Pro Asp Pro Gin Asp He He Ser Gin Ser Leu Gin Scr Pro 

725 730 73 5 

Ser Gin Gin Ala Ala Lys Ser Phe Tyr Asp Arg He Ser Phe Leu He 
740 745 7 50 

Gly Ser Asp Ser Thr His Val He Pro Gly Glu Ser Pro Phe Asn Lys 

755 760 765 

Ser Leu Ala Ser Val He Arg Gly Gin Val Leu Thr Ala Asp Gly Thr 
770 775 780 

Pro Leu He Gly Val Asn Val Ser Phe Phe His Tyr Pro Glu Tyr Gly 

785 790 795 R00 

Tyr Thr He Thr Arg Gin Asp Gly Met Phe Asp Leu Val Ala Asn Gly 
8 0 5 8 10 8 15 

Gly Ala S<-r Leu Thr L<-u Val Phe Glu A n S^r Pro Ph" L"U Tin Gin 

82 0 5.. 5 J - 0 



l )2 



Tvr His Thr Val Trp He Pro Trp Asn Val Phe Tyr Val Met Asp Thr 
835 840 84 5 

Leu Val Met Glu Lys Glu Glu Asn Asp He Pro Ser Cys Asp Leu Ser 
850 855 860 

Glv Phe Val Arq Pro Asn Pro He He Val Ser Ser Pro Leu Ser Thr 

865 870 875 8R0 

Phe Phe Arg Ser Ser Pro Glu Asp Ser Pro He He Pro Glu Thr Gin 
885 890 895 

Val Leu His Glu Glu Thr Thr He Pro Gly Thr Asp Leu Lys Leu Ser 

900 90 5 510 

Tyr Leu Ser Ser Arg Ala Ala Gly Tyr Lys Ser Val Leu Lys He Thr 
915 920 925 

Met Thr Gin Ser He He Pro Phe Asn L«=u Met Lys Val His Leu Met 
930 935 940 

Val Ala Val Val Gly Arg Leu Phe Gin Lys Trp Phe Pro Ala Ser Pro 

945 950 955 960 

Asn Leu Ala Tyr Thr Phe He Trp Asp Lys Thr Asp Ala Tyr Asn Gin 

96b 970 97 5 

Lys Val Tyr Gly Leu Ser Glu Ala Val Val Ser Val Gly Tyr Glu Tyr 

980 985 990 

Glu Ser Cys Leu Asp Leu Thr Leu Trp Glu Lys Arg Thr Ala He Leu 
995 1000 1005 

Gin Gly Tyr Glu Leu Asp Ala Ser Asn Met Gly Gly Trp Thr Leu Asp 
1010 1015 1020 

Lys His His Val Leu Asp Val Gin Asn Gly He Leu Tyr Lys Gly Asn 
1025 1030 1035 1040 

Gly Glu Asn Gin Phe He Ser Gin Gin Pro Pro Val Val Ser Ser He 
1045 1050 1055 

Met Gly Asn Gly Arg Arg Arg Ser He Ser Cys Pro Ser Cys Asn Gly 
1060 1065 1070 

Gin Ala Asp Gly Asn Lys Leu Leu Ala Pro Val Ala Leu Ala Cys Gly 
1075 1080 1085 

He Asp Gly Ser Leu Tyr Val Gly Asp Phe Asn Tyr Val Arg Arg He 
1090 109 5 1100 

Phe Pro Ser Gly Asn Val Thr Set Val Leu Glu Leu Arg Asn Lys Asp 
1105 1 1 1 0 1115 i 12 0 

Phe Arg Hir =W Ser Asn Pro Ala His Arg Tyr Tyr Leu Ala Thr Asp 
i 1 . 5 IliO H ; - 



Pro Val Tin Gly Asp Leu Tyr Val Ser Asp Thr Asn Thr Arg Ary lie 
L14 0 1145 1150 

Tyr Arg Pro Lys Ser Leu Thr Gly Ala Lys Asp Leu Thr Lys Asn Ala 
1 155 1160 1165 

Glu Val Val Ala Gly Thr Gly Glu Gin Cys Leu Pro Phe Asp Glu Ala 
1170 1175 1 1 R 0 

Arg Cys Gly Asp Gly Gly Lys Ala Val Glu Ala Thr Leu Met Ser Pro 
1185 1190 1195 1200 

Lys Gly Met Ala Val Asp Lys Asn Gly Leu lie Tyr Phe Val Asp Gly 

1205 1210 1215 

Thr Met lie Arg Lys Val Asp Gin Asn Gly He Tie Ser Thr Leu L<=u 
1220 1225 1230 

Gly Ser Asn Asp Leu Thr Ser Ala Arg Pro Leu Thr Cys Asp Thr Ser 
1235 1240 1245 

Met His He Ser Gin Val Arg Leu Glu Tip Pro Thr Asp Leu Ala He 
12 5 0 12 5 5 12 6 0 

Asn Pro Met Asp Asn Ser He Tyr Val Leu Asp Asn Asn Val Val Leu 
12 6 5 12/0 12/5 1280 

Gin He Thr Glu Asn Arg Gin Val Arg He Ala Ala Gly Arg Pro Met 
1285 1290 1295 

His Cys Gin Val Pro Gly Val Glu Tyr Pro Val Gly Lys His Ala Val 
1300 1305 1310 

Gin Thr Thr Leu Glu Ser Ala Thr Ala He Ala Val Ser Tyr Ser Gly 
1315 1320 1325 

Val Leu Tyr He Thr Glu Thr Asp Glu Lys Lys He Asn Arg He Arg 
1330 1335 1340 

Gin Val Thr Thr Asp Gly Glu lie Ser Leu Val Ala Gly He Pro Ser 
1345 1350 1355 1360 

Glu Cys Asp Cys Lys Asn Asp Ala Asn Cys Asp Cys Tyr Gin Ser Gly 
1365 1370 1375 

Asp Gly Tyr Ala Lys Asp Ala Lys Leu Ser Ala Pro Ser Ser Leu Ala 
1380 1385 1390 

Ala Ser Pro Asp Gly Thr Leu Tyr lie Ala Asp Leu Gly Asn He Arg 
1395 1400 1405 

He Arg Ala Val Ser Lys Asn Lys Pro Leu Lei; Asn Ser Met Asn Phe 
14 10 14 15 142 0 

Tyr Glu Val Ala S«=r Pro Thr Asp Gin Glu Leu Tyr He Phe Asp He 
142 5 i 4 } 0 i 4 -. : - 14 4 0 



Asn Gly Thr His Gin Tyr Thr Val Ser Leu Val Thr Gly Asp Tyr Leu 
14 45 H50 1455 

Tyr Asn Phe Ser Tyr Ser Asn Asp Asn Asp He Thr Ala Val Thr Asp 
1460 1465 1470 

Ser Asn Gly Asn Thr Leu Arq He Arq Arq Asp Pro Asn Arq Met Pro 
H7S 14 8 0 14 8 5 

Val Arq Val Val Ser Pro Asp Asn Gin Val Tie Trp Leu Thr He Gly 
!490 1495 1500 

Thr Asn Gly Cys Leu Lys Gly Met Thr Ala Gin Gly Leu Glu Leu Val 
1305 ' ' 1510 1515 1520 

Leu Phe Thr Tyr His Gly Asn Ser Gly Leu Leu Ala Thr Lys Ser Asp 
152 5 ' 1530 1535 

Glu Thr Gly Trp Thr Thr Phe Phe Asp Tyr Asp Ser Glu Gly Arg Leu 
1^40 154 5 1550 

Thr Asn Val Thr Phe Pro Thr Gly Val Val Thr Asn Leu His Gly Asp 
1555 1560 1565 

Met Asp Lys Ala He Thr Val Asp He Glu Ser Ser Ser Arg Glu Glu 
i 5 v o 15 7 5 15 8 0 

Asp Val Ser He Thr Ser Asn Leu Ser Ser He Asp Ser Phe Tyr Thr 
1585 1590 1595 1600 

Met Val Gin Asp Gin Leu Arq Asn Ser Tyr Gin He Gly Tyr Asp Gly 
1605 1610 1615 

Ser Leu Arg He He Tyr Ala Ser Gly Leu Asp Ser His Tyr Gin Thr 
1620 1625 1630 

Glu Pro His Val Leu Ala Gly Thr Ala Asn Pro Thr Val Ala Lys Arg 
1635 1640 1645 

Asn Met Thr Leu Pro Gly Glu Asn Gly Gin Asn Leu Val Glu Trp Arg 
1650 1655 1660 

Phe Arg Lys Glu Gin Ala Gin Gly Lys Val Asn Val Phe Gly Arg Lys 
1665 1670 1675 1680 

Leu Arg Val Asn Gly Arg Asn Leu Leu Ser Val Asp Phe Asp Arg Thr 
1685 1690 1695 

Thr Lys Thr Glu Lys He Tyr Asp Asp His Arg Lys Phe Leu Leu Arg 
1700 1705 17 10 

II* Ala Tyr Asp Thr Ser Gly His Pro Thr Leu Trp Leu Pio Ser f.«r 
1715 172 0 1 '■ 5 

Lvs L^u M-t Ala Val Asn Val Thr Tyr Ser Ser Thr Gly Gin II- Ala 

L.30 1735 1710 



95 



Ser He Gin Arg Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp Gly Gin 
1745 1750 1755 1760 

Giy Arg He Val Ser Arg Val Phe Ala Asp Gly Lys Thr Trp Ser Tyr 
1765 1770 177 5 

Thr Tvr Leu Glu Lys Ser Met Val Leu Leu Leu His Ser Gin Arq Gin 
] 7 8 0 17 8 5 17 9 0 

Tyr He Phe Glu Tyr Asp Met Trp Asp Arg Levi Ser Ala He Thr Met 
1795 1800 1805 

Pro Ser Val Ala Arg His Thr Met Gin Thr He Arg Ser He Gly Tyr 
1810 1815 1820 

Tyr Arg Asn He Tyr Asn Pro Pro Glu Ser Asn Ala Ser He He Thr 
1825 1830 1835 1840 

Asp Tyr Asn Glu Glu Gly Leu Leu Leu Gin Thr Ala Phe Leu Gly Thr 
1845 1850 1855 

Ser Arg Arg Val Leu Phe Lys Tyr Arg Arg Gin Thr Arg Leu Ser Glu 
1860 1865 1370 

He Leu Tyr Asp Ser Thr Arg Val Ser Phe Thr Tyr Asp Glu Thr Ala 

18 7b 1880 1885 

Gly Val Leu Lys Thr Val Asn Leu Gin Ser Asp Gly Phe He Gys Thr 
1890 1895 1900 

lie Arg Tyr Arg Gin He Gly Pro Leu He Asp Arg Gin He Phe Arg 
1905 1910 ^ 1915 1920 

Phe Ser Glu Asp Gly Met Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asp 
1925 1930 1935 

Asn Ser Phe Arg Val Thr Ser Met Gin Gly Val He Asn Glu Thr Pro 
1940 1945 1950 

Leu Pro He Asp Leu Tyr Gin Phe Asp Asp He Ser Gly Lys Val Glu 
1955 1960 1965 

Gin Phe Gly Lys Phe Gly Val He Tyr Tyr Asp He Asn Gin He He 
1970 1975 1980 

Ser Thr Ala Val Met Thr Tyr Thr Lys His Phe Asp Ala His Gly Arg 
1985 1990 1995 2000 

He Lys Glu He Gin Tyr Glu lie Phe Arg Ser Leu Met Tyr Trp He 
2005 2010 2015 

Thr 11^ Gin Tyr Asp Asn Mot Gly Arg Val Thr Lys Arg Glu I In Lys 

20 2 0 2025 2 0 3 0 

ilf r. \ y Pro Phe Ala Asn Thr Thr Lys Tyr Ala Tyr- Glu Tyr Asp Val 
..(MS ..U40 204 5 



96 



Asp Gly Gin Leu Gin Thr Val Tyr Leu Asn Glu Lys He Met Tip Arg 
2050 2055 2060 

Tyr Asn Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Asn Pro Ser Asn 
2065 2070 2075 

Ser Ala Arq Leu Thr Pro Leu Arq Tyr Asp Leu Arq Asp Arq He Thr 

20RS 2090 2095 

Arq Leu Gly Asp Val Gin Tyr Arg Leu Asp Glu Asp Gly Phe Leu Arg 
2100 2105 2110 

Gin Arg Gly Thr Glu He Phe Glu Tyr Ser Ser Lys Gly Leu Leu Thr 

■ 2115 2120 2125 

Arg Val Tyr Ser Lvs Gly Ser Gly Trp Thr Val He Tyr Arg Tyr Asp 
2130 ' * 2135 

Gly Leu Gly Arg Arg Val Ser Ser Lys Thr Ser Leu Gly Gin His Leu 
21^5 2150 2155 2160 

Gin Phe Phe Tyr Ala Asp Leu Thr Tyr Pro Thr Arg He Thr His Val 
21^5 2170 2175 

Tyr Asn His Ser Ser Ser Glu He Thr Ser Leu Tyr Tyr Asp Leu Gin 
2I8U 2185 2190 

Gly His Leu Phe Ala Met Glu lie Ser Ser Gly Asp Glu Phe Tyr He 
2195 2200 2205 

Ala Ser Asp Asn Thr Gly Thr Pro Leu Ala Val Phe Ser Ser Asn Gly 
2210 2215 2220 

Leu Met Leu Lys Gin He Gin Tyr Thr Ala Tyr Gly Glu He Tyr Phe 
2225 2230 2235 2240 

A^p Ser Asn He Asp Phe Gin Leu Val He Gly Phe His Gly Gly Leu 
2245 2250 2255 

Tyr Asp Pro Leu Thr Lys Leu He His Phe Gly Glu Arg Asp Tyr Asp 
2260 2265 2270 

He Leu Ala Gly Arg Trp Thr Thr Pro Asp He Glu He Trp Lys Arg 

2275 2280 2285 

He Gly Lys Asp Pro Ala Pro Phe Asn Leu Tyr Met Phe Arg Asn Asn 
2290 2295 2300 

Asn Pro Ala Ser Lys He His Asp Val Lys Asp Tyr He Thr Asp Val 
2305 2310 2315 23,0 

Asn fi»r Trp Leu Val Thr Phe Gly Phe His Leu His Asn Ala He Pro 
2325 2330 2335 

Gly Phe Pro Val Pro Lvs Phe As P Leu Thr Glu Pro Ser Jyr Glu Leu 

j j 1 j .. ■ 4 ,350 



97 



Val Lys Ser Gin Gin Trp Asp Asp He Pro Pro He Phe Gly Val Gin 
2 3 5 5 2 3 6 0 2365 

Gin Gin Val Ala Arg Gin Ala Lys Ala Phe Leu Ser Leu Gly Lys Met 



23 7 0 2375 



2380 



Ala Glu Val Gin Val Ser Arq Arc, Arc, Ala Gly Gly Ala Gin Ser Trp 

238^ 2390 ?*95 2400 

I^u Trp Phe Ala Thr Val Lys Ser Leu Tie Gly Lys Gly Val Met Leu 
2405 2410 2415 

Ala Val Ser Gin Gly Arg Val Gin Thr Asn Val Leu Asn He Ala Asn 
2420 2425 2430 

Glu Asp Cys Tie Lys Val Ala Ala Val Leu Asn Asn Ala Phe Tyr Leu 
24 3 5 244 0 244 5 

Glu Asn Leu His Phe Thr He Glu Gly Lys Asp Thr His Tyr Phe He 
2450 2455 2460 

Lvs Thr Thr Thr Pro Glu Ser Asp Leu Gly Thr Leu Arg Leu Thr Ser 

2465 2470 2475 2480 

Gly Arg Lys Ala Leu Glu Asn Gly He Asn Val Thr Val Ser Gin Ser 

7 2495 



<:4 yu 



Thr Thr Val Val Asn Gly Arg Thr Arg Arg Phe Ala Asp Val Glu Met 
2500 2505 2510 

Gin Phe Gly Ala Leu Ala Leu His Val Arg Tyr Gly Met Thr Leu Asp 
2515 2520 2525 

Glu Glu Lys Ala Arg He Leu Glu Gin Ala Arg Gin Arg Ala Leu Ala 
2530 2535 2540 

Arc, Ala Trp Ala Arg Glu Gin Gin Arg Val Arg Asp Gly Glu Glu Gly 

nrrn "> 5 5 5 2560 

2 54 5 2550 ~ j :> s 

Ala Arg Leu Trp Thr Glu Gly Glu Lys Arg Gin Leu Leu Ser Ala Gly 
2565 2570 2575 

Lys Val Gin Gly Tyr Asp Gly Tyr Tyr Val Leu Ser Val Glu Gin Tyr 

2580 " 2585 2590 

Pro Glu Leu Ala Asp Ser Ala Asn Asn He Gin Phe Leu Arg Gin Ser 
2595 2600 2605 

Glu He Gly Arg Arg 
26 10 



•210 43 
- 2 1 1 9 5b 
< 2 12 ■ r 'NA 



1 >S 



«: 4 0 0 > 4 3 ,. _ 

ygcggggcgg cggggcggcc ggcggcggcc atgggagata teecagccgt gggcctcagc 60 
tcctgyaagc aggcttctcc agggaaagtg accgaggcag tgaaagaggc cattgacyca 120 
qggtaccggc acttcyacty tgcttacttt taccacaaty agagygaygt tggagcaggg 180 
atccgttqca agatcaagga aggcgctgta agacgggagq atctqttcat tgccactaag .4 0 
rc rrtgccataa gaagtrrttrj gtgg^acag catgoagaaa gagtctcaag }00 
qrctt aaaqc tqaactattt qqacctctac ctcatacact qqcccatqqq tttcaagcct 360 
rq<3q raraag acttgcctct ggacgagagr aaratggtta ttccragfga rarggacttc 420 
f . tnfn ; ir ;,t nnqaqqrcat qaaqaarrta ntgatcaccQ aqctaqtaaa aaacatcaaa 480 
nrqtraaact tcaaccatga acagcttgay aggcttttga ataagcctgg gttgaggttc 540 
aagccactaa ccaaccagat tgagtgccac ccatatctta ctcagaagaa tctgatcagt 600 
ttttgccaat ccagagatgt gtccgtgact gcttaccqtc ctcttggtgg ctctagtgag 660 
qgggttgacc tgatagacaa ccctgtgatc aagaggattg caaaggagca cggcaagtct 720 
cctycLcaya ttttyatccy aLUcaaaLc cayayyaaty tgataytgat ccccggatct 780 
(1t „rrrr M gtcacattaa agagaatatc ragytgtttg attttgaatt aacacagcac 840 
gatatggata acatcctcag cctaaaeagg aatctccgac tggccatgtt ccccagaact 900 
aaaaatcaca aagactatcc tttccacata gaatactgag gacgcttccc cttcct 956 

<210-> 4 4 

<211> 302 

<212^ PRT 

-213 > Homo r apiens 

<4 00> 44 

Met Giv Asp He Pro Ala Val Giy Leu Ser S~i Tip Lys Gin Ala ber 

1 ' 5 10 15 

Pro Gly Lys Val Thr Glu Ala Val Lys Glu Ala He Asp Ala Gly Tyr 

20 =5 30 

Arg His Phe Asp Cys Ala Tyr Phe Tyr His Asn Glu Arg Glu Val Gly 
3 5 40 45 

Ala Gly He Arg Cys Lys He Lys Glu Gly Ala Val Arg Arg Glu Asp 

50 55 60 

Leu Phe He Ala Thr Lys Leu Try Cyo Thr Cys His Lys Lys Ser Leu 
65 70 75 80 

Val Glu Thr Ala Cys Arg Lys Ser Leu Lys Ala Leu Lys Leu Asn Tyr 
85 90 95 

Leu Asp Leu Tyr Leu He His Trp Pro Met Gly Phe Lys Pro Arg Val 
100 105 HO 

Gin Asp Leu Pro Leu Asp Glu Ser Asn Met Val He Pro Ser Asp Thr 
tic; 120 125 



Asp Phe Leu Asp Thr Trp Glu Ala Met Glu Asp Leu Val He Thr Gly 

130 " H5 140 

Leu Val Lys Asn He Glv Val S*,i Asn I he Asn His Glu Gin Leu Glu 

145 ' 150 155 160 

Aiy Lou I.-u Ann Lys, Pro Giy I.-u An, I Lys. Pre L.u Thr Asn Gin 



165 170 175 

Tie Glu Cys His Pro Tyr Leu Thr Gin I.yr, Asn Leu lie Ser Phe Cys 

180 18 5 190 

Gin Ser Arq Asn Val Ser Val Thr Ala Tyr Arq Pro Leu Gly Gly Ser 

l 9 r, ^nn 2 n c , 

S<>r C'lu Gly Val Asp Leu lie Asp Asn Pro Val lie Lys Arq Tl^ Ala 

2 10 2 15 2 2 0 

Lys Glu His Gly Lys Ser Pro Ala Gin Tie Leu lie Arg Phe Gin lie 

225 230 235 240 

Gin Aiy Asn Val lie Val lie Pro Gly Sei Tie Tin Pro Sei His lie 

245 2 50 255 

Lys Glu Asn lie Gin Val Phe Asp Phe Glu Leu Thr Gin His Asp Met 

260 265 270 

Asp Asn lie Leu Ser Leu Asn Arg Asn Leu Arg Leu Ala Met Phe Pro 

275 280 285 

Arg Thr Lys Asn His Lys Asp Tyr Pro Ph~ His Tie Glu Tyr 



< 2 1 0 > 4 5 
<211> 875 
<212> DNA 

2 13 Homo sapiens 

<400> 45 

gqcggqgcgg ccggcggcgg ccatgggaga tatcccagcc gtgggcctca gctcctggaa 6 0 

gcaggcttct ccaggaaaag tgaccgaggc agtgaaagag gccattgaog cagggtaccg 120 

gcacttcgac tgtgcttact tttaccacaa tgagagggag gttggagcag ggatccgttg 180 

caagatcaag gaaggcgctg taagacggga ggatctgtte attgccacta agctgtggtg 240 

cacctgccat aagaagtcct tggtggaaac agcatgcaga aagggtctca aggccttgaa 3 00 

yeLyuaclal ttyyacctct acctcaLaca ctyycccaty yyLLtcaayc ctccLcatcc 360 

agaatggatc atgagctgca gtgaactttc cttctgcctc tcacatcctc gagtgcagga 420 

cttgcctctg gacgagagca acatggttat tcccagtgac acggacttcc tggacacgtg 480 

ggaggccatg gaggacctgg tgatcaccgg gctggtgaag aacatcgggg tgtcaaactt 540 

caaccatgaa cagcttgaga ggcttttgaa taagcctggg ttgaggttca agccactaac 600 

caaccagatt ttgatccgat ttcaaatcca gaggaatgtg atagtgatcc ccggatctat 660 

caccccaagt cacattaaag agaatatcca ggtgtttgat tttgaattaa cacagcacga 720 

targgataac atcctcagcc taaacaggaa tctccgactg gcca t g tr. tec ccatgtaaat 780 

atggctcctt ctttttaaaa cagagggaag aatatacaga ttyaatgatt ggtgtctgaa 840 

tagaactaaa aatcacaaag actatccttt ccaca 875 



.MI ■ 2 5 1 
2 12 ■ PPT 

2 I • Hor:v ; s-ap i en s 



P r Ala Val Gly Leu S. > i S » - ; Tip Lys Glu Al 



100 



Pro Gly Lys Val Thr Glu Ala Val Lys Glu Ala lie Asp Ala Gly Tyr 

20 2S 30 

Arq His Phe Asp Cys Ala Tyr Phe Tyr His Asn Glu Arq Glu Val Gly 
} 5 4 0 '1 ^ 

Ala Gly He Arq Cys Lys 11 ~ Lys Glu Gly Ala Val Arq Arq Glu Asp 
SO 5 5 6 0 

Leu Phe He Ala Thr Lys Leu Trp Cys Thr Cys His Lys Lys Ser Leu 
65 70 7 5 80 

Val Glu Thr Ala Cys Aiy Lys Gly Leu Lys Ala Leu Lys Leu Asn Tyr 
8 5 9 0 9 5 

Leu Asp Leu Tyr Leu He His Trp Pro Met Gly Phe Lys Pro Pro His 
100 105 110 

Pro Glu Trp He Met Ser Cys Ser Glu Leu Ser Phe Cys Leu Ser His 
115 120 125 

Pro Arq Val Gin Asp Leu Pro Leu Asp Glu Ser Asn M^t Val He Pro 
13 0 13 5 14 0 

Ser Asp Thr Asp Phe Leu Asp Thr Tip Glu Ala Her. Glu Asp Leu Val 
145 150 155 160 

He Thr Gly Leu Val Lys Asn He Gly Val Ser Asn Phe Asn His Glu 
165 170 175 

Gin Leu Glu Arg Leu Leu Asn Lys Pro Gly Leu Arq Phe Lys Pro Leu 
180 185 190 

Thr Asn Gin He Leu He Arg Phe Gin He Gin Arg Asn Val He Val 

195 2 00 2 05 

He Pro Gly Ser He Thi Pro Ser His He Lys Glu Asn He Gin Val 
210 215 220 

Phe Asp Phe Glu Leu Thr Gin His Asp Met Asp Asn He Leu Ser Leu 
225 ~ 230 235 240 

Asn Arg Asn Leu Arg Leu Ala Met Phe Pro Met 
?4 5 2 50 



<210> 47 

<211> 752 

-2 12> DNA 

<2 13> Homo Sripi^u:- 

qt gggectea gctcctggaa 6 0 
q c c a t t. ga eg caqqq t a rcq 1 2 C 
qt t qqagcag qqat f, cgt tq 1 H( 



< 4 0 0 > 4 7 

ggcggggcgq cegqcuqoqq ' real gggaga i atcccagcc 

goagqettc-r rr<Kjqrii.Hi t ua c -c qagge uqt qaaaqaq 

qcacttcgus t U . s ♦ • < * tt;a'c-a<M« t qaqaqgquu 



101 



caagatcaag gaaggcgctg taagacggga ggatctgttc attgccacta agctgtggtg 240 

cacctgccat aagaagtcct tggtggaaac agcatgcaga aagagtctca aggccttgaa 300 

gctgaactat ttggacctct acctcataca ctggcccatg ggtttcaagc ctcctcatcc 360 

agaatggatc atgagctgca gtgaactttc cttctgcctc tcacatcctc gagtgcagga 4 20 

cttgcctctg gacgagagca acaLggUat tcccagtgac acggacttcc Cggacacgtg 480 

qqaqattttq atccqatttc aaatccaqaq gaat.gt.gata qtqatccccg gatct.atcac 54 0 

rccaagtf-ar att^aagaga atatr-nggr gtttgatttt gaatraa^a- agcacgatat ^00 

gqataacatc ctcaqcctaa acaagaatct ccgactggcc atgttcccca tqtaaatatq 660 

qcrcrrrrrt tttaaaacag agggaagaat atacagattg aatgat t gat gf r-t-gaat ag 720 

aartaaaaat caraaaaact atectttcca ca 7 ^ 2 



< 2 1 0 > 4 8 

<211> 210 

c212> PRT 

< 2 1 3 > Homo sapiens 

<400> 48 

Met Gly Asp He Pro Ala Val Gly Leu Ser Ser Trp Lys Gin Ala Ser 
1 1 5 10 IS 

Pro Gly Lys Val Thr Glu Ala Val Lys Glu Ala He Asp Ala Gly Tyr 

20 2 5 30 



Arg 



His Phe Asp Cys Ala Tyr Phe Tyr His Asn Gin Arg Glu Val Gly 



Ala Gly He Arg Cys Lys He Lys Glu Gly Ala Val Arg Arg Glu Asp 
50 SS 60 

Leu Phe He Ala Thr Lys Leu Trp Cys Thr Cys His Lys Lys Ser Leu 
65 7 0 75 80 

Val Glu Thr Ala Cys Arg Lys Ser Leu Lys Ala Leu Lys Leu Asn Tyr 

8 5 9 0 9 5 

Leu Asp Leu Tyr Leu He His Trp Pro Met Gly Phe Lys Pro Pro His 
100 105 110 

Pro Glu Trp He Met Ser Cys Ser Glu Leu Ser Phe Cys Leu Ser His 
115 120 12 5 

Pro Arg Val Gin Asp Leu Pro Leu Asp Glu Ser Asn Met Val He Pro 
130 135 140 

Ser Asp Thr Asp Phe Leu Asp Thr Trp Glu Tie Leu Tie Arg Phe Gin 
145 150 155 160 

lie Gin Arg Asn Val lie Val He Pro Gly Ser He Thr Pro Ser His 
16 5 170 175 

He Lys Glu Asn He Gin Val Pin? Asp Phe Glu Leu Thr Gin His Asp 
180 185 

Met Asp Asn He Leu Ser Leu Asn Lys Asn Leu Arg Hu Ala Met Phe 

19 5 2 0 0 ■ • r '■ r 



102 



Pro Met 
210 



< 2 1 0 > 4 9 

<- 2 1 1 > 7 8 5 

-?T->- DNA 

<213> Homo sapiens 



ggcggggcgg cggggcggcc ggcggcggcc atgggagata tcccagccgt gggcctcagc 60 
tcctggaagc aggcttctcc agggaaagtg accgaggcag tgaaagaggc cattgacgca 120 
ggqtaccggc acttcgactg tqcttacttt taccacaatg agagggaggt tggagcaggg 180 
atccgttgca agatcaagga aggcgctgta agacgggagg atctgttcat tgccactaag 240 
ctytgytgca cctyceataa gaagtcctLg ytgyaaacay catgcagaaa yayHcLcday 300 
gccttgaagc tgaactattt ggacctctac ctcatacact ggcccatggg tttcaagcct 360 
ogaatgeagg acttgcctct ggacgagagc aacatggtta ttcccagtga eacggacttc 420 
ctggacacgt gggaggccat ggaggacctg gtgatcaccg ggctggtgaa gaacafccggg 480 
gtgtcaaact tcaaccatga acagcttgag aggcttttga ataagcctgg gttgaggttc 540 
aagccactaa ccaaccagat tttgatccga tttcaaatcc agaggaatgt gatagtgatc 600 
cccggatcta tcaccccaag tcacattaaa gagaatatcc aggtgtttga ttttgaatta 660 
acacagcacg atatggataa catcctcagc ctaaacagga atctccgact yyccatgttc 720 
cccayaacta aaaatcacaa agactatcct ttccacatag aatactgagg acycLtcccc 780 



:ag 
ttcct 



< 2 1 0 • 5 0 

< 2 1 1 > 245 
<212> PRT 

<213> Homo sapiens 



78 5 



'-4 00 - 5 0 

Met Gly Asp He Pro Ala Val Gly Leu Ser Ser Trp Lys Gin Ala Ser 



1 5 



10 15 



Pro Gly Lys Val Thr Glu Ala Val Lys Glu Ala He Asp Ala Gly Tyr 



20 



25 30 



Aiy His Phe Asp Cys Ala Tyi Phe Tyr His Asn Glu Ary Glu Val Gly 



35 



40 45 



Ala Gly He Arg Cys Lys He Lys Glu Gly Ala Val Arg Arg Glu Asp 

50 55 60 

Leu Phe He Ala Thr Lys Leu Trp Cys Thr Cys His Lys Lys Ser Leu 

65 70 75 KO 

Val Glu Thr Ala Cys Arg Lys Ser Leu Lys Ala Leu Lys Leu Asn Tyr 

85 90 95 



Leu Asp Leu Tyr 

1 0 0 



Leu He His Trp Pro Met Gly phe Lys rro Arg 
105 HO 



/al 



Gin Asp i.-Mi Pi-: Leu Asp Glu Ser Asn Met Val lie Pre 



; Thr 



1 1 r j 



120 125 



Asp Ph- Leu Asp Thr Trp Glu Ala Met: Glu Asp L-u Va i Ilo Tin Gly 



103 



130 

Leu Val Lys Asn 
1 4 5 

Arq Leu Leu Asn 



T 1 *=» [,pu 1 1 e Arg 
180 

Ser lie Thr Pro 
195 

Glu Leu Thr Gin 
2 10 

Leu Arg Leu Ala 

225 

Phc His lie Glu 




135 

lie Gly Val Ser 
150 

Lys Pro Glv Leu 
165 

Ph<= Gin Tl^ Gin 



Ser His Tie Lys 
200 

His Asp Met Asp 
215 

Met Phe Pro Arg 
230 

Tyr 
245 



14 0 

Asn Phe Asn His 



Arg Phe Lys Pro 
170 

Arg Asn Val TIp 
1 8 5 

Glu Asn lie Gin 



Asn lie Leu Ser 

220 

Thr Lys Asn His 
235 




Glu Gin Leu Glu 

160 

Leu Thr Asn Gin 

175 

Val Tl<- Pro Gly 
190 

Val Phe Asp Phe 
205 

Leu Asn Arg Asn 



Lys Asp Tyr Pro 
240 



<210> 51 

<211> 937 

< 2 1 2 > DNA 

<213> Homo sapiens 



< 4 0 0 > 51 

ggcggggcgg 

t cctggaagc 

gggtaccggc 

atccgttgca 

cctcctcatc 

cgagtgcagg 

ct ggacacgt 

gtg t caaact 

dayccdcLaa 

tt t tgccaat 

ggggt tgacc 

cctgctcaga 

atcaccccaa 

gatatggata 

a tatggct cc 

aatagaacta 



cggggcggcc 

aggct tctcc 
acttcgactg 
agatcaagga 
cagaatggat 
act tgcctct 

ggg^ggccat 

tcaaccatga 

CCddCCdJd t 

ccagaga tgt 
tgat agacaa 
ttttgatccg 
gtcacat taa 
acatcctcag 
ttctttt taa 
aaaa tcacaa 



ggcggcggcc 

agggaaagtg 

tgct t ac 1 1 1 
aggcgctgta 
catgagctgc 
ggacgagagc 
ggaggacctg 
acagct tgag 

gt ccgt gact 
ccc tgtga t c 
at t t caaatc 
agagaa tatc 
cctaaacagg 
aacagaggga 
agactat cct 



atgggagata 
accgaggcag 
taccacaatg 
agacgggagg 
ag tgaacttt 
aaca tggtta 
gtgatcaccg 
aggctt t tga 
cca tat c t ta 
get t acegtc 
aagaggattg 
cagaggaatg 
caggtgt ttg 
aatctccgac 
agaatataca 
t t ccaca 



tcccagccgt 
tgaaagaggc 
agagggaggt 
atctgttcat 
cct tetgect 
t t cccagtga 
ggctggtgaa 
ataagectgg 
ctcagaagaa 
ct ct tggtgg 
caaaggagca 
tgatagtgat 
at tttgaatt 
tggccatgtt 
gattgaatga 



gggcctcagc 
ca t tgacgea 
tggagcaggg 
tgecact aag 
ct cacat cct 
cacggacttc 
gaaca teggg 
gt tgaggt tc 
tctgatcagt 
ctcgtgtgag 
eggcaag tct 
ccccgga tct 
aacacagcac 
ccccatgtaa 
ttggtgtctg 



60 
120 
180 
240 

3 00 
360 
420 

4 80 
54 0 
600 
660 
720 
780 
840 
900 
937 



< 2 1 0 -= 5 2 

< 2 1 1 > 26 9 

<212. PRT 

< 2 i 3 - Homo sapienn 



■ - 4 0 0^ 5 . 
Met Gly 
1 



Asp 11^ 



P r o 
5 



i\ Gly Leu Ser Ser Trp 
1 0 



Lys Gin Ala S>- 
i 5 



104 



Pro Gly Lys Val Thr Glu Ala Val Lys Glu Ala lie Asp Ala Gly Tyr 

20 25 30 

Arg His Phe Asp Cys Ala Tyr Phe Tyr His Asn Glu Arg Glu Val Gly 



35 



40 ^5 



Ma r: ]y Tl . Arg Cys Lys Tl- Ly- ^u Gly Ala Val Arg Arg Glu As P 

55 60 

I^u Phe Tie Ala Thr T.vs Pro Pro His Pro Glu Trn Tie Met Ser Cvs 
65 

Ser Glu Leu Ser Phe Cys Leu Ser His Pro Arg Val Gin Asp Leu Pro 

85 90 95 

Leu *-,p Glu Ser Asn Met Val He Pro Ser Asp Thr Asp Phe Leu Asp 
100 105 I 10 

Thr Trp Glu Ala Met Glu Asp Leu Val He Thr Gly Leu Val Lys Asn 
115 120 125 

He Gly Val Ser Asn Phe Asn His Glu Gin Leu Glu Arg Leu Leu Asn 

130 135 1^0 

Lys Pro Glv Leu Arg Phe Lys Pro Leu Thr Asn Gin He Glu Cys His 
145 ' 150 155 160 

Pro Tyr Leu Thr Gin Lys Asn Leu lie Ser Phe Cys Gin Ser Arg Asp 
165 HO 175 

Val Ser Val Thr Ala Tyr Arg Pro Leu Gly Gly Ser Cys Glu Gly Val 



185 



190 



Asp Leu He Asp Asn Pro Val He Lys Arg He Ala Lys Glu His Gly 

-joe, 200 205 



Lys Ser Pro Ala Gin He Leu He Arg Phe Gin He Gin Arg Asn Val 

210 215 220 

He Val He Pro Gly Ser He Thr Pro Ser His He Lys Glu Asn He 

210 235 240 



Gin Val Phe Asp Phe Glu Leu 



Thr Gin His Asp Met Asp Asn He Leu 



255 



245 250 

q Pr T ,eu Asn Arg Asn Leu Arg Leu Ala Met Phe Pro Met 
260 265 



« 2 10- 53 
< 2 1 1 > 8 8 4 
2 i 2 ■ LNA 
. 2 1 } ■ Homo sapiens 

gaarrcaaaa aaaaaagaaa aaaaaaaaaa aaaaaaaaaa aaaaaaagag agactgcgag 60 
aaygaggto, occacggocc tlcaggatga -.agctgcgyt gctgaoot.tg gccgtgctct 



1 05 



tcctgacggg gagccaggct cggcatttct ggcagcaaga tgaacccccc cagagcccct 180 

gggatcgagt gaaggacctg gccactgtgt acgtggatgt gctcaaagac agcgtgacct 24 0 

ccaccttcag caagctgcgc gaacagctcg gccctgtgac ccaggagttc tgggataacc 300 

tggaaaagga gacagagggc ctgaggcagg agatgagcaa ggatctggag gaggtgaagg 36 0 

ccaaggtgca gccctacctg gacgacttcc agaagaagt.g gcaygaggag atggagctct 420 

accgccagaa ggtggagccg ctgcgcgcag agctccaaqa gggcqcgcgc cagaagctgc 480 

ar-gagctgr-a agagaagetg agcccactgg gcgaggagar gcgrgaccgr gcgcgcgccc 54 0 

atqtqqacqc qctqcgcacq catctgqccc cctacaqcqa cqaqctqcqc caqcqcttqq 600 

ccgcqcgcct tgaggctrtr aaggagaacg gcggcgccag artgoccgag taccacgcca 66 0 

aciqccaccqa qratrtqanc acqctcaqcq aqaaaqcraa cicccqcqctc qaaqacrtcc 72 0 

gccaaggcct. gctgcccgtg ctggagagct tcaaggtcag cttcrtgagc gctctcgagg 780 

agtacactaa qaaqct.caac acccagtgag qcgcccgccq ccgcccccct tcccggtgct 840 

cagaataaac gtttccaaag tgggaaaaaa aaaaaaaaga attc 884 



< 2 1 0 ■» 5 4 
<2 1 1 > 24 0 
<212> PRT 

<213> Homo sapiens 
,400> 54 

Met Lys Ala Ala Val Leu Thr Leu Ala Val Leu Phe Leu Thr Gly Ser 
15 10 15 

Gin Ala Arg His Phe Tip Gin Gin Asp Glu Pro Pro Gin Ser Pro Trp 
2 0 2 5 3 0 

Asp Arg Val Lys Asp Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp 
35 40 45 

Ser Val Thr Ser Thr Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro Val 
50 55 60 

Thr Gin Glu Phe Trp Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg 

65 70 75 80 

Gin Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro 

85 30 95 

Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr 
100 105 110 

Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg 
115 120 125 

Gin Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro Leu Gly Glu Glu 
130 135 140 

Met Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arg Thr His Leu 
145 150 155 160 

Ala Pro Tyr Ser Asp Glu Leu Arg Gin Arg Ala Ala Arg Leu Glu 

165 1"0 17 5 

Ala Leu tyr Glu Asn Gly Gly/ Ala Arg L-u Aia Glu Tyr His Ala Lys 
1 8 0 18 5 19 0 



]<>6 



Ala Thr Glu His I.eu Ser Thr Leu Ser Glu Lys Ala Lys Pro Ala Leu 

195 200 20 5 

Glu Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val 

210 215 220 

pho J,*.,, c;o r Ala L^u Gin Glu Tyr Thr I yr; Lys L^u Asn Thr Gin 

225 230 235 240 



<210> 55 
^211^ 751 
< 2 1 2 > DNA 

<-213> Homo sapiens 
<400> 55 

gaattcaaaa aaaaaagaaa aaaaaaaaaa aaaaaaaaaa aaaaaaagag agactgcgag 6 0 

aaggaggtcc cccacggccc ttcaggatga aagctgcggt ycLgacctty gccgtyctct 120 

tcctgacggg gagccaggct cggcatttct ggcagcaaga tgaacccccc cagagcccct 180 

gggatcgagt gaaggacctg gccactgtgt acgtggatgt ycccaayyac agcgtgacct 240 

ccaccttcag caagctgcgc gaacagctcg gccctgtgac ecnggayttr tgggataacc 300 

tggaaaagga gacagagggc ctgaggcagg agatgagcaa ggatctggay gaggtgaagg 16 0 

ccaaggtgca gccctacctg gacgacttcc agaagaagtg gcaggaggag atggagctct 4 20 

accgccagaa yytgyagcey ctgcgcgcag agetecaaya gggcgcgcgc cayaagctyc 4 80 

acgagctgcg ccagcgcttg gccgagcgcc ttgagyctct caaggagaac ggcggcgcca 54 0 

gactggccga gtaccacgcc aaggccaccg agcatctgag cacgctcagc gagaaggcca 600 

agcccgcgct cgaggacctc cgccaaggcc tgctgcccgt gctggagagc ttcaaggtca 660 

gcttcctgag cgctctcgag gagtacacta agaagctcaa cacccagtga ggcgcccgcc 720 

gccgcccccc ttcccggtgc tcagaataaa c 75 1 



-210> 56 

< 2 1 1 > 20 7 

<212> PRT 

-213^ Homo sapiens 

<~4 00> 56 

Met Lys Ala Ala Val Leu Thr Leu Ala Val Leu Phe Leu Thr Gly Ser 
! 5 10 15 

Gin Ala Arg His Phe Trp Gin Gin Asp Glu Pro Pro Gin Ser Pro Trp 

20 25 30 

Asp Arg Val Lys Asp Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp 
35 4 0 4 5 

Ser Val Thr Ser Thr Phe Ser Lys Leu Arg Giu Gin Leu Gly Pro Val 

50 55 60 

Thr Gin Glu Phe Trp Asp Asn Leu Glu Lys Glu Thr Glu Gly L<-u Arg 

7 0 7 5 « n 

Gin Giu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pre 



107 



Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr 
100 105 HO 

Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg 
115 120 

Gin Lvs Leu His Glu Leu Arg Gin Arq Leu Ala Glu Arg Leu Glu Ala 
130 135 140 

Leu Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys Ala 
145 150 155 160 

Thr Glu His Leu Ser Thr Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu 

165 170 175 

Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val Ser 
180 185 190 

Phe Leu Ser Ala Levi Glu Glu Tyr Thr Lys Lys Leu Asn Thr Gin 

195 200 205 



«- 2 1 0 > 57 

<211> 3839 

<212> DNA 

< 2 1 3 > Homo sapiens 



<400> 57 
gtgaggccag 
gggatgggag 
cgt tctcact 
gccccccgcc 
tgcccggaac 
caagat g t cc 
taagggagtg 

ggtggtgtcc 

tctggacacc 
gggggcagtg 
gctgaccggc 
agggactgtc 
tgtgtccact 
ggacaccagt 
tgccatgaat 
aacaggtacc 
aaccat ccag 
ctgtagtggg 
caccaccaag 
cgtgaact tg 
gggtacgaaa 
catgcaaact 
cagtggggtg 
caccaag.it e 
gaa tgt ggcc 
c a c t a a a g a t. 
ccagacr-grjr 
t ggggi gu.c 



gcctgcaggt 
gctagggaac 
a tg tctgctc 
ccca tgcaga 
ctggtggcca 
agggccaagg 
gtccagggag 
agcggggtca 
t cgaaggctg 
aatgtggcca 
a ccaaagaca 
cagactggcg 
gggct cacag 
aagactgtcc 
gtggccaaag 
aaggacaccg 
a ccggcgtgg 
gtgactggtg 
actg t cctaa 
gccaaagagg 
gacacga t gt 
gggc tgaaca 
act ggt gccu 
qt t ctaactg 
aa agqqgccg 
get gtqtcca 
q t aga caeca 
agt get gt ga 



gggtgtcggg 
ccccattcac 
cagacgaagg 
ccctgggcag 
aegcacatag 
a tgccgtg t c 
gcctggacac 
caggggecat 
tcctcaccgg 
aagggaccg t 
cagtgactac 
tqqaaacctc 
gggcagtgaa 
taacaggtac 
gaaccatcca 
t ctgtagtgg 
acaccagt aa 
ccatgaatgt 
ctggcaccaa 
ccatccaggg 
ccactgggct 
caacccaaaa 
tgaatt tggc 
g t accaagga 
t ecagggegg 
ctgggct cac 
c caagactgt 
a eg t ggccaa 



ctgctcaggc 
gcaccttct c 
gagaegggat 
cttctt tggg 
cteggteggg 
ct ccggggtg 
cactcggtct 
ggacatggct 
caccaaggac 
acaggcegg t 

tggggtcatg 

caaggctgtg 
tgtggccaga 
caaggacacc 
gaeeggegtg 
ggtgactggt 
gactgt ccta 
ggccaaagga 
gaacactgtc 
gggcctggat 
cacaggggca 
tategcaaca 
cagaggaacc 
cactgt ctgc 
cctggacact 

aggggctgtg 

cc taacegge 

-^gggg cc g t- c 



tttcagtggg 
tgccccct t c 
ccccccaaac 
tccctgcctg 
gccaaagacc 
gccagcgtgg 
geacttaegg 
aagggggccg 
acggtgtcca 
gtygatdced 
ggggcagtga 
ctgaccggca 
ggaagcat tc 
gtctgtagtg 
gacaccagta 
gecatgaa tg 
acaggtacca 
accatccaga 
tgcagtgggg 
accaccaagt 
gcgaatgtgg 
ggtacaaagg 
at ccagacag 
agtggggt ca 
acaaagt ctg 
a a eg tggeca 
accaagg aea 

c-»gggggg<- 



gagtgggtgt 
cage 1 1 c t ea 
cgaagggcaa 
get t cage t e 
tggt g tgt t c 
tggaegtggc 
gcaccaagga 
tccaaggggg 
ctgggct cac 
ecaagae Lg t 
act tggccaa 
ccaaaga tgc 
agaceggtg t 
gggtgactgg 
agactgtcct 
tggeeaaagg 
aggaea ecq t 
c egg eg tgga 
tgaccggtgc 
eta tggt cat 
ccaaggggge 
a cac cgt ctg 
geg t ggacae 
ccggtgetge 
t eet gaetgg 
aagggaccgt 
er-qt et gcag 
t qqa- -a-eae 



60 

120 

18 0 

240 

300 

360 

420 

480 

54 0 

600 

660 

720 

780 

84 0 

900 

96 0 

1020 

1080 

114 0 

1200 

1260 

13 20 

13 8 0 

1 A 4 0 

15 0 0 

1 5 6 0 

1 62 0 



108 



caagtctgtg gtcataggta caaaagacac gatgtccact gggctcacgg gggcagcgaa 1740 
tgtggccaag gygyctgtcc agacaggtgt agacacagcc aagaccgtgc tgaccggcac 1800 
caaggacaca gtgactactg ggctcgtggg ggcagtgaat gtcgccaaag ggaccgtcca 1860 
gacaggcatg gacaccacca aaactgtcct aaccggtacc aaggacacca tctacagtgg 1920 
ggtcaccagt gccgtgaacy tggccaaggg ggctgtgcaa actgggctga aaacgaccca 1980 
aaatatcgcg acaggtacaa aqaacacctt tqgcagtqgq gtgaccagtg ctgtgaatgt 2040 
ggccaaaggg grtqcc^gd ^aggtgtaga cacggccaag .ccgtgctga ccggracr-aa 2 00 
qqacacagtc actactgqgc tcatgggqqc agtgaatgtc gccaaaggga ctqtccaqac 2160 
ragtgtggac acracoaaaa ctgtcctaac tgytaccaag garaccgtct gcagtggggt ,220 
aaccqatqct qcaaatataa ccaaaaqqac catccaaaaa qpcctqaaca ctacaaaatc 2280 
tqtcctgact ggcactaaag atgctgtgtc cactgggctc acaggggctg tgaagttggc: 2340 
caaagggact gtccagaceq qcatggacac caccaagact gtgttaactg gtaccaagga 2400 
tqctqtgtgc agtgqqgtqa ccggtgctgc gaatgtggcc aagggggccg tccagatggg 2460 
tgtagacacg gccaagaccg tgctgaccgg taccaaggac actgtctgca gtggggtcac 2520 
cggtgctgcg aacytyycca agggtgctgt gcaaacLyyg ctyaaaacya cccaaaataL 2580 
cgcaacaggt acaaagaaca cccttggcag tggggtgacc ggtgctgcga aagtggccaa 2640 
aggggccgtc caggggggcc tggacactac aaagtctgtc ctgactggca ctaaagatgc 2700 
cgtgtccact gggctcacag gggctgtgaa cttggccaaa gggactgtcc agaccggcgt 2760 
ggacaccagc aagactgtcc tgaccggtac caaggacacc gtctgcagtg gagtcactgg 2820 
tgccgtaaat gtggccaaag ggaccgtcca gacaggtgtg gacacagcca agacggtgct 2880 
gagtggcgct aaggatgcag tgactactgg agtcacgggg gcagtgaatg tggccaaagg 2940 
aaccgtgcag accggcgtgg acgcctccaa ggctgtgctt atgggtacca aggacactgt 3000 
cttcagtggg gttaccggtg ccatgagcat ggccaaaggg gccgtccagg gggycctgga 3060 
raccaccaag aragtyctga rcggaaccaa agacgcagtg tccgctgggc tcatggggtc 3120 
agggaacgtg gcgacaggyg ccacccacac tggcctcagc accttccaga actggttacc 3180 
tagtaccccc gccacctcct ggggtggact caccagttcc aggaccacag ctcagctggc 3240 
tgcctcccag cctgggccaa aggtgctgtc ggcggaacag gggagctact tcgttcgttt 3300 
aggtgacctg ggtcccagct tccgccagcg ggcatttgaa cacgcggtga gccacctgca 3360 
gcacggccag ttccaagcca gggacactct ggcccagctc caggactgct tcaggctgat 34^0 
tgaaaaggcc cagcaggctc cagaagggca gccacgtctg gaccagggct caggtgccag 3480 
tgcggaggac gctgctgtcc aggagagggt ctgcggcctt ctccggcagc tgcacacggc 3510 
ctacagtggc ctggtctcca ycctccaggg cctgcccgcc gagctccagc agccagtggg ,600 
gcgggcgcgg cacagcctct gtgagctcta tggcatcgtg gcctcagctg gctctgtaga 3660 
ggagctgccc gcagagcggc tggtgcagag ccgcgagggt gtgcaccagg cttggcaggg 3720 
gttagagcag ctgctggagg gcctacagca caatcccccg ctcagctggc tggtagggcc 3780 
cttcgccttg cccgctggcg ggcagtagct gtaggagcct gcaggcccgg cgcggggtc 3839 

2 1 0 > 5 8 
c211> 1225 
<212> PRT 

< 2 13 > Homo sapiens 
<400> 58 

Met Ser Ala Pro Asp Glu Gly Arg Arg Asp Pro Pro Lys Pro Lys Gly 
15 10 15 

Lvs pro Pro Ala Pro Met Gin Thr Leu Gly Ser Phe Phe Gly Ser Leu 

3 0 



2S 



Pro Gly Phe Ser Ser Ala Arg Asn Leu Val Ala Asn Ala His Ser Ser 

35 40 45 

Val Gly Ala Lys Asp L-u Val Cys Ser Lys Met Ser Arg Ala Lys Asp 

5 0 



la Vai Ser £.»■! Gly 7a i 



. 60 

ua Ser Val Vai Asp Val Ala Lys Gly 



65 70 75 HU 

Val Gin Gly Gly Leu Asp Thr Thr Arg Ser Ala Leu Thr Gly Thr Lys 
8 5 9 0 9 5 

Glu Val Val S^r Ser Gly Val Thr Gly Ala Met Asp Met Ala Lys Gly 
100 10 5 110 

Ala Val Gin Gly Gly Leu Asp Thr Ser Lys Ala Val Leu Thr Gly Thr 
11S 12 0 12 5 

Lys Asp Thr Val Ser Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys 
130 135 140 

Gly Thx Val Gin Ala Gly Val Asp Thr Thr Lys Thr Val Leu Thr Gly 
145 150 155 160 

Thr Lys Asp Thr Val Thr Thr Gly Val Met Gly Ala Val Asn Leu Ala 
165 170 175 

Lys Gly Thr Val Gin Thr Gly Val Glu Thr Ser Lys Ala Val Leu Thr 
180 18 5 190 

Gly Thr Lys Asp Ala Val Ser Thr Gly Leu Thr Gly Ala Val Asn Val 
195 200 2 05 

Ala Arg Gly Ser He Gin Thr Gly Val Asp Thr Ser Lys Thr Val Leu 
210 215 220 

Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Met Asn 
225 ' ^ 230 235 240 

Val Ala Lys Gly Thr He Gin Thr Gly Val Asp Thr Ser Lys Thr Val 

245 250 255 

Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Met 

260 265 270 

Asn Val Ala Lys Gly Tin He Gin Thr Gly Val At>p Thr Ser Lys Thx 
275 280 285 

Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala 
290 295 300 

Met Asn Val Ala Lys Gly Thr He Gin Thr Gly Val Asp Thr Thr Lys 
305 310 315 320 

Thr Val Leu Thr Gly Thr Lys Asn Thr Val Cys Ser Gly Val Thr Gly 

325 330 335 

Ala Val Asn Leu Ala Lys Glu Ala He Gin Gly Gly Leu Asp Thr Thr 

3 4 0 3 4 5 3 5 0 

Lys Sei Met. Val Met Gly Thr Lys Asp Thr Met Ser Thr Gly L<-u Thr 
3 r, 5 3 6 0 3 6 l \ 

:,jy Aia Ala Asn Val Ala Lys Gly Ala Met Gin Thr' Gly Leu Asn Tin 



1 10 



37 0 3 75 380 

Thr Gin Asn He Ala Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val 

385 390 395 400 

Thr Gly Ala Met Asn Leu Ala Arq Gly Thr He Gin Thr Gly Val Asp 
4 0 S 4 10 4 15 

Thr Thr Lys lie Val Leu Thr Gly Thr Lys Asp Thr Val Cys 5er Gly 
420 425 430 

Val Thr Gly Ala Ala Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu 
435 440 445 

Asp Tin Tin Lys Sei Val Leu Thr Gly Thr Lys Asp Ala Val Ser Thr 
450 455 4 60 

Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly 
465 470 475 480 

Val Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys 
485 490 495 

Ser Gly Vil Thr Ser Ala Val Asn Val Ala Lys Gly Ala Val Gin Gly 
500 505 510 

Gly Levi Asp Thr Thr Lys Ser Val Val He Gly Thr Lys Asp Thr Met 
bl5 520 525 

Ser Thr Gly Leu Thr Gly Ala Ala Asn Val Ala Lys Gly Ala Val Gin 
530 535 540 

Thr Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly Thr Lys Asp Thr 
54 5 550 5 55 56 0 

Val Thr Thr Gly Leu Val Gly Ala Val Asn Val Ala Lys Gly Thr Val 
565 570 575 

Gin Thr Gly Met Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp 
580 585 590 

Thr He Tyr Ser Gly Val Thr Ser Ala Val Asn Val Ala Lys Gly Ala 
5 95 6 00 6 05 

Val Gin Thr Gly Leu Lys Thr Thr Gin Asn He Ala Thr Gly Thr Lys 
610 ' 615 620 

Asn Thr Pne Gly Ser Gly Val Thr Ser Ala Val Asn Val Ala Lys Gly 

625 630 635 640 

Ala Ala Gin Thr Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly Thr 

64 5 6 50 6 55 

Lys Asp Thr Val Thr Thr Gly Leu Met Gly Ala Val Asn Val Ala Lys 
r so 6 6 5 6 7 0 

i ; 1 - ■ iiiJ ; u Gin Tin Ser Val Asp Thr Thr Lys Tin Val Leu r ihr Gly 



1 1 1 



Thr Lys Ai;p Thr Val Cys Ser Gly Val Thr Gly Ala Ala Asn VaL Ala 
6 90 6 95 700 

Lys Glv Ala Hp Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Leu Thr 
"7 0S 7 10 ^15 7 2 0 

Gly Thr Lys Asn Ala Val Ser Thr Gly Leu Thr Gly Ala Val Lys Leu 
7 25 710 715 

Ala Lys Gly Thr Val Gin Thr Gly Met Asp Thr Thr Lys Thr VaL Leu 
740 745 750 

Thr Gly Thr Lys Asp Ala Val Cys Ser Gly Val Thr Gly Ala Ala Asn 

7 55 760 765 

Val Ala Lys Gly Ala Val Gin Met Gly Val Asp Thr Ala Lys Thr Val 

770 775 780 

Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Ala 
785 790 795 800 

Asn Val Ala Lys Gly Ala Val Gin Thr Gly Leu Lys Thr Thr Gin Asn 
805 810 815 

lie Ala Thr Gly Thr Lys Asn Thr Leu Gly Ser Gly Val Thr Gly Ala 
82 0 82 5 8 30 

Ala Lys Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp Thr Thr Lys 

835 840 845 

Ser Val Leu Thr Gly Thr Lys Asp Ala Val Ser Thr Gly Leu Thr Gly 
850 855 860 

Ala Val Asn Leu Ala Lys Gly Thr Val Gin Thr Gly Val Asp Thr Ser 
865 870 875 880 

Lys Thi Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr 
885 890 895 

Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly Val Asp Thr 
900 905 910 

Ala Lys Thr Val Leu Ser Gly Ala Lys Asp Ala Val Thr Thr Gly Val 
915 920 925 

Thr Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly Val Asp 

93 0 93 5 94 0 

Ala S-r Lys Ala Val Leu Met Gly Thr Lys Asp Thr Val Phe Ser Gly 

94 6 950 S>5 5 96 0 

Val I"hi G i y Ala M-t S-r M->t Ala Lys Gly Ala Val Gin Gly Gly Leu 

' < (- 9 7 0 9 7 5 

Asr "I'm Inr I ,.- Thr Val L-ui Thr Gly Thi Lys Asp Ala Val Ser At a 



112 



Gly Leu Met Gly Ser Gly Asn Val Ala Thr Gly Ala Thr His Thr Gly 
995 1000 1005 

Leu Ser Thr Phe Gin Asn Trp Leu Pro Ser Thr Pro Ala Thr Ser Trp 
1010 101S 10 2 0 

Gly Gly Leu Thr Sf-r Ser Arg Thr Thr Ala Gin L^u Ala Ala Ser Gin 
1025 1030 1035 1040 

Pro Gly Pro Lys Val Leu Ser Ala Glu Gin Gly Ser Tyr Phe Val Arg 
1045 1050 1055 

Leu Gly Asp Leu Gly Pio Ser Phe Aig Gin Aig Ala Phe Glu His Ala 
lOfiO 1065 1070 

Val Ser His Leu Gin His Gly Gin Phe Gin Ala Arg Asp Thr Leu Ala 
1075 1080 1085 

Gin Leu Gin Asp Cys Phe Arg Leu lie Glu Lys Ala Gin Gin Ala Pro 
1090 1095 1100 

Glu Gly Gin Pro Arg Lou Asp Gin Gly Ser Gly Ala Ser Ala Glu Asp 
1105 1110 1115 1120 

Ala Ala Val Gin Glu Arg Val Cys Gly Leu Leu Arg Gin Leu His Thr 
112 5 113 0 113 5 

Ala Tyr Ser Gly Leu Val Ser Ser Leu Gin Gly Leu Pro Ala Glu Leu 
114 0 1145 1150 

Gin Gin Pro Val Gly Arg Ala Arg His Ser Leu Cys Glu Leu Tyr Gly 
1155 1160 1165 

lie Val Ala Ser Ala Gly Ser Val Glu Glu Leu Pro Ala Glu Arg Leu 
1170 1175 1180 

Val Gin Sei Atg Glu Gly Val His Gin Ala Tip Gin Gly Leu Glu Gin 
1185 1190 1195 1200 

Leu Leu Glu Gly Leu Gin His Asn Pro Pro Leu Ser Trp Leu Val Gly 
1205 1210 1215 

Pro Phe Ala Leu Pro Ala Gly Gly Gin 
12 2 0 12 2 5 



<210> 59 
< 2 1 1 > 810 
< 2 1 2 > DNA 

-213> Homo sapiens 
< 4 0 0 > 5 9 

aggcctgcag gt gngt.gt.cg ggrt get cag got t t ragfg gggagtgggt gt gggat.ggg 60 
aggrtaggga .enttc -icg'-act t r t < -t g-c ■<•< ■ t. t •■< -ag- g t ot cugtrrtcn 120 

eg atgt.c-t.gc lu ,ugtgnn <.?ggagacjgg a t: <-g<-< ■< -gaa t »e<-qaag-.igt- - » ag ■ i t.-cct gg 18 0 



1 13 



• 



gcagcttctt tgggtccctg cctggcttca actctgcccg gaacctggtg gccaacgcac 240 

atagctcggc gagagcccgg ccggccgctg accccacagg agcycctgct gccgaggctg 3 00 

cccaaccaca ggctcaggtg gctgcccacc cagagcagac ggccccatgg acggagaagg 360 

agctgcaacc ttcggaaaag attgaaaagg cccagcaggc tccagaaggg cagccacgtc 420 

tggaccaggg ctcaggtgcc agtgcggagg acgctgctgt ccaggaggag cgggatgccg 48 0 

qgqttctgtc cagggtctqc ggccttctcc qqcaqctqca cacqqcctac aqtqqcctgq 540 

t^tccagrct rrrjrjggrrrg rr T gccgagr tcragcagrr agtggggcgg gcgrggcaca 

qcctctqtqa qctctatqqc atcqtqqCCt caqctqqctC tqtaqaqqaq ctqcccqcaq 660 

agcggctggt gcagagrrgc gagggtgtgc: accaggrttg gcaggggtta gagcagctgc 720 

tcrqagqcrcct- acaacacaat rccccqctca qctaactaat aqqqcrrttc qccttqcrcn 780 

etggcgggca gtagctgt.ag gagcctgcag 810 



<210> 6 0 
c211^ 223 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Ser Ala Pro Asp Gl u Gly Arg Arg Asp Pro Pro Lys Pro Lys Gly 
15 10 15 

Lys Thr Leu Gly Ser Phe Phe Gly Ser Leu Pro Gly Phe Asn Ser Ala 

20 25 30 

Arg Asn Leu Val Ala Asn Ala His Ser Ser Ala Arg Ala Arg Pro Ala 

3 5 4 0 4 5 

Ala Asp Pro Thr Gly Ala Pro Ala Ala Glu Ala Ala Gin Pro Gin Ala 
50 55 GO 

Gin Val Ala Ala His Pro Glu Gin Thr Ala Pro Trp Thr Glu Lys Glu 
65 70 75 80 

Lou Gin Pro Ser Glu Lys He Glu Lys Ala Gin Gin Ala Pro Glu Gly 
8 5 90 9 5 

Gin Pro Arg Leu Asp Gin Gly Ser Gly Ala Ser Ala Glu Asp Ala Ala 
100 105 HO 

Val Gin Glu Glu Arg Asp Ala Gly Val Leu Ser Arg Val Cys Gly Leu 
115 120 125 

Leu Arg Gin Leu His Thr Ala Tyr Ser Gly Leu Val Ser Ser Leu Arg 
130 135 140 

Gly Leu Pro Ala Glu Leu Gin Gin Pro Val Gly Arg Ala Arg His Ser 
145 150 155 160 

Leu Cys Glu Leu Tyr Gly He Val Ala Ser Ala Gly Ser Val Glu Glu 
165 170 175 

I.^ u p rc Ala Glu Arg Leu Val Gin Ser Arg Glu Gly Val His Gin Ala 
180 185 190 

Ti r Oli; Gly L-u Glu Gin Leu Leu Glu Gly Leu Gin His Ass Pro Pro 

i'.:, 2 00 - ') f < 



114 



Leu Ser Trp Leu Val Gly Pro Phe Ala Leu Pro Ala Gly Gly Gin 

210 215 220 



<?A 0> 61 
- 2 1 1 - 3 99 
^212 > PRT 

<~2 1 i> Homo sapiens 
< 4 0 0 > 6 1 

Met Lys Met Arg Phe Leu Gly Leu Val Val Cys Leu Val Leu Trp Pro 
15 10 15 

Leu His Sei Glu Gly Sex Gly Gly Lys Leu Tin Ala Val Asp Pro Glu 
2 0 2 5 3 0 

Thr Asn Met Asn Val Ser Glu He He Ser Tyr Trp Gly Phe Pro Ser 
35 40 45 

Glu Glu Tyr Leu Val Glu Thr Glu Asp Gly Tyr He Leu Cys Leu Asn 
50 55 60 

Arg Tie Pro His Gly Arg Lys Asn His Ser Asp Lys Gly Pro Lys Pro 
65 70 75 80 

Val Val Phe Leu Gin His Gly Leu Leu Ala Asp Ser Ser Asn Trp Val 

8 5 90 9 5 

Thr Asn Leu Ala Asn Ser Ser Leu Gly Phe lie Leu Ala Asp Ala Gly 
100 105 110 

Phe Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Lys 
115 120 125 

His Lys Thr Leu Ser Val Ser Gin Asp Glu Phe Trp Ala Phe Ser Tyr 
130 135 140 

Asp Glu Met Ala Lys Tyi Asp Leu Pio Ala Sei He Asn Phe He Leu 
145 150 155 160 

Asn Lys Thr Gly Gin Glu Gin Val Tyr Tyr Val Gly His Ser Gin Gly 
165 170 175 

Thr Thr He Gly Phe He Ala Phe Ser Gin He Pro Glu Leu Ala Lys 
180 185 190 

Arg He Lys Met Phe Phe Ala Leu Gly Pro Val Ala Ser Val Ala Phe 

195 200 205 

Cys Thr Ser Pro Met Ala Lys Leu Gly Arg Leu Pro Asp His Leu He 

2 10 2 15 2 2 0 

Lys Asp Leu Phe Gly Asp Lys Glu Phe Leu Pro Gin Ser Ala PL- Leu 
? 2 5 .5 3 0 2 3 5 2 4 0 

Lys rip I.-' u Gly Thr His \ai Cys Thr His Val He Leu Lys Glu L-u 

1 15 




245 250 255 

Cys Gly Asn Leu Cys Phe Leu Leu Cys Gly Phe Asn Glu Arg Asn Leu 

260 265 270 

Asn Met Ser Arq Val Asp Val Tyr Thr Thr His Ser Pro Ala Gly Thr 

? 7 ^ 280 2 8 5 

Ser Val c;ln Asn M^r \ : <=u His Trp Ser Gin Al a Val Lys Phe Gin Lys 
2 90 295 300 

Phe Gin Ala Phe Asp Trp Gly Ser Ser Ala Lvs Asn Tyr Phe His Tyr 
305 310 315 320 

Asn Glii Sei Tyr Pro Pio Thr Tyr Asn Val Lys Asp Met Leu Val Pio 
325 330 335 

Thr Ala Val Trp Ser Gly Gly His Asp Trp Leu Ala Asp Val Tyr Asp 
340 345 350 

Val Asn lie Leu Leu Thr Gin lie Thr Asn Leu Val Phe His Glu Ser 

355 360 365 

Tie Pro Glu Trp Glu His I,pu Asp Phe lie Trp Gly Leu Asp Ala Pro 
370 375 380 

Trp Ary Leu Tyr Asn Lys lie lie Asn Leu Met Arg Lys Tyr Gin 

385 3 90 3 95 



2 10- 62 
< 2 1 1 s 3 9 9 
^212 > PRT 

•21} • Horno sapiens 
<400> 6 2 

Met Lys Met Arg Phe Leu Gly Leu Val Val Cys Leu Val Leu Trp Thr 
15 10 15 

Leu His Ser Glu Gly Ser Gly Gly Lys Leu Thr Ala Val Asp Pro Glu 
20 25 30 

Thr Asn Met Asn Val Ser Glu lie lie Ser Tyr Trp Gly Phe Pro Ser 
35 40 45 

Gin Glu Tyr Leu Val Glu Thr Glu Asp Gly Tyr lie Leu Cys Leu Asn 
5 0 5 5 6 0 

Arg He Pre His Gly Arg Lys Asn His Ser Asp Lys Gly Pro Lys Pro 
6b 7 0 7 5 B0 

Val Val Phe Leu Gin His Gly Leu Leu Ala Asp Ser Ser Asn Trp Val 

8 5 9 0 9 5 

Thi An, i ■■•.] Ala As.:: Set Ser Leu Gly Phe He Leu Ala Asp A ) a Gly 
I 0 0 10 5 1 1 0 
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Phe Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Lys 

115 120 125 

His Lys Thr Leu Ser Val Ser Gin Asp Glu Phe Trp Ala Phe Ser Tyr 
130 135 140 

A c, p m„ M^t Ala Lys Tyr Asp L^u Pro Ala Tie Asn Ph~ T 1 <=» L*=u 

145 150 155 160 

Asn I,v«= Thr Glv Gin Glu Gin Val Tvr Tvr Val Glv His Ser Gin Glv 
165 170 175 

Thr Thr He Gly Phe He Ala Phe Ser Gin He Pro Glu Leu Ala Lys 
180 185 190 

Arg He Lys Met Phe Phe Ala Leu Gly Pro Val Ala Ser Val Ala Phe 
195 200 205 

Cys Thr Ser Pro Met Ala Lys Leu Gly Arg Leu Pro Asp His Leu He 

2 10 215 2 20 

Lys Asp Leu Phe Gly Asp Lys Glu Phe Leu Pro Gin Ser Ala Phe Leu 

225 230 235 240 

Lys Tip Leu Gly Thr His Val Cys Thr His Val He Leu Lys Glu Leu 
245 250 255 

Cys Gly Asn Leu Cys Phe Leu Leu Cys Gly Phe Asn Glu Arg Asn Leu 

260 265 270 

Asn Met Ser Arg Val Asp Val Tyr Thr Thr His Ser Pro Ala Gly Thr 

275 280 285 

Ser Val Gin Asn Met Leu His Trp Ser Gin Ala Val Lys Phe Gin Lys 

290 295 300 

Phe Gin Ala Phe Asp Trp Gly Ser Ser Ala Lys Asn Tyr Phe His Tyr 

305 310 315 320 

Asn Gin Ser Tyr Pro Pro Thr Tyr Asn Val Lys Asp Met Leu Val Pro 

325 330 335 

Thr Ala Val Trp Ser Gly Gly His Asp Trp Leu Ala Asp Val Tyr Asp 
340 345 350 

Val Asn He Leu Leu Thr Gin He Thr Asn Leu Val Phe His Glu Ser 

355 360 365 

He Pro Glu Trp Glu His Leu Asp Phe He Trp Gly Leu Asp Ala Pro 

370 375 380 

Trp Arg L*-u Tyi Asn Lys He He Asn Leu Met Arg Lys Tyr Gin 

385 390 >95 



«- 2 1 0 • (-'■ 
<- 2 i 1 ■ : T 
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<212> PRT 

<2 13 > Homo sapiens 

Met°Lv 6 s 3 M et Arg Phe Leu Gly Leu Val Val Cys Leu Val Leu Tip Pro 
1 ' 5 10 1S 

Leu His Ser Glu Gly Ser Gly Glv Lys Leu Thr Ala Val Asu Pro Glu 



20 



2S *° 



Thr Asn Met Asn Val Ser Glu He lie Ser Tyr Trp Gly Phe Pro Ser 
35 



40 <*5 



Glu Glu Tyr Leu Val Glu Thr Glu Asp 

50 55 



Thr Glu Asp Gly Tyr lie Leu Cys Leu Asn 



60 



Arq He Pro His Glv Arg Lys Asn His Ser Asp Lys Gly Pro Lys Pro 

65 70 75 80 

Val Val Php I.-U Gin His Gly Leu Leu Ala Asp Ser Ser Asn Trp Val 

85 30 95 

Thr Asn L-u Ala Asn Ser Ser Leu Gly Phe He Leu Ala Asp Ala Gly 

100 105 

Phe Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Lys 



lib 



120 125 



His Lys Thr Leu Ser Val Ser Gin Asp Glu Phe Trp Ala Phe Ser Tyr 



130 135 



140 



Asp Glu Met Ala Lys Tyr Asp Leu Pro Ala Ser He Asn Phe He Leu 
145 150 155 I 60 

Asn Lys Thr Gly Gin Glu Gin Val Tyr Tyr Val Gly His Ser Gin Gly 



165 



170 



Thr Thr He Gly Phe He Ala Phe Ser Gin He Pro Glu Leu Ala Lys 



180 



185 



Arg lie Lys Met Phe Phe Ala Leu Gly Pro Val Ala Ser Val Ala Phe 
195 200 205 

Cys Thr Ser Pro Met Ala Lys Leu Gly Arg Leu Pro Asp His Leu He 

2 1 C 215 220 

Lys Asp Leu Phe Gly Asp Lys Glu Phe Leu Pro Gin Ser Ala Phe Leu 

2 25 2 30 235 240 

Lys Trp Leu Gly Thr His Val Cys Thr His Val Lie Leu Lys Glu Leu 

245 250 255 

rv-: Glv Asn L-u Cvs Phe Leu L-u Cys Gly Phe Asn Glu Arq Asn I-u 

260 ' .-*5 270 

Arn Arg Val Asp Val Tyr Thr Thr His Ser Pro Ala '-ly Thr 

2 8u 



IIS 



Ser Val Gin Asn Met Leu His Trp Ser Gin Ala Val Lys Phe Gin Lys 
290 295 300 

Phe Gin Ala Phe Asp Trp Gly Ser Ser Ala Lys Asn Tyr Phe His Tyr 
305 310 315 320 

£sn Gin Ser Tyr Pro Pro Thr Tyr Asn Val Lys Asp Met Leu Val Pro 
^25 3 30 3 35 

Thr Ala Val Trp Ser Gly Gly His Asp Trp Leu Ala Asp Val Tyr Asp 
340 345 350 

Val Asn lie Leu Leu Thr Gin He Thr Asn Leu Val Phe His Glu Ser 

355 360 365 

He Pro Glu Trp Glu His Leu Asp Phe He Trp Gly Leu Asp Ala Pro 
370 375 380 

Trp Arg Leu Tyr Asn Lys He He Asn Leu Met Arg Lys Tyr Gin 

385 390 395 



< 2 1 0 > 6 4 

<211> 399 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Met Lys Met Arg Phe Leu Gly Leu Val Val Cys Leu Val Leu Trp Pro 
1 5 



10 



Leu His Ser Glu Gly Ser Gly Gly Lys Leu Thr Ala Val Asp Pro Glu 

20 25 30 

Thr Asn Met Asn Val Ser Glu He lie Ser Tyr Trp Gly Phe Pro Ser 

35 40 45 

Glu Glu Tyt Leu Val Glu Thr Glu Asp Gly Tyr He Leu Cy^ Leu Asn 

50 ' S5 60 

Arq He Pro His Gly Arg Lys Asn His Ser Asp Lys Gly Pro Lys Pro 

65 70 75 80 

Val Val Phe Leu Gin His Gly Leu Leu Ala Asp Ser Ser Asn Trp Val 

R5 90 95 

Thr Asn Leu Ala Asn Ser Ser Leu Gly Phe He Leu Ala Asp Ala Gly 

100 105 HO 

Phe Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Lys 

115 12 0 12 5 

His Lys Thr I.-n; Val S-i Gin Asp Glu Phe Trp Ala Phe S-r Tyr 

130 135 140 



Asp i;iu t A ■ .1 i , : Tyr Asp Le 



Leu Pro Ala Ser He Asn Ph" IK- L»-<u 



Asn Lys Thr Gly Gin Glu Gin Val Tyr Tyr Val Gly His Ser Gin Gly 
165 170 175 

Thr Thr lie Gly Phe lie Ala Phe Ser Gin lie Pro Glu Leu Ala Lys 
1 RO 1 A S 1% 

Arg lie Lys M^t Phe Phe Ala Leu Gly Pro Val Ala Ser Val Ala Phe 
19S 200 205 

Cys Thr Ser Pro Met Ala Lys Leu Gly Arg Leu Pro Asp His Leu lie 

210 215 22 0 

Lys Asp Lea Pile Gly Asp Lys Glu Phe Leu Pio Gin Ser Ala Phe Leu 
225 230 235 240 

Lys Trp Leu Gly Thr His Val Cys Thr His Val lie Leu Lys Glu Leu 
245 250 255 

Cys Gly Asn Leu Cys Phe Leu Leu Cys Gly Phe Asn Glu Arg Asn Leu 
260 265 270 

Asn Met Ser Arg Val Asp Val Tyr Thr Thr His Ser Pro Ala Gly Thr 
275 280 285 

Ser Val Gin Asn Met Leu His Trp Ser Gin Ala Val Lys Phe Gin Lys 
290 295 300 

Phe Gin Ala Phe Asp Trp Gly Ser Ser Ala Lys Asn Tyr Phe His Tyr 
305 310 315 320 

Asn Gin Ser Tyr Pro Pro Thr Tyr Asn Val Lys Asp Met Leu Val Pro 
325 330 335 

Thr Ala Val Trp Ser Gly Gly His Asp Trp Leu Ala Asp Val Tyr Asp 
340 345 350 

Veil Asn lie Leu Leu Tin Gin lie Thi A^n Leu Val Phe His Glu Ser 
355 360 365 

lie Pro Glu Trp Glu His Leu Asp Phe lie Trp Gly Leu Asp Ala Pro 

370 375 380 

Trp Arg Leu Tyr Asn Lys lie lie Asn Leu Met Arg Lys Tyr Gin 
385 390 395 



<210> 65 

<211> 398 

<212> PRT 

<213> Homo sapiens 

'400- 65 

Met Trp Leu Leu Lou Thr Met Ala Ser Leu He Ser Val Leu Gly Thr 
1 5 10 15 
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Thr His Gly Leu Phe Gly Lys Leu His Pro Gly Ser Pro Glu Val Thr 

20 25 30 

Met Asn lie Ser Gin Met lie Thr Tyr Trp Gly Tyr Pro Asn Glu Glu 
35 40 4 5 

Tyr Gin Val Val Thr Glu Asp Gly Tyr T 1 *» L^u Glu Val Asn Arg lie 
50 55 60 

Pro Tvr Glv Lvs Lvs Asn Ser Glv Asn Thr Glv Gin Aro Pro Val Val 
65 70 75 80 

Phe Leu Gin His Gly Leu Leu Ala Ser Ala Thr Asn Trp lie Ser Asn 

85 90 95 

Leu Pro Asn Asn Ser Leu Ala Phe Tie Leu Ala Asp Ala Gly Tyr Asp 
100 105 110 

Val Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp Ala Arg Arg Asn Leu 
115 120 125 

Tyr Tyr Ser Pro Asp Ser Val Glu Phe Trp Ala Phe Ser Phe Asp Glu 
130 135 140 

Met Ala Lys Tyr Asp Leu Pro Ala Thr lie Asp Phe lie Val Lys Lys 
145 150 155 160 

Thr Gly Gin Lys Gin Leu His Tyr Val Gly His Ser Gin Gly Thr Thr 
165 170 175 

lie Gly Phe lie Ala Phe Ser Thr Asn Pro Ser Leu Ala Lys Arg lie 
180 185 190 

Lys Thr Phe Tyr Ala Leu Ala Pro Val Ala Thr Val Lys Tyr Thr Lys 

195 200 205 

S er L eu lie Asn Lys Leu Arg Phe Val Pro Gin Ser Leu Phe Lys Phe 

210 215 220 

Tie Phe Gly Asp Lys He Phe Tyr Pro His Asn Phe Phe Asp Gin Phe 
225 230 235 240 

Leu Ala Thr Glu Val Cys Ser Arg Glu Met Leu Asn Leu Leu Gys Ser 
245 250 255 

Asn Ala Leu Phe He Tie Cys Gly Phe Asp Ser Lys Asn Phe Asn Thr 

260 265 270 

Ser Arg Leu Asp Val Tyr Leu Ser His Asn Pro Ala Gly Thr Ser Val 

2 75 280 28 5 

Gin Asn Met Phe His Trp Thr Gin Ala Val Lys Ser Gly Lys Phe Gin 

2 r * ( ' 2 9 5 3 0 0 

Ala Tyr Asp Trp Gly Ser Pro Val Gin Asn Arg Met His Tyr Asp Gin 
\r.± 3 1 0 3 1 5 320 



121 





Sor Gin Pro Pro Tyr Tyr Asn Val Thr Ala Met Asn Val Pro lie Ala 

325 330 335 

Val Trp Asn Gly Gly Lys Asp Leu Leu Ala Asp Pro Gin Asp Val Gly 

3 40 345 350 

r .^n [ i T.^ii Pro Lys Leu Pro Asn Leu Tie Tyr His Lys Gin Tie Pro 
355 360 365 

Php Tvr Asn His Leu Aso Phe Tie Tro Ala Met Aso Ala Pro Gin Glu 
3 7 0 3 7 5 3 8 0 

Val Tyr Asn Asp lie Val Ser Met lie Ser Glu Asp Lys Lys 

385 390 395 



< 2 1 0 > 6 6 
<2ll> 232 
<2 12> PRT 

< 2 1 3 -> Homo sapiens 

r 4 0 0 > 6 6 

Phe Arg Val lie Leu Leu Asp Leu Arg Gly Phe Gly Glu Ser Ser Pro 
1 5 10 15 

Ser Asp Leu Ala Glu Tyr Arg Phe Asp Asp Leu Ala Glu Asp Leu Glu 

Z0 2 5 3 0 

Ala Leu Leu Asp Ala Leu Gly Leu Glu Lys Pro Val lie Leu Val Gly 
3 5 4 0 4 5 

His Ser Met Gly Gly Ala Tie Ala Leu Ala Tyr Ala Ala Lys Tyr Pro 
50 5 5 6 0 

Glu Leu Arg Val Lys Ala Leu Val Leu Val Ser Pro Pro Leu Pro Ala 
6 5 70 75 80 

Gly Leu Ser Ser Asp Leu Phe Pro Arg Gin Gly Asn Leu Glu Gly Leu 
85 90 95 

Leu Leu Ala Asn Phe Arg Asn Arg Leu Ser Arg Ser Val Glu Ala Leu 
100 105 110 

Leu Gly Arg Ala Leu Lys Gin Phe Phe Leu Leu Gly Arg Pro Leu Val 
115 120 125 

Ser Asp Phe Leu Lys Gin Ala Glu Asp Trp Leu Ser Ser Leu Tie Arg 
130 135 140 

b i j'i Giy Glu Asp Asp Gly Gly Asp Gly Leu Leu Gly Ala Ala Val Ala 



150 



155 



160 



Lys L-'U I -mi Gin Trp Asp Leu Ser Ala Leu Lys Asp lie Lys 

1 ... 17 0 1 " 7 5 



F i c Thr L-u Val Ilo Trp Gly Thr Asp Asp Pro Leu Val Pro Leu 

i Hi: 185 190 



Asp Ala Ser Glu Lys Leu Ser Ala Leu He Pro Asn Ala Glu Val Val 

195 200 205 

Val He Asp Asp Ala Gly His Leu Ala Leu Leu Glu Lys Pro Glu Glu 

2 10 2 15 2 2 0 

Val A] a Glu Leu He Lvs Phe Leu 

2 2 5 2 3 0 



< 2 1 0 > 6 7 
<211> 3312 
<212r^ PRT 

'•213 ..• Homo sapiens 
<400> 67 

Met Met Ala Arq Arq Pro Pro Trp Arq Gly Leu Gly Glu Arg Ser Thr 
15 10 15 

Pro He Leu Leu Leu Leu Leu Leu Ser Leu Phe Pro Leu Ser Gin Glu 
2 0 2 5 3 0 

Glu T i G 1 y G 1 y G 1 y G 1 y His Gin Gly Trp Asp Pro Gly Leu Ala Ala 
3 5 4 0 4 5 

Thr Thr Ciiy Pro Ary Ala Hrs He Gly Gly Gly Ala Leu Ala Leu Cys 
50 55 60 

Pro Glu Ser Ser Gly Val Arg Glu Asp Gly Gly Pro Gly Leu Gly Val 
65 70 75 80 

Arq Glu Pro He Phe Val Gly Leu Arq Gly Arq Arg Gin Ser Ala Arq 
85 90 95 

Asn Ser Arq Gly Pro Pro Glu Gin Pro Asn Glu Glu Leu Gly lie Glu 
100 105 110 

His Gly Vrtl Gin Pio Leu Gly Ser Ary Glu Aig Glu Thr Gly Gin Gly 
115 120 125 

Pro Gly Ser Val Leu Tyr Trp Arg Pro Glu Val Ser Ser Cys Gly Arg 
130 135 140 

Thr Gly Pro Leu Gin Arq Gly Ser Leu Ser Pro Gly Ala Leu Ser Ser 
145 150 155 160 

Gly Val Pro Gly Ser Gly Asn Ser Ser Pro Leu Pro Ser Asp Phe Leu 

165 170 175 

lie Arq His His Gly Pro Lys Pro Val Ser Ser Gin Arg Asn Ala Gly 

1 H 0 18 5 19 0 

Dm ; j / : A i y Lys A: q Val Gly Thr Ala Ar y Cys Cys Gly Glu Leu 
i 2 00 2 05 



I M A. , ihr 



Gin Gly Glu Ary Ala Thr Thr 



..-r GL. 



Ala Glu Arg Thr Ala Pro Arg Arg Asn Cys Leu Pro Gly Ala Ser Gly 

225 230 23 5 240 

Ser Gly Pro Glu Leu Ar,p Ser Ala Pro Arq Thr Ala Arg Thr Ala Pro 

2 4 r - 2 5 P 2^5 

Ala Ser (41 y S^r Ala Pro Arg Glu Ser Arg Thr Ala Pro Glu Pro Ala 
260 265 270 

Pro Lys Arg Met. Arcj Ser Arg Gly Leu Phe Arg Cys Arg Phe Leu Pro 
275 280 285 

Glu Aiy Pro Gly Piu Aig Pro Pio Gly Leu Pro Ala Arg Pro Glu Ala 

290 29 5 300 

Arg Lys Val Thr Ser Ala Asn Arg Ala Arg Phe Arg Arg Ala Ala Asn 

3 05 3 10 315 32 0 

Arg His Pro Gin Phe Pro Gin Tyr Asn Tyr Gin Thr Leu Val Pro Glu 

32 5 3 30 33 5 

Asn Glu Ala Ala Gly Thr All ''al Leu Arg Val Val Ala Gin Asp Pro 
3 4 0 3 4 5 3 5 0 

Asp Ala Gly Glu Ala Gly Arg Leu Val Tyr Ser Leu Ala Ala Leu Met 

3S5 3 60 3 65 

Asn Ser Arg Ser Leu Glu Leu Phe Ser He Asp Pro Gin Ser Gly Leu 
370 37 5 380 

He Arg Thr Ala Ala Ala Leu Asp Arg Glu Ser Met Glu Arg His Tyr 

38 5 3 90 3 95 4 00 

Leu Arg Val Thr Ala Gin Asp His Gly Ser Pro Arg Leu Ser Ala Thr 
4 05 410 415 

Tin Met Val Aid Val Tin Val /Ma Asp Any Asn Asp His Sex Piu Val 
420 425 430 

Phe Glu Gin Ala Gin Tyr Arg Glu Thr Leu Arg Glu Asn Val Glu Glu 
435 4 40 445 

Gly Tyr Pro lie Leu Gin Leu Arg Ala Thr Asp Gly Asp Ala Pro Pro 
450 4 55 460 

Asn Ala Asn Leu Arg Tyr Arg Phe Val Gly Pro Pro Ala Ala Arg Ala 
46 5 '57 0 4 75 4 80 

Ala Ala Ala Ala Ala Ph" Glu lie Asp Pro Arg Ser Gly Leu He Ser 

4H- 490 495 

Tin- Set Gly nin .- Gi A:-. i Arg Glu His Met Glu Ser Tyr Glu Leu Val 
■ ■■■■■ 50 5 510 



Va i i ji u / j * - i 



;iy Gin Glu Pro Gly Pro Arc? Ser Ala Thr 



124 



Val Arq Val His lie Thr Val I.eu Asp Glu Asn Asp Asn Ala Pro Gin 

530 535 ^40 

Phe Ser Glu Lys Arc; Tyr Val Ala Gin Val Arq Glu Asp Val Arq Pro 
s 4S S Sn 56 0 

His Thr Val Val Lpu Arq Val Thr Ala Thr Asp Arq Asp Lys Asp Ala 
56 5 570 575 

Asn Gly Leu Val His Tyr Asn lie lie Ser Gly Asn Ser Arq Gly His 
580 585 590 

Phe Ala lie Asp Ser Leu Thr Gly Glu lie Gin Val Val Ala Pio Leu 

595 600 605 

Asp Phe Glu Ala Glu Arq Glu Tyr Ala Leu Arq lie Arq Ala Gin Asp 
610 615 620 

Ala Gly Arq Pro Pro Leu Ser Asn Asn Thi Gly Leu Ala Ser lie Gin 
625 630 635 640 

Val Val Asp Tie Asn Asp His T 1 o Pro Ho phe Val Ser Thr Pro Phe 
645 650 655 

Gin Val Ser Val Leu Glu Asn Ala Pro Leu lily His Ser Val He His 
660 665 670 

He Gin Ala Val Asp Ala Asp His Gly Glu Asn Ala Arq Leu Glu Tyr 

675 6 80 68 5 

Ser Leu Thr Gly Val Ala Pro Asp Thr Pro Phe Val He Asn Ser Ala 

690 695 7 00 

Thr Gly Trp Val Ser Val Ser Gly Pro Leu Asp Arq Glu Ser Val Glu 
705 710 7 15 720 

His Tyr Phe Phe Gly Val Glu Ala Arq Asp His Gly Ser Pio Pro Leu 
725 730 735 

Ser Ala Ser Ala Ser Val Thr Val Thr Val Leu Asp Val Asn Asp Asn 
740 745 750 

Arq Pro Glu Phe Thr Met Lys Glu Tyr His Leu Arq Leu Asn Glu Asp 
755 760 765 

Ala Ala Val Gly Thr Ser Val Val Ser Val Thr Ala Val Asp Arq Asp 

770 775 780 

Ala Asn Ser Ala He Ser Tyr Gin He Thr Gly Gly Asn Thr Arq Asn 

78 5 7 90 ">95 8 00 

Arq Phe Ala He Ser Thi Gin Gly Hy Val 'Sly L-u Val Thr Leu Ala 
8 0 5 c 1 0 8 15 

Leu Pro Leu Asp Tyr Lys Glu Glu ; Tyr *}>■ Lyr L-u Val Leu Thi 



I 25 



Ala Ser Asp Arg Ala Leu His Asp His Cys Tyr Val His lie Asn He 
8 3 5 840 845 

Thr Asp Ala Asn Thr His Arq Pro Val Phe Gin Ser Ala His Tyr Ser 
R^n ^ 5 8 A o 

Val Ser Val Asn Cln Asp Arg Pro Met Gly S^r Thr He Val Val He 
865 870 R7 5 «R0 

Ser Ala Ser Asp Asp Asp Val Gly Glu Asn Ala Arg He Thr Tyr Leu 
885 890 895 

Leu Glu Asp Asn Leu Pro Gin Phe Arg He Asp Ala Asp Sti Gly Ala 
'900 905 910 

He Thr Leu Gin Ala Pro Leu Asp Tyr Glu Asp Gin Val Thr Tyr Thr 

915 920 925 

Leu Ala lie Thr Ala Arg Asp Asn Gly lie Pro Gin Lys Ala Asp Thr 
930 935 940 

Thr Tyr Val Glu Val Met Val Asn Asp Val Asn Asp Asn Ala Pro Gin 
945 950 955 960 

Pile Val Ala Ser His Tyr Thr Gly Leu Val Ser Glu Asp Ala Pro Pro 
965 970 97 5 

Phe Thr Ser Val Leu Gin He Ser Ala Thr Asp Arg Asp Ala His Ala 

980 985 990 

Asn Gly Arg Val Gin Tyr Thr Phe Gin Asn Gly Glu Asp Gly Asp Gly 
995 1000 100 5 

Asp Phe Thr lie Glu Pro Thr Ser Gly He Val Arg Thr Val Arg Arg 
1010 1015 1020 

Leu Asp Arg Glu Ala Val Ser Val Tyr Glu Leu Tin Ala Tyi Ala Val 
1025 1030 1035 1040 

Asp Arg Gly Val Pro Pro Leu Arg Thr Pro Val Ser He Gin Val Met 
1045 1050 1055 

Val Gin Asp Val Asn Asp Asn Ala Pro Val Phe Pro Ala Glu Glu Phe 
1060 1065 1070 

Glu Val Arg Val Lys Glu Asn Ser He Val Gly Ser Val Val Ala Gin 
1075 1080 1085 

He Thr Ala Val Asp Pro Asp Glu Gly Pro Asn Ala His He Met Tyr 
i uvn 1095 11 00 

Gin il" Val Glu Gly Asn He Pro Glu L-u Hi- Gin V- t A. a II- Hi" 
110- 1110 1115 1120 

1 Giy Gl\i Leu Thr Ala Leu II" Asp L»mi Asp Tyr '"■ i a Ai-i A: a Gin 
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Glu Tyr Val He Val Val Gin Ala Thr Ser Ala Pro Leu Val Ser Arg 
1140 1145 1150 

Ala Thr Val His Val Arq Leu Val Asp Gin Asn Asp Asn Ser Pro Val 

ns^ i i 6 o 

Leu Asn Asn Phe Gin lie Leu Phe Asn Asn Tyr Val Ser Asn Arq Ser 
117 0 1175 1180 

Asp Thr Phe Pro Ser Gly He He Gly Arg He Pro Ala Tyr Asp Pro 
1185 1190 H95 1200 

Afap Val Ser Asp His Leu Phe Tyr Ser Phe Glu Arg Gly Asn Glu Leu 
1205 1210 12 15 

Gin Leu Leu Val Val Asn Gin Thr Ser Gly Glu Leu Arg Leu Ser Arq 
1220 1225 1230 

Lys Leu Asp Asn Asn Arg Pro Leu Val Ala Ser Met Leu Val Thr Val 
1235 1240 1245 

Thr Asp Gly Leu His Ser Val Thr Ala Gin Cys Val Leu Arg Val Val 
1250 1255 1260 

He He Thr Glu Glu Leu Leu Ala Asn Ser Leu Thr Val Arg Leu Glu 
1265 1270 1275 1280 

Asn Met Trp Gin Glu Arg Phe Leu Ser Pro Leu Leu Gly Arg Phe Leu 
1285 1290 1295 

Glu Gly Val Ala Ala Val Leu Ala Thr Pro Ala Glu Asp Val Phe He 
1300 1305 1310 

Phe Asn He Gin Asn Asp Thr Asp Val Gly Gly Thr Val Leu Asn Val 
1315 1320 1325 

Ser Phe Ser Ala Leu Ala Pro Arg Gly Ala Gly Ala Gly Ala Ala Gly 
1330 1335 13 40 

Pro Trp Phe Ser Ser Glu Glu Leu Gin Glu Gin Leu Tyr Val Arg Arg 
1345 1350 1355 1360 

Ala Ala Leu Ala Ala Arg Ser Leu Leu Asp Val Leu Pro Phe Asp Asp 
1365 1370 1375 

Asn Val Cys Leu Arg Glu Pro Cys Glu Asn Tyr Met Lys Cys Val Ser 
1380 1385 1390 

Val Leu Arg Phe Asp Ser Ser Ala Pro Phe Leu Ala Ser Ala Ser Thr 

L39S LI 0 0 14 0 5 

Leu Ph- Arg Pro He Gin Pie He Ala Gly Leu Arg Cys Arg '~.'ys Pto 
)4 10 14 15 14 2 0 

Pi:., :: a , Thr Gly Asp Pile Cys Gin Thr Glu Lki Asp L'-u 1 / 1 
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1425 1430 1435 1440 

Ser Asn Pro Cys Arg Asn Gly Gly Ala Gys Ala Arg Arg Glu Gly Gly 
1445 1450 14 5 5 

Tyr Thr Cys Val Cys Arg Pro Arg Phe Thr Gly Glu Asp Cys Glu Leu 
l4 60 146 5 H 7n 

Asd Thr Glu Ala Gly Arg Cys Val Pro Gly Val Cys Arg Asn Gly Gly 
147 5 1480 14R5 

Thr Cys Thr Asp Ala Pro Asn Gly Gly Phe Arg Cys Gin Cys Pro Ala 
1490 1495 1500 

Gly Gly Ala Phe Glu Gly Pio Arg Cys Glu Val Ala Aid Aty Sex Phe 
1505 1510 1515 1520 

Pro Pro Ser Ser Phe Val Met Phe Arg Gly Leu Arg Gin Arg Phe His 
1525 1530 1535 

Leu Thr Leu Ser Leu Ser Phe Ala Thr Val Gin Gin Ser Gly Leu Leu 
1540 1545 1550 

Phe Tyr Asn Gly Arg Leu Asn Glu Lys His Asp Phe Leu Ala Lou Glu 
1555 1560 1565 

Leu Val Ala Gly Gin Val Arg Leu Thr Tyr Ser Thr Gly Glu ber Asn 
1570 1575 1580 

Thr Val Val Ser Pro Thr Val Pro Gly Gly Leu Ser Asp Gly Gin Trp 
1585 1590 1595 1600 

His Thr Val His Leu Arg Tyr Tyr Asn Lys Pro Arg Thr Asp Ala Leu 
1605 1610 1615 

Gly Gly Ala Gin Gly Pro Ser Lys Asp Lys Val Ala Val Leu Ser Val 
1620 J 1625 1630 

Asp Asp Cys Asp Val Ala Val Ala Leu Gin Phe Gly Ala Glu He Gly 
1635 1640 1645 

Asn Tyr Ser Cys Ala Ala Ala Gly Val Gin Thr Ser Ser Lys Lys Ser 
1650 1655 1660 

Leu Asp Leu Thr Gly Pro Leu Leu Leu Gly Gly Val Pro Asn Leu Pro 
1665 1670 1675 1680 

Glu Asn Phe Pro Val Ser His Lys Asp Phe He Gly Cys Met Arg Asp 
1685 1690 1695 

Leu His He Asp Gly Arg Arg Val Asp Met Ala Ala Phe Val Ala Asn 
1700 170 5 1710 

Asn Giy Thr Met Ala Gly Cys Gin Ala Lys L-u His Phe Cys Asp Ser 
17 15 1720 172 5 

.; ijr - Li - Cys Lys Asn Ser Giy Phe Cys S"r Glu Ai g T: p 'Ay S-r Phe 
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1730 



1735 



1740 



Ser Cys Asp Cys Pro Va 1 Gly Phe Gly Gly Lys Asp Cys Gin Leu Thr 
1745 1750 1755 1760 

Met Ala His Pro His His Phe Arq Gly Asn Gly Thr Leu Ser Trp Asn 

1 7 ^ s 1 7 7 0 l 77 ' 1 

phP Gly °,pr Asp Met Ala Va 1 S^r Val Pro Trp Tyr Leu Gl y T,*=mi Ala 
1780 1785 1790 

Phe Arg Thr Arq Ala Thr Gin Gly Val Leu Met Gin Val Gin Ala Gly 
1795 1800 1805 

Pro His Ser Thr Leu Leu Cys Gin Leu Asp Arg Gly Leu Leu St^r Val 
1810 1815 1820 

Thr Val Thr Arg Gly Ser Gly Arg Ala Ser His Leu Leu Leu Asp Gin 
1825 1830 1835 1840 

Val Thr Val Ser Asp Gly Arg Trp His Asp Leu Arg Leu Glu Leu Gin 
1845 1850 1855 

Glu Glu Pro Gly Gly Arg Arg Gly His His Val Leu Met Val Ser Leu 
1860 1865 18 7 0 

Asp Phe i*er Leu Phe Gin Asp Thr Met Ala Val Gly Ser Glu Leu Gin 
1875 1880 1885 

Gly Leu Lys Val Lys Gin Leu His Val Gly Gly Leu Pro Pro Gly Ser 
1890 1895 1900 

Ala Glu Glu Ala Pro Gin Gly Leu Val Gly Cys lie Gin Gly Val Trp 
1905 1910 1915 1920 

Leu Gly Ser Thr Pro Ser Gly Ser Pro Ala Leu Leu Pro Pro Ser His 
1925 1930 1935 

Arg Val Asn Ala Glu Pro Gly Cys Val Val Thr Asn Ala C y ^ Aid Ser 
1940 1945 1950 

Gly Pro Cys Pro Pro His Ala Asp Cys Arg Asp Leu Trp Gin Thr Phe 
1955 I960 1965 

Ser Cys Thr Cys Gin Pro Gly Tyr Tyr Gly Pro Gly Cys Val Asp Ala 
1970 1975 1980 

Cys Leu Leu Asn Pro Cys Gin Asn Gin Gly Ser Cys Arg His Leu Pro 
1985 1990 1995 2000 

Gly Ala Pre His Gly Tyr Thr Cys Asp Cys Val Gly Gly Tyr Phe Gly 
2 0 0 5 2 010 2 0 15 

His His Cy-; Glu His Arg Met Asp Gin Gin Cys Pro Aig Gly Tip Trp 



c;ly Ser Pro Thr Cys Gly Pro Cys Asn Cys Asp Val His Lys G i y Plv 



129 



2035 2040 2045 

Asp Pro Asn Cys Asn Lys Thr Asn Gly Gin Cys His Cys Lys Glu Phe 
2050 2055 2060 

His Tyr Arq Pro Arq Gly Ser Aso Ser Cys Leu Pro Cys Asp Cvs Tyr 
20SS 2070 207S 20«0 

Pro Val Gly Ser Thr Ser Arg Ser Cys Ala Pro His S^r Gly Gin Cys 
2085 2090 2095 

Pro Cys Arq Pro Gly Ala Leu Gly Arq Gin Cys Asn Ser Cys Asp Ser 
2100 2105 2110 

Pro Phe Ala Glu Val Thr Ala Ser Gly Cys Ary Val Leu Tyr Asp Ala 
2115 2120 2125 

Cys Pro Lys Ser Leu Arg Ser Gly Val Trp Trp Pro Gin Thr Lys Phe 
2130 2135 2140 

Gly Val Leu Ala Thr Val Pro Cys Pro Arg Gly Ala Leu Gly Ala Ala 
2145 2150 2155 2160 

Val Arg Leu Cys Asp Glu Ala Gin Gly Trp Leu Glu Pro Asp Leu Phe 
2165 2170 2175 

Asn Cys Thr Ser Pro Ala Phe Arg Glu Leu Ser Leu Leu Leu Asp Gly 
2180 2185 2190 

Leu Glu Leu Asn Lys Thr Ala Leu Asp Thr Met Glu Ala Lys Lys Leu 
2195 2200 2205 

Ala Gin Arg Leu Arg Glu Val Thr Gly His Thr Asp His Tyr Phe Ser 
2210 2215 2220 

Gin Asp Val Arg Val Thr Ala Arg Leu Leu Ala His Leu Leu Ala Phe 
2225 2230 2235 2240 

Glu Sei His Gin Gin Gly Phe Gly Leu Thr Ala Thi Gin At>p Ala Has 
2245 2250 2255 

Phe Asn Glu Asn Leu Leu Trp Ala Gly Ser Ala Leu Leu Ala Pro Glu 
2260 2265 2270 

Thr Gly Asp Leu Trp Ala Ala Leu Gly Gin Arg Ala Pro Gly Gly Ser 
2275 2280 2285 

Pro Gly Ser Ala Gly Leu Val Arg His Leu Glu Glu Tyr Ala Ala Thr 
2290 2295 2300 

Leu Ala Arg Asn Met Glu Leu Thr Tyr Leu Asn Pro Met Gly Leu Val 
2305 2310 2315 2 3 2 0 

Thr Pro Asn lie Met Leu Ser lie Asp Arg Met Glu His Pro Set S-i 

2 32 5 2 3 30 2^3 5 

Pro Aiq -1/ Ala Arg Arg Tyr Pro Arg Tyr His Ser Asn Leu Aig 
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Gly Gin Asp Ala Trp Asp Pro His Thr His Val Leu Leu Pro Ser Gin 
2355 2 3 60 2365 

Ser p r o Arq Pro Ser Pro Ser Glu Val Leu Pro Thr Ser Ser Ser lie 

;>v/n 2 3 7 <=, 2380 

Gin A^n Ser Thr Thr Ser Ser Val Val Pro Pro Pro Ala Pro Pro Glu 

2385 2390 2395 2400 

Pro Glu Pro Gly lie Ser lie lie lie Leu Leu Val Tyr Arg Thr Leu 
2405 2410 2415 

Gly Gly Leu Leu Pro Ala Gin Phe Gin Ala Glu Arg Arg Gly Ala Arg 
2420 2425 2430 

Leu Pro Gin Asn Pro Val Met Asn Ser Pro Val Val Ser Val Ala Val 
2435 2440 2445 

Phe His Gly Arg Asn Phe Leu Arg Gly lie Leu Glu Ser Pro lie Ser 
2450 2455 2460 

Leu Glu Phe Arg Leu Leu Gin Thr Ala Asn Arg Ser Lys Ala lie Cys 
2465 2470 2475 2480 

Val Gin Trp Asp Pro Pro Gly Leu Ala Glu Gin His Gly Val Trp Thr 
2485 2490 2495 

Ala Arg Asp Cys Glu Leu Val His Arg Asn Gly Ser His Ala Arg Cys 
25 00 2505 2510 

Arg Cys Ser Arg Thr Gly Thr Phe Gly Val Leu Met Asp Ala Ser Pro 

2515 2520 2525 

Arg Glu Arg Leu Glu Gly Asp Leu Glu Leu Leu Ala Val Phe Thr His 
2530 2535 2540 

Val Val Val Ala Val Sei Val Ala Ala Leu Val Leu Thr Ala Ala lie 
2 54 5 2 5 50 2 55 5 2 56 0 

Leu Leu Ser Leu Arg Ser Leu Lys Ser Asn Val Arg Gly lie His Ala 
2565 2570 2575 

Asn Val Ala Ala Ala Leu Gly Val Ala Glu Leu Leu Phe Leu Leu Gly 
2580 2585 2590 

He His Arg Thr His Asn Gin Leu Val Cys Thr Ala Val Ala He Leu 

2 5 95 2600 2605 

Leu His Tyr Phe Phe Leu Ser Thr Phe Ala Trp Leu Phe Val Gin Gly 

2 6 1 0 2 6 1 5 2 6 2 0 

L^u His L-u Tvi Aro Met Gin Val Glu Pre Arg Asn Val Asp Arg Gly 

2^25 2 630 2635 2640 

Ala ;.i :j i l:- lys His A: a L-u Gly Tip Gly Val Pro Ala Val Leu 
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2645 2650 2655 

Leu Gly Leu Ala Val Gly Leu Asp Pro Glu Gly Tyr Gly Asn Pro Asp 
2660 2665 2670 

Phe Cys Trp lie Ser Val His Glu Pro Leu He Trp Ser Phe Ala Gly 
7 A 7 <5 ?fiR0 ? 6 P S 

Pro Val Val Leu Val T 1 *= Val M*=»r Asn Gly Thr Met Ph^ Lf>u Leu Ala 
2690 2696 2700 

Ala Arg Thr Ser Cys Ser Thr Gly Gin Arg Glu Ala Lys Lys Thr Ser 
2705 2710 2715 2720 

Ala Leu Thr Leu Arg Sei Ser Phe Lku Leu Leu Leu Leu Val Ser Ala 
2725 2730 2735 

Ser Trp Leu Phe Gly Leu Leu Ala Val Asn His Ser He Leu Ala Phe 
2740 2745 2750 

His Tyr Leu His Ala Gly Leu Cys Gly Leu Gin Gly Leu Ala Val Leu 
2755 2760 2765 

Leu Leu Phe Cys Val Leu Asn Ala Asp Ala Arg Ala Ala Trp Met Pro 
2 770 2775 2780 

Ala Cvs Leu Gly Arg Lys Ala Ala Pro Glu Glu Ala Arg Pro Ala Pro 
2786 2790 2795 2800 

Gly Leu Gly Pro Gly Ala Tyr Asn Asn Thr Ala Leu Phe Glu Glu Ser 
2805 2810 2815 

Gly Leu He Arg He Thr Leu Gly Ala Ser Thr Val Ser Ser Val Ser 

2 82 0 282 5 28 3 0 

Ser Ala Arg Ser Gly Arg Thr Gin Asp Gin Asp Ser Gin Arg Gly Arg 
2835 2840 2845 



Sei T>i Leu Arg Asp Asn Val Lt^u 
2 8 50 2 85 5 

His Thr Asp His Ser Leu Gin Ala 
2865 2870 

Val Ala Met Phe His Arg Asp Ala 
2885 



Val Arg His Gly Sei Ala Ala Asp 
2860 

His Ala Gly Pro Thr Asp Leu Asp 
2875 2880 

Gly Ala Asp Ser Asp Ser Asp Ser 
2890 2895 



Asp Leu Ser Leu Glu Glu Glu Arg Ser Leu Ser He Pro Ser Ser Glu 

2900 2905 2910 

Ser Glu Asp Asn Gly Arg Thr Arg Gly Arg Phe Gin Arg Pro Leu Cys 

2 915 2 92 0 2 92 5 

Arg Ala Ala Gin Sei Glu Arg Leu Leu Thr His Pro Lys Asp Val Asp 

29 30 r » 3 0 2 94 0 

Gly Asn Asp L—u : • ■ i Tyr Tip Pi-» Ala Leu Gly Glu Cys Glu Ala 



2945 2950 2955 2960 

Ala Pro Cys A] a Leu Gin Thr Trp Gly Ser Glu Arg Arg Leu Gly Leu 
2965 2970 2975 

Asp Thr Ser Lys Asp Ala Ala Asn Asn Asn Gin Pro Asp Pro Ala Leu 

pQflfl 2 98^ 2 9 90 

Thr , r ;er Gly Asp Glu Thr Ser Leu Gly Arn Ala Gin Arg Gin Arg Lys 
2 9 95 3 000 ^00 5 

Gly He Leu Lys Asn Arg Leu Gin Tyr Pro Leu Val Pro Gin Thr Arg 
' 3010 3015 3020 

Gly Ala Pro Glu Leu Sex Trp Cys Arg Ala Ala Thr Leu Gly His Arg 
3025 3030 30 3 5 3 04 0 

Ala Val Pro Ala Ala Ser Tyr Gly Arg He Tyr Ala Gly Gly Gly Thr 
3045 3050 3055 

Gly Ser Leu Ser Gin Pro Ala Ser Arg Tyr Ser Ser Arg Glu Gin Leu 
3060 3065 3070 

Asp Lou Leu Leu Arg Arg Gin Leu Ser Arg Glu Arg Levi Glu Glu Ala 
3075 3080 3085 

Pro Ala Pro Val Leu Arg Pro Leu Ser Arg Plo Gly Ser Gin Glu Cys 
3090 3 095 3100 

Met Asp Ala Ala Pro Gly Arg Leu Glu Pro Lys Asp Arg Gly Ser Thr 
3105 ' 3110 3115 3120 

Leu Pro Arg Arg Gin Pro Pro Arg Asp Tyr Pro Gly Ala Met Ala Gly 

3125 3130 3135 

Arg Phe Gly Ser Arg Asp Ala Leu Asp Leu Gly Ala Pro Arg Glu Trp 
3140 3145 3150 

Leu Set Thz Leu Pio Pro Pro Arg Arg Thr Aiy Asp Leu Asp Pro Gin 
3155 3160 3165 

Pro Pro Pro Leu Pro Leu Ser Pro Gin Arg Gin Leu Ser Arg Asp Pro 
3170 3175 3180 

Leu Leu Pro Ser Arg Pro Leu Asp Ser Leu Ser Arg Ser Ser Asn Ser 
3185 3190 3195 3200 

Arg Glu Gin Leu Asp Gin Val Pro Ser Arg His Pro Ser Arg Glu Ala 
3205 3 210 3215 

Leu Gly Pro Leu Pro Gin Leu Leu Arg Ala Arg Glu Asp Ser Val Ser 

3220 3 2 25 3230 

Gly Pro Ser His Gly Pro Ser Thr Glu Gin Leu Asp He Leu Ser Ser 

3 2 3 5 3 2 4 0 1 2 4 5 

i 1- I.-u Ala ret Phe Asn Ser Ser Aia L--u :■ > S<u Val Gin S^ r S-i 
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3250 3 255 3260 

Ser Thr Pro Leu Gly Pro His Thr Thr Ala Thr Pro Ser Ala Thr Ala 

3265 3270 3275 3280 

Ser Val Leu Gly Pro Spr Thr Pro Arq Ser Ala Thr Ser His Ser lie 

^?p^ 3290 }?95 

Ser Glu Leu Ser Pro Asp Ser Glu Val Pro Arg S^r Glu Gly His S^r 
^300 3305 3310 



2 1 0 > 6 8 

^211> 3 301 

<2 12> PRT 

213> Mus mus cuius 

<■ .4 0 0 > 6 8 

Met Ala Arg Arg Pro Leu Trp Trp Gly Leu Pro Gly Pro Ser Thr Pro 
15 10 15 

Val Leu Leu Leu Leu Leu Leu Ser Leu Phe Pro Phe Ser Arg Glu Glu 

20 25 30 

Leu Gly Gly Gly Gly Asp Gin Asp Trp Asp Pro Gly Val Ala Thr Thr 
3 5 4 0 4 5 

Thr Gly Pro Arg Ala Gin lie Gly Ser Gly Ala Val Ala Leu Cys Pro 

50 55 60 

Glu Ser Pro Gly Val Trp Glu Asp Gly Asp Pro Gly Leu Gly Val Arg 

6 5 70 75 80 

Glu Pro Val Phe Met Arg Leu Arg Val Gly Arg Gin Asn Ala Arg Asn 

85 90 95 

Gly Arg Gly Ala Pro Glu Gin Pro Asn Ala Glu Val Val Val Gin Ala 
100 105 110 

Leu Gly Ser Arg Glu Gin Glu Ala Gly Gin Gly Pro Gly Tyr Leu Leu 
115 120 125 

Cys Trp His Pro Glu Tie Ser Ser Cys Gly Arg Thr Gly Pro Leu Ara 
130 135 14 0 

Arg Gly Ser Leu Pro Leu Asp Ala Leu Ser Pro Gly Asp Ser Asp Leu 

1 4 r > 1 5 0 15 5 16 0 

Arg Asn Ser Ser Pre His Pro Ser Glu Leu Leu Ala Gin Pro Asp Gly 

l< :c -- 170 175 

S"i Ai n Pr- Val Ala I" ):■■ Gin Arg Asn Ala Arg Arg Ser lie Arg Lys 
i p 18 5 19 0 
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Arg Val Glu Thr Ser Arg Cys Cys Gly Lys Leu Trp Glu Pro Gly His 

195 200 20S 

Lys Gly Gin Gly Glu Arg Ser Ala Thr Ser Thr Val Glu Arg Gly Pro 

210 215 220 

Ph<- A-g Arg Asp rys Leu Pro Gly Ser Leu Gly Ser Gly L<=u Gly Glu 

2 2* 230 235 240 

Ann Spr Ala Pro Ara Ala Val Arci Thr Ala Pro Thr Pro Glv Ser Ala 
245 250 255 

Pro Arg Glu Ser Arg Thr Ala Pro Gly Arg Met Arg Ser Arg Gly Leu 

2 60 265 270 

Phe Arg Arg Arg Phe Leu Phe Glu Arg Pro Gly Pro Arg Pro Pro Gly 
275 280 285 

Phe Pro Thr Gly Pro Glu Ala Lys Gin He Leu Ser Thr Asn Gin Ala 

290 295 300 

Arg Pro Arg Arg Ala Ala Asn Arg His Pro Gin Phe Pro Gin Tyr Asn 
305 310 315 320 

Tyr Gin Thr Leu Val Pro Glu Asn Glu Ala Ala Gly Thr Ser Val Leu 

325 330 335 

Arg Val Val Ala Gin Asp Pro Asp Pro Gly Glu Ala Gly Arg Leu He 

340 345 35 (3 

Tyr Ser Leu Ala Ala Leu Net Asn Ser Arg Ser Leu Glu Leu Phe Ser 
355 360 365 

He Asp Pro Gin Ser Gly Leu He Arg Thr Ala Ala Ala Leu Asp Arg 

3 70 375 3 80 

Glu Ser Met Glu Arg His Tyr Leu Arg Val Thr Ala Gin Asp His Gly 

3 85 390 3 95 400 

Ser Pro Arg Leu Ser Ala Thr Thr Met Val Ala Val Thr Val Ala Asp 
4 05 410 415 

Arg Asn Asp His Ala Pro Val Phe Glu Gin Ala Gin Tyr Arg Glu Thr 
420 425 430 

Lph Arg Glu Asn Val Glu Glu Gly Tyr Pro Tie Leu Gin Leu Arg Ala 

4 3 5 4 4 0 4 4 5 

Thr Asp Gly Asp Ala Pro Pre Asn Ala Asn Leu Arg Tyr Arg Phe Val 

1 b 0 4 5 5 4 6 0 

Gly r>f>r Pro Ala Val Arg Thr Ala Ala Ala Ala Ala Phe Glu He Asp 
AC r, .1 7 0 475 4 80 

Pre Aig Ser Gly Leu He Ser Thr Ser Gly Arg Val Asp Arg Glu His 
4 8 5 4 90 4 9 5 
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Met Glu Ser Tyr Glu Leu Val Val Glu Ala Ser Asp Gin Gly Gin Glu 
500 505 510 

Pro Gly Pro Arg Ser Ala Thr Val Arg Val His He Thr Val Leu Asp 

5 I 5 52 0 52 5 

Glu Asn Asp Asn Ala Pro Gin Ph*» Gly Gin Lys Arg Tyr Val Ala Gin 
5 30 5 35 54 0 

Val Arq Glu Asn Val Arq Pro Hts Thr Val Val Leu Ara Val Thr Ala 
S 45 550 555 560 

Thr Asp Lys Asp Lys Asp Ala Asn Gly Leu Val His Tyr Asn He He 

565 570 575 

S^r Gly Asn Ser Arg Gly His Phe Ala He Asp Ser Leu Thr Gly Glu 
580 585 590 

lie Gin Val Met Ala Pro Leu Asp Phe Glu Ala Glu Arg Glu Tyr Ala 

595 600 605 

Leu Arg He Arg Ala Gin Asp Ala Gly Arg Pro Pro Leu Ser Asn Asn 
610 615 620 

Thr Gly Leu Ala Ser He Gin Val Val Asp He Asn Asp His Ala Pro 
625 630 635 640 

He Phe Val Ser Thr Pro Phe Gin Val Ser Val Leu Glu Asn Ala Pro 

64 5 650 655 

Leu Gly His Ser Val He His He Gin Ala Val Asp Ala Asp His Gly 
660 66 5 6 70 

Glu Asn Ser Arg Leu Glu Tyr Ser Leu Thr Gly Val Ala Ser Asp Thr 
675 680 6 85 

Pro Phe Val He Asn Ser Ala Thr Gly Trp Val Ser Val Ser Gly Pro 

690 6 95 7 00 

Leu Asp Arg Glu Ser Val Glu His Tyr Phe Phe Gly Val Glu Ala Arg 
705 710 715 720 

Asp His Gly Ser Pro Pro Leu Ser Ala Ser Ala Ser Val Thr Val Thr 

725 730 735 

Val Leu Asp Val Asn Asp Asn Arq Pro Glu Phe Thr Met Lys Glu Tvr 
740 745 750 

His Leu Arg Leu Asn Glu Asp Ala Ala Val Gly Thr Ser Val Val Ser 

755 760 76 5 

Val Thr Ala Val Asp Arg Asp Ala Asn Ser Ala He Ser Tyr Gin He 

-?7 0 77 5 78 0 

Thr Gly Glv Asn Thr Arq Asn Arg Phe Ala He Ser Thr Gin Gly Gly 

" m 5 ' ' ^90 705 -HO 
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Val Gly Leu Val Thr Leu Ala Leu Pro Leu Asp Tyr Lys Gin Glu Arg 

805 810 815 

Tyr Phe Lys Leu Val Leu Thr Ala Ser Asp Arg Ala Leu His Asp His 

820 825 830 

rys Tyr Val His Tie Asn Tl~ Thr Asp Al a Asn Thr His Arg Pro Val 
' 9 35 840 84 5 

Phe Gin S*r Ala His Tvr Ser Val Ser M^f Asn Glu Asn Am Pro Val 
RSO 855 860 

Gly Ser Thr Val Val Val lie Ser Ala Ser Asp Asp Asp Val Gly Glu 
865 870 875 880 

Asn Ala Arg lie Thr Tyr Leu Leu Glu Asp Asn Leu Pro Gin Phe Arg 
885 890 895 

He Asp Ala Asp Ser Gly Ala He Thr Leu Gin Ala Pro Leu Asp Tyr 

900 905 910 

Glu Asp Gin Val Thr Tyr Thr Leu Ala He Thr Ala Arg Asp Asn Gly 

915 920 925 

He Pro Gin Lys Ala Asp Thr Thr Tyr Val Glu Val Met Val Asn Asp 
9 30 93 5 94 0 

Val Asn Asp Asn Ala Pro Gin Phe Val Ala Ser His Tyr Thr Gly Leu 

945 ' 950 955 960 

Val Ser Glu Asp Ala Pro Pro Phe Thr Ser Val Leu Gin He Ser Ala 
965 970 975 

Thr Asp Arc Asp Ala His Ala Asn Gly Arg Val Gin Tyr Thr Phe Gin 

980 985 990 

Asn Gly Glu Asp Gly Asp Gly Asp Phe Thr He Glu Pro Thr Ser Gly 
995 1000 1005 

He Val Arg Thr Val Arg Arg Leu Asp Arg Glu Ala Val Pro Val Tyr 
1010 1015 1020 

Glu Leu Thr Ala Tyr Ala Val Asp Arg Gly Val Pro Pro Leu Arg Thr 
10 25 1030 1035 1040 

Pro Val Ser He Gin Val Thr Val Gin Asp Val Asn Asp Asn Ala Pro 
104 5 1050 1055 

Val Phe Pre Ala Glu Glu Phe Glu Val Arg Val Lys Glu Asn Ser He 
1060 1065 1070 

Val Gly Ser Val Val Ala Gin He Thr Ala Val Asp Pro Asp Asp Gly 

1 0 -1 5 10 8 0 10 8 5 

Pro Asn Ala His He Met Tyr Gin He Val Glu Gly Asn He Pro Glu 

j n l, 0 1 0 9 5 1 1 0 0 



Leu Phe Gin Met Asp He Phe Ser Gly Glu Leu Thr Ala Leu He Asp 
1105 1110 HI 5 1120 

Leu Asp Tvr Glu Ala Arg Gin Glu Tyr Va 1 He Val Val Gin Ala Thr 
1125 H30 u " 

s «, r A ia Prn T eu Val Ser Arg Ala Thr Val His Val Arg Leu Val A-p 
1140 H45 H50 

Gin Asn Asr> Asn Ser Pro Val Leu Asn Asn Phe Gin Tie Leu Ph*> Asn 
1155 1160 ll 65 

Asn Tyr Val Ser Asn Arg Ser Asp Thr Phe Pro Ser Gly He He Gly 
1170 1175 ll 80 

Arg He Pro Ala Tyr Asp Pro Asp Val Ser Asp His Leu Phe Tyr Ser 
H85 1190 H95 1200 

Phe Glu Arg Gly Asn Glu Leu Gin Leu Leu Val Val Asn Arg Thr Ser 
12 05 1210 1215 

Gly Glu Leu Arg Leu Ser Arg Lys Leu Asp Asn Asn Arg Pro Leu Val 
1220 1225 1230 

Ala Ser Met Leu Val Thr Val Thr Asp Gly Leu His Ser Val Thr Ala 
123 5 1240 124 5 

Gin Cys Val Leu Arg Val Val He He Thr Glu Glu Leu Leu Ala Asn 
12 50 1255 1260 

Ser Leu Thr Val Arg Leu Glu Asn Met Trp Gin Glu Arg Phe Leu Scr 
1265 1270 1275 1280 

Pro Leu Leu Gly His Phe Leu Glu Gly Val Ala Ala Val Leu Ala Thr 
1285 1290 1295 

Pro Thr Glu Asp Val Phe He Phe Asn He Gin Asn Asp Thr Asp Val 

1300 1305 1310 

Gly Gly Thr Val Leu Asn Val Ser Phe Ser Ala Leu Ala Pro Arg Gly 
1315 1320 1325 

Ala Gly Ala Gly Ala Ala Gly Pro Trp Phe Ser Ser Glu Glu Leu Gin 
13 30 1335 1340 

Gin Gin Leu Tvr Val Arg Arg Ala Ala Leu Ala Ala Arg Ser Leu Leu 
1345 1350 1355 1360 

Asp Val Leu Pro Phe Asp Asp Asn Val Cys Leu Arg Glu Pro Cys Glu 
1 365 1370 ^ 7L > 

A^n Tvr M^t Lys Cys Val Ser Val Leu Arg Phe Asp Ser Ser Ala Pro 
1380 1385 1390 

Pho leu ,Ma Ser Thr Ser Thr Leu Phe Arg Pro He Gin Fro II" Ala 

14 00 1405 
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Gly Leu Arg Cys Arg Cys Pro Pro Gly Phe Thr Gly Asp Phe Cys Glu 
1410 1415 1420 

Thr Glu Leu Asp Leu Cys Tyr Ser Asn Pro Cys Arg Asn Gly Gly Ala 



1425 



1430 1435 1440 



r y , Aln A ra Arg Glu Gly Gly Tyr Thr r y « V,] Cys Arg Pro Arg Ph~ 
1445 1450 1455 

Thr Asn C-s Glu I^u Asn Thr Glu Ala Glv Arq Cvs Va 1 Pro Glv Va 1 
1460 1465 1470 

Cys Arg Asn Gly Gly Thr Cys Thr Asn Ala Pro Asn Gly Gly Phe Arg 
1475 1480 1485 

Cys Gin Cys Pro Ala Gly Gly Ala Phe Glu Gly Pro Arg Cys Glu Val 



1490 1495 
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Ala Ala Arg Ser Phe Pro Pro Ser Ser Phe Val Met Phe Arg Gly Leu 
1505 1510 1520 

Arg Gin Arg Phe His Leu Thr Leu Ser Leu Ser Phe Ala Thr Val Gin 
1525 1530 1535 

Pro Ser Gly Leu Leu Phe Tyr Asn Gly Arg Leu Asn Glu Lys His Asp 
1540 1545 1550 

Phe Leu Ala Leu Glu Leu Val Ala Gly Gin Val Arg Leu Thr Tyr Ser 
lbS 5 1560 1565 

Thr Gly Glu Ser Asn Thr Val Val Ser Pro Thr Val Pro Gly Gly Leu 
1570 1575 1580 

Ser Asp Glv Gin Trp His Thr Val His Leu Arg Tyr Tyr Asn Lys Pro 

158 5 1590 1595 1600 

Arg Thr Asp Ala Leu Gly Gly Ala Gin Gly Pro Ser Lys Asp Lys Val 
1605 1610 1615 

Ala Val Leu Ser Val Asp Asp Cys Asn Val Ala Val Ala Leu Gin Phe 
1620 1625 1630 

Gly Ala Glu lie Gly Asn Tyr Ser Cys Ala Ala Ala Gly Val Gin Thr 
1635 1640 1645 

Ser Ser Lys Lys Ser Leu Asp Leu Thr Gly Pro Leu Leu Leu Gly Gly 
1650 ' 1655 1660 

Val Pro Asn Leu Pro Glu Asn Phe Pro Val Ser His Lys Asp Phe He 
1665 1670 1675 1680 

Gly Cvs Met Arg Asp Leu His lie Asp Gly Arg Arg Met Asp Met Ala 
2r.fi 5 1 690 1695 

Ala Ph» Val Ala Asn Am Glv Thr Met Ala Gly Cys Gin Ala Lys Ser 
!7C0 1 V0<> 1710 



1^) 



His Phe Cys Ala Ser Gly Pro Cys Lys Asn Asn Gly Phe Cys Ser Glu 
1715 1720 1725 

Arg Trp Gly Gly Phe Ser Cys Asp Cys Pro Val Gly Phe Gly Gly Lys 

17 30 173 5 174 0 

Asp r-yc, Arg L<^u Thr Met AT a His Pro Tyr His Phe nln Gly A^n Gly 
1750 1755 1760 

Thr hen S^r Trr> Aso Phe Glv Asn Asr> Met Ala Val .Ser Val Pro Tro 
1765 1770 1775 

Tyr Leu Gly Leu Ser Phe Arg Thr Arq Ala Thr Lys Gly lie Leu Met 

1780 1785 17 9 0 

Gin Val Gin Leu Gly Pro His Ser Val Leu Leu Cys Lys Leu Asp Arg 
1795 1800 1805 

Gly Leu Leu Ser Val Thr Leu Asn Arg Ala Ser Gly His Thr Val His 
1810 1815 1820 

Leu Leu Leu Asp Gin Met Thr Val Ser Asp Gly Arg Trp His Asp Leu 
1825 1830 1835 1840 

Arg Leu Glu Leu Gin Glu Glu Pro Gly Gly Arg Arg Gly His His lie 
1845 1850 1855 

Phe Met Val Ser Leu Asp Phe Thr Leu Phe Gin Asp Thr Met Ala Met 
1860 186 5 18 7 0 

Gly Gly Glu Leu Gin Gly Leu Lys Val Lys Gin Leu His Val Gly Gly 
1875 1880 1885 

Leu Pro Pro Ser Ser Lys Glu Glu Gly His Gin Gly Leu Val Gly Cys 
1890 1895 1900 

lie Gin Gly Val Trp lie Gly Phe Thr Pro Phe Gly Ser Ser Ala Leu 
1905 1910 1915 1920 

Leu Pro Pro Ser His Arg Val Asn Val Glu Pro Gly Cys Thr Val Thr 
1925 1930 1935 

Asn Pro Cys Ala Ser Gly Pro Cys Pro Pro His Ala Asp Cys Lys Asp 
1940 1945 1950 

Levi Trp Gin Thr Phe Ser Cys Thr Cys Arg Pro Gly Tyr Tyr Gly Pro 
1955 1960 1965 

Gly Cys Val Asp Ala Cys Leu Leu Asn Pro Cys Gin Asn Gin Gly Ser 
1970 1975 1980 

Cys Arg His Leu Gin Gly Ala Pro His Gly Tyr Thr Cys Asp Cys Val 
1985 1990 199 5 2000 

Ser Gly Tyr Phe Gly Gin His Cys Gin Hir Aig Val Asp Gin Gin Cys 
2 0 0 5 2 0 i 'J 2 015 



1-40 



Pro Arg Gly Trp Trp Gly Ser Pro Thr Cys Gly Pro Cys Asn Cys Asp 

2020 2025 2030 

Val His Lys Gly Phe Asp Pro Asn Cys Asn Lys Thr Asn Gly Gin Cys 

2035 2040 2045 

His Cy. Lvs Cln Phe His Tyr Arg Pro Arg Gly Ser Asp S-r Cys T.o,, 
2050 ' 2055 2060 

Pro Cvs Asn Cvs Tvr Pro Val Glv Ser Thr Ser Arq Ser Cvs Ala Pro 
2065 2070 2075 2080 

His Ser Gly Gin Cys Pro Cys Arg Pro Gly Ala Leu Gly Arq Gin Cys 

2085 2090 2095 

Asn Ser Cys Asp Ser Pro Phe Ala Glu Val Thr Ala Ser Gly Cvs Arg 
2100 2105 2110 

Val Leu Tyr Asp Ala Cys Pro Lys Ser Leu Arg Ser Gly Val Trp Trp 
2115 2120 2125 

Pro Gin Thr Lys Phe Gly Val Leu Ala Thr Val Pro Cys Pro Arg Gly 



2130 2135 



214 0 



Ala Leu Gly Ala Ala Val Arg Leu Cys Asp Glu Asp Gin Gly Trp Leu 



214 5 



2155 2100 



Glu Pro Asp Leu Phe Asn Cys Thr Ser Pro Ala Phe Arg Glu Leu Ser 
2165 2170 2175 



Leu 



Leu Leu Asp Gly Leu Glu Leu Asn Lys Thr Ala Leu Asp Thr Val 



2180 2185 



2190 



Glu Ala Lys Lys Leu Ala Gin Arg Leu Arg Glu Val Thr Gly Gin Thr 
2195 2200 2205 

Asp His Tyr Phe Ser Gin Asp Val Arg Val Thr Ala Arg Leu Leu Ala 
2210 2215 2220 

Tyr Leu Leu Ala Phe Glu Ser His Gin Gin Gly Phe Gly Leu Thr^Al a 



2225 



2230 2235 2240 



Thr Gin Asp Ala His Phe Asn Glu Asn Leu Leu Trp Ala Gly Ser Ala 
2245 2250 2255 

T,^u Leu Ala Pro Glu Thr Gly His Leu Trp Ala Ala Leu Glv Gin Arg 



2260 2265 



2270 



Ala Pro Gly Gly Ser Pro Gly Ser Ala Gly Leu Val Gin His Leu Glu 

2275 2280 2285 

Giu Tvr Ala Ala Thr Leu Ala Arg Asn Met Glu Leu Thr Tyr Leu Asn 

; 2295 2 ^> 

Pro -'a] '-lv I ..mi Val Thr Pro Asn lie Met L-u S<" : 1 1- Asp Aig M-t 

-M..5 2 3 1 0 :M15 
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Glu His Pro Ser Ser Thr Gin Gly Ala Arg Arg Tyr Pro Arg Tyr His 

2325 2330 2335 

Ser Asn Leu Phe Arg Gly Gin Asp Ala Trp Asp Pro His Thr His Val 
2340 2345 2350 

, on p r o S^r Gin Ala S^r Gin Pro S^r Pro Ser Glu Val Ten Pro 



2 3 55 2 36 0 



2365 



Thr S^r Ser Asn Ala Glu Asn Ala Thr Ala Ser Ser Val Val Ser Pro 
2370 2375 2380 

Pro Ala Pro Leu Glu Pro Glu Ser Glu Pro Gly He Ser He Val He 
2385 2390 2395 2400 

Leu Leu Val Tyr Arg Ala Leu Gly Gly Leu Leu Pro Ala Gin Phe Gin 
2405 2410 2415 

Ala Glu Arg Arg Gly Ala Arg Leu Pro Gin Asn Pro Val Met Asn Ser 

2420 2425 2430 

Pro Val Val Ser Val Ala Val Phe His Gly Arg Asn Phe Leu Arg Gly 
2435 2440 2445 

Val Leu Val Ser Pro He Asn Leu Glu Phe Arg Leu Leu Gin Thr Ala 
2450 2455 2460 

Asn Arg Ser Lys Ala He Cys Val Gin Trp Asp Pro Pro Gly Pro Thr 
2465 2470 2475 2480 

Asp Gin His Gly Met Trp Thr Ala Arg Asp Cys Glu Leu Val His Arg 
2485 2490 2495 

Asn Gly Ser His Ala Arg Cys Arg Cys Ser Arg Thr Gly Thr Phe Gly 
2500 2505 2510 

Val Leu Met Asp Ala Ser Pro Arg Glu Arg Leu Glu Gly Asp Leu Glu 
2515 2520 2525 

Leu Leu Ala Val Phe Thr His Val Val Val Ala Val Ser Val Thr Ala 
2530 2535 2540 

Leu Val Leu Thr Ala Ala Val Leu Leu Ser Leu Arg Ser Leu Lys Ser 
2545 2550 2555 2560 

Asn Val Arg Gly He His Ala Asn Val Ala Ala Ala Leu Gly Val Ala 
'2565 2570 2575 

Glu Leu Leu Phe Leu Leu Gly He His Arg Thr His Asn Gin Leu Leu 
2580 2585 2590 

Cys Thr Ala Val Ala He Leu Leu His Tyr Phe Phe Leu Ser Thr Phe 
7595 ,500 2605 

Ala Trp Leu Leu Val Gin Gly Leu His Leu Tyr Arg Met Gin Val Glu 
;-f } io 26 1 L 2 6 20 
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Pro Arg Asn Val Asp Arg Gly Ala Met Arg Phe Tyr His Ala Leu Gly 

2626 2630 2635 2640 

Trp Glv Val Pro Ala Val Leu Leu Gly Leu Ala Val Gly Leu Asp Pro 

2645 2650 2655 

Glu Gly Tyr Gly Asn Pro Asp Ph^ Cys Trp Tie S-r Il*=> His Glu Pro 
2660 2665 2670 

I|P „ rip Tro Ser Phe Ala Glv Pro Tie Val Leu Val lie Val M-f Asn 

26 7 5 2680 2685 

Gly Thr Met Phe Leu Leu Ala Ala Arg Thr Ser Gys Ser Thr Gly Gin 

2690 2695 2700 

Arg Glu Ala Lys Lys Thr Ser Val Leu Thr Leu Arg Ser Ser Phe Leu 
2705 2710 2715 2720 

Leu Leu Leu Leu Val Ser Ala Ser Trp Leu Phe Gly Leu Leu Ala Val 
2725 2730 2735 

Asn His Ser He Leu Ala Phe His Tyr Leu His Ala Gly Leu Cys Gly 

2740 2745 2750 

Leu Gin Gly Leu Ala Val Leu Leu Leu Phe Cys Val Leu Asn Ala Asp 
2755 2760 2765 

Ala Arg Ala Ala Trp Thr Pro Ala Cys Leu Gly Lys Lys Ala Ala Pro 

2770 2775 2780 

Glu Glu Thr Arg Pro Ala Pro Gly Pro Gly Ser Gly Ala Tyr Asn Asn 
2785 2790 2795 2800 

Thr Ala Leu Phe Glu Glu Ser Gly Leu He Arg He Thr Leu Gly Ala 
2805 2810 2815 

Ser Thr Val Ser Ser Val Ser Ser Ala Arg Ser Gly Arg Ala Gin Asp 

2820 2825 2830 

Gin Asp Ser Gin Arg Gly Arg Ser Tyr Leu Arg Asp Asn Val Leu Val 
2835 2840 2845 

Arg His Gly Ser Thr Ala Glu His Thr Glu Arg Ser Leu Gin Ala His 
2850 2855 2860 

Ala Gly Pro Thr Asp Leu Asp Val Ala Met Phe His Arg Asp Ala Gly 
2865 2870 2875 2880 

Ala Asp Ser Asp Ser Asp Ser Asp Leu Ser Leu Glu Glu Glu Arg Ser 
2885 28 90 2 895 

Leu Ser lie Pro Ser Ser Glu Ser Glu Asp Asn Gly Arg Thr Arg Gly 

2 9 0 0 2 9 0 5 2 910 

Arg Pi>- Gin Arg Pro Leu Arg Arg Ala Ala Gin 5«i Glu Arg Leu Leu 

2 915 2 92 0 2 92 5 
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Ala His Pro Lys Asp Val Asp Gly Asn Asp Leu Leu Ser Tyr Trp Pro 

2 9 30 2935 2 94 0 

Ala Leu Gly Glu Cys Glu Ala Ala Pro Cys Ala Leu Gin Ala Trp Gly 

2945 2950 2955 2960 

qor Arg Arg Leu Gly Leu A^p S*->r A<=;n Lys Asp Ala Ala Asn Asn 

2965 2970 2975 

Asn Gin Pro Glu Leu Ala Leu Thr S^r Glv Asr> Glu Thr Ser Leu Glv 

2980 2 98 5 2990 

Arq Ala Gin Arg Gin Arg Lys Gly lie Leu Lys Asn Arg Leu Gin Tyr 

2995 3000 3005 

Pro Leu Val Pro Gin Ser Arg Gly Thr Pro Glu Leu Ser Trp Cys Arg 

3 010 3015 3 02 0 

Ala Ala Thr Leu Gly His Arg Ala Val Pro Ala Ala Ser Tyr Gly Arg 

3025 3030 3035 3040 

He Tyr Ala Gly Gly Gly Thr Gly Ser Leu Ser Gin Pro Ala Ser Arg 

3045 3050 3055 

Tyr Ser Ser Arg Glu Gin Leu Asp Leu Leu Leu Arg Arg Gin Leu Ser 

3060 3065 3070 

Lys Glu Arg Leu Glu Glu Val Pro Val Pro Ala Pro Val Leu His Pro 

3075 3080 3085 

Leu Ser Arg Pro Gly Ser Gin Glu Arg Leu Asp Thr Ala Pro Ala Arg 

3090 3095 3100 

Leu Glu Ala Arg Asp Arg Gly Ser Thr Leu Pro Arg Arg Gin Pro Pro 

3105 3110 3115 3120 

Arg Asp Tyr Pro Gly Thr Met Ala Gly Arg Phe Gly Ser Arg Asp Ala 

3125 3130 3135 

Leu Asp Leu Gly Ala Pro Arg Glu Trp Leu Ser Thr Leu Pro Pro Pro 

3 140 3145 3150 

Arg Arg Asn Arg Asp Leu Asp Pro Gin His Pro Pro Leu Pro Leu Ser 

3155 3160 3165 

Pro Gin Arg Gin Leu Ser Arg Asp Pro Leu Leu Pro Ser Arg Pro Leu 

3170 3175 3180 

Asp Ser Leu Ser Arg He Ser Asn Ser Arg Glu Gly Leu Asp Gin Val 

3185 3190 3195 3200 

Pro Ser Arg His Pro Ser Arg Glu Ala Leu Gly Pro Ala Pro Gin Leu 

3205 3210 3 215 

Leu Aig Al a Arg Glu Asp Pro Ala Ser Gly Pro Ser His Gly Pro Ser 

12 2 0 3 2 25 3 2 3 0 
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Thr Glu Gin Leu Asp He Leu Ser Ser He Leu Ala Ser Phe Asn Ser 



3235 



3240 



Ser Ala Leu Ser Ser Val Gin Ser Ser Ser Thr Pro Ser Gly Pro Hr 



3255 



3260 



T». Thr Ala Thr Ala Ala L~u Gly Pro Ser Thr Pro ^ Ser Ala 

_ _ ^ ^ ^7fl 3 2 7 5 



Thr Ser His Ser 

3285 

Ser Glu Gly His Ser 
3300 



rle S ^r Glu Leu Ser Pro Asn Ser Glu Val Pro Ara 



< 2 1 0 > 6 9 

< 2 1 1 > 3 313 
<212> PRT 

^21 3> Rattus norvegicus 



M^AlfArg Arg Pro Leu Trp Trp Gly Leu Pro Gly Pro Ser Thr Pro 

I,eu Leu Leu Leu Leu Leu Phe Ser Leu Phe Pro Ser Ser Arg Glu Glu 

2 0 zb 

Met Gly Gly Gly Gly Asp Gin Gly Trp Asp Pro Gly Val Ala Thr Ala 

35 40 45 

Thr Gly Pro Arg Ala Gin He Gly Ser Gly Ala Val Ala Leu Cys Pro 

50 55 60 

Glu Ser Pro Gly Val Trp Glu Asp Gly Asp Pro Gly Leu Gly Val Arg 



75 



80 



Glu Pro Val Phe Met Lys Leu Arg Val Gly Arg Gin Asn Ala Arg Asn 
35 90 JS 

Gly Arg Gly Ala Pro Glu Gin Pro Asn Arg Glu Pro Val Val Gin Ala 

100 105 

Leu Gly Ser Arg Glu Gin Glu Ala Gly Gin Gly Ser Gly Tyr Leu Leu 

IIS 12° 125 
Cys Tr P His Pro Glu lie Ser Ser Cys Gly Arg Thr Gly His Leu Arg 



Pro Gly Asp Ser Asp Leu 
155 160 

;,sn S ,r Ser Pro His Pro Ser Glu Leu Leu Ala Gin Pro Asp Ser 



Arg Gly Ser Leu Pre Leu Asp Ala Leu Ser Pr 
141 150 15 



El r AM Pro Val Ala Phe Gin Arg Asn Gly Arg Arg Ser lie Arg Lyr 

185 l f ' r 
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Arg Val Glu Thr Phe Arg Cys Cys Gly Lys Leu Trp Glu Pro Gly His 
195 200 205 

Lys Gly Gin Gly Glu Arg Ser Ala Thr Ger Thr Val Asp Arg Gly Pro 

2 10 2 15 2 2 0 

Pen Arq Arq Aso Cvr, Leu Pro Glv Ser Leu Glv Ser Glv Leu Gly Glu 

r:? f . :mo 2 35 240 

Asp Sfr Ala Pro Arg Ala Val Arg Thr Ala Pro Ala Pro Gly Ser Ala 
245 250 255 

Pro His Glu Ser Arg Thr Ala Pro Glu Arg Met Arg Ser Arg Gly Leu 

260 265 270 

Phe Arg Arg Gly Phe Leu Phe Glu Arg Pro Gly Pro Arg Pro Pro Gly 
275 280 285 

Phe Pro Thr Gly Ala Glu Ala Lys Arg lie Leu Ser Thr Asn Gin Ala 

290 295 300 

Arg Ser Arg Arg Ala Ala Asn Arg His Pro Gin Phe Pro Gin Tyr Asn 

•05 310 315 320 

Tyr Gin Thr Leu Val Pro Glu Asn Glu Ala Ala Gly Thr Ala Val Leu 

G: 5 3 3 0 3 3 5 

Arg Val Val Ala Gin Asp Pro Asp Pro Gly Glu Ala Gly Arg Leu Val 
340 345 350 

Tyr Ser Leu Ala Ala Leu Met Asn Ser Arg Ser Leu Glu Leu Phe Ser 
355 360 365 

lie Asp Pro Gin Ser Gly Leu lie Arg Thr Ala Ala Ala Leu Asp Arg 

3 7 0 3 7 5 3 8 0 

Glu Ser Met Glu Arg His Tyr Leu Arg Val Thr Ala Gin Asp His Gly 

385 390 395 400 

Ser Pro Arg Leu Ser Ala Thr Thr Met Val Ala Val Thr Val Ala Asp 
405 410 415 

Arg Asn Asp His Ala Pro Val Phe Glu Gin Ala Gin Tyr Arg Glu Thr 

•3 2 0 4 2 5 4 3 0 

Leu Arg Glu Asn Val Glu Glu Gly Tyr Pro lie Leu Gin Leu Arg Ala 
4 35 440 445 

I'm Asp Gly Asp Ala Pro Pro Asn Ala Asn Leu Arg Tyr Arg Phe Val 
< ■' ' 4 5 5 4 6 0 

G. F:o Ala Ala Arq Thr Ala Ala Ala Ala Ala Phe Glu Tie Asp 

4"0 475 480 

Pi-" ■•"'<" r > Gly Leu 1 1 e f-^r Thr Ser Gly Arg Val Asp Arg Glu His 

4H5 4 0 4 95 
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Met Glu Ser Tyr Glu Leu Val Val Glu Ala Ser Asp Gin Gly Gin Glu 
500 5 0 5 510 

Pro Gly Pro Arg Ser Ala Thr Val Arg Val His He Thr Val Leu Asp 
SI 5 520 525 

Glu Asn Asp Asn Ala Pro Gin Phe Ser Glu Lvs Arq Tyr Val Ala Gin 

5 3 0 515 5 4 0 

Val Arg Glu Asp Val Arg Pro His Thr Val Val Leu Arg Val Thr Ala 
545 550 555 560 

Thr Asp Lys Asp Lys Asp Ala Asn Gly Leu Val His Tyr Asn He He 

56 5 570 57 5 

Ser Gly Asn Ser Arg Gly His Phe Ala He Asp Ser Leu Thr Gly Glu 
580 585 590 

He Gin Val Met Ala Pro Leu Asp Phf 3 Glu Ala Glu Arg Glu Tyr Ala 

595 600 605 

Leu Arg He Arg Ala Gin Asp Ala Gly Arg Pro Pro Leu Ser Asn Asn 

6 10 6 I 6 ^> 2 0 

Thr Gly Leu Ala Ser He Gin Val Val Asp He Asn Asp His Ser Pro 

6 2 S 6 3 0 6 3 5 6 4 0 

lie Phe Val Ser Thr Pro Phe Gin Val Ser Val Leu Glu Asn Ala Pro 
64 5 650 655 

Leu Gly His Ser Val He His He Gin Ala Val Asp Ala Asp His Gly 
6 60 665 670 

Glu Asn Ser Arg Leu Glu Tyr .Ser Leu Thr Gly Val Ala Ser Asp Thr 
675 6 80 685 

Pro Phe Val He Asn Ser Ala Thr Gly Tip Val Ser Val Ser Gly Pro 

690 6 95 700 

Leu Asp Arg Glu Ser Val Glu His Tyr Phe Phe Gly Val Glu Ala Arg 
705 710 715 720 

Asp His Gly Ser Pro Pro Leu Ser Ala Ser Ala Ser Val Thr Val Thr 

72 5 730 735 

Val Leu Asp Val Asn Asp Asn Arg Pro Glu Phe Thr Met Lys Glu Tyr 
740 745 750 

His Leu Arg Leu Asn Glu Asp Ala Ala Val Gly Thr Ser Val Val Ser 

75 5 76 0 76 5 

Val Thr Ala Val Arr Aru Asp Ala Asn Ser Ala lie Ser Tyr Gin He 

7 ■■ 0 ■> 7 5 7 8 0 

T h r G 1 y G 1 y Asn Th i A r q A r 1 1 A r < i Ph A la Tie S e r Th r G In Gly Gly 
;•, : •(. : 8 00 
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Met Gly Leu Val Thr Leu Ala Leu Pro Leu Asp Tyr Lys Gin Glu Arg 
805 810 815 

Tyr Ph- Lys Leu Val Leu Thr Ala Ser Asp Arg Ala Leu His Asp His 

820 825 8 30 

Cvs Tvr Val His Tie Asn lie Thr Asp Ala Asn Thr His Arn Pro Val 
» 7, s 8 4 0 8 1 C) 

Phe Gin Ser Ala His Tyr Ser Val Ser Met Asn Glu Asp Arg Pro Val 
850 855 860 

Gly Ser Thr Val Val Val He Ser Ala Ser Asp Asp Asp Val Gly Glu 

36B 870 875 880 

Asn Ala Arg Tie Thr Tvr Leu Leu Glu Asp Asn Leu Pro Gin Phe Arg 

885 890 895 

Tie Asp Ala Asp Ser Gly Ala He Thr Leu Gin Ala Pro Leu Asp Tyr 

300 905 910 

Glu Asp Gin Val Thr Tyr Thr Leu Ala lie Thr Ala Arg Asp Asn Gly 

915 920 

IIp Pro Gin Lys Ala Asp Thr Thr Tyr Val Glu Val Met Val Asn Asp 

930 935 940 

Val Asn Asp Asn Ala Pro Gin Phe Val Ala Ser His Tyr Thr Gly Leu 
945 950 9^5 960 

Val Ser Glu Asp Ala Pro Pro Phe Thr Ser Val Leu Gin He Ser Ala 
965 970 975 

Thr Asp Arg Asp Ala His Ala Asn Gly Arg Val Gin Tyr Thr Phe Gin 
980 985 990 

Aon Gly Glu Asp Gly Asp Gly Asp Phe Thr He Glu Pro Thr Ser Gly 
995 1000 1005 

He Val Arg Thr Val Arg Arg Leu Asp Arg Glu Ala Val Pro Val Tyr 
1010 1015 1020 

Glu Leu Thr Ala Tyr Ala Val Asp Arg Gly Val Pro Pro Leu Arg Thr 
1025 1030 1035 1040 

Pro Val Ser He Gin Val Thr Val Gin Asp Val Asn Asp Asn Ala Pro 
104 5 10 50 1055 

Val Pne Pro Ala Glu Glu Phe Glu Val Arg Val Lys Giu Asn Ser He 
106 0 1065 1070 

Val Gly Ser Val Val Ala Gin I 1 <■■ Thr Ala Val Asp Pi o Asp Asp Gly 

107 5 i 0 u -.> 1 ■ ;, '"'' > 

Fic Asn Ala His He Met Tyr Gin I 1 - Val 'H u Gly Asn II - Pro Glu 

1095 : 



MS 



Leu Phe Gin Met Asp lie Phe Ser Gly Glu Leu Thr Ala Leu He Asp 
H05 1110 1115 1120 

Leu Asp Tyr Glu Ala Arg Gin Glu Tyr Val He Val Val Gin Ala Thr 
1125 1130 113 5 

Ser Ala Pro Leu Val Ser Arq Ala Thr Val His Val Arq Leu Val Asp 
114 0 I 1 'l r - 11 ^ 0 

Gin Asn Asp Asn Ser Pro Val Leu Asn Asn Phe Gin He Leu Phe Asn 
1155 1160 1165 

Asn Tyr Val Ser Asn Arg Ser Asp Thr Phe Pro Ser Gly He He Gly 
1170 1175 1180 

Arg He Pro Ala Tyr Asp Pro Asp Val Ser Asp His Leu Phe Tyr Ser 
1185 1190 1195 1200 

Phe Glu Arg Gly Asn Glu Leu Gin Leu Leu Val Val Asn Gin Thr S^r 
1205 1210 1215 

Gly Glu Leu Arg Leu Ser Arg Lys Leu Asp Asn Asn Arg Pro Leu Val 

122 0 1225 1230 

Ala Ser Met Leu Val Thr Val Thr Asp Gly Leu His Ser Val Thr Ala 
1 2 3 d 1240 12 4 5 

Gin Cys Val Leu Arg Val Val He He Thr Glu Glu Leu Leu Ala Asn 
1250 1255 126 0 

Ser Leu Thr Val Arg Leu Glu Asn Met Tip Gin Glu Arg Phe Leu Ser 
1265 1270 1275 1280 

Pro Leu Leu Gly His Phe Leu Glu Gly Val Ala Ala Val Leu Ala Thr 
1285 12 9 0 1295 

Pro Thr Glu Asp Val Phe He Phe Asn He Gin Asn Asp Thr Asp Val 
1300 130 5 1310 

Gly Gly Thr Val Leu Asn Val Ser Phe Ser Ala Leu Ala Pro Arg Gly 
1315 132 0 132 5 

Ala Gly Ala Gly Ala Ala Gly Pro Trp Phe Ser Ser Glu Glu Leu Gin 

1330 1335 1340 

Glu Gin Leu Tyr Val Arg Arg Ala Ala Leu Ala Ala Arg Ser Leu Leu 
1345 1350 1355 1360 

Asp Val Leu Pro Phe Asp Asp Asn Val Gys Leu Arg Glu Pro Cys Glu 

13 6 5 13 7 0 13 7 5 

Asn Tyr Met Lys Cys Val Ser Val Leu Arg Phe Asp Ser Ser Ala Pro 
1 380 138 5 1 v'O 

Plie leu Ala Ser Ala Ser Thr Leu Phe Arg Pro He Gin Pro I 1 f ' Ala 
i } •- 14 00 1 1 u 1 , 
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Gly Leu Arg Cys Arg Cys Pro Pro Gly Phe Thr Gly Asp Phe Cys Glu 
1410 1415 1420 

Thr Glu Leu Asp Leu Cys Tyr Ser Asn Pro Cys Arg Asn Gly Gly Ala 
1425 1430 14 35 14 40 

Cvs Ala Arq Arq Glu Gly Gly Tvr Thr Cvs Val Cys Arg Pro Arg Phe 
14 4 5 1 4 5 0 M 5 5 

Thr Gly Glu Asp Cys Glu Leu Asp Thr Glu Ala Gly Arg Cys Val Pro 
1460 1465 1470 

Gly Val Cys Arg Asn Gly Gly Thr Cys Thr Asn Ala Pro Asn Gly Gly 

14 7 5 14 8 0 14 3 5 

Phe Arg Cys Gin Cys Pro Ala Gly Gly Ala Phe Glu Gly Pro Arg Cys 
1490 1495 1500 

Glu Val Ala Ala Arg Ser Phe Pro Pro Ser Ser Phe Val Met Phe Arg 
1505 1510 1515 1520 

Gly Leu Arg Gin Arg Phe His Leu Thr Leu Ser Leu Ser Phe Ala Thr 
1525 1530 15? 5 

Val Gin Pro Ser Gly Leu Leu Phe Tyr Asn Gly Arg Leu Asn Glu Lys 
1540 1545 1 5 5 U 

His Asp Phe Leu Ala Leu Glu Leu Val Ala Gly Gin Val Arg Leu Thr 
1555 1560 1565 

Tyr Ser Thr Gly Glu Ser Ser Thr Val Val Ser Pro Thr Val Pro Gly 
1570 1575 1580 

Gly Leu Ser Asp Gly Gin Trp His Thr Val His Leu Arg Tyr Tyr Asn 
1585 1590 1595 1600 

Lys Pro Arg Thr Asp Ala Leu Gly Gly Ala Gin Gly Pro Ser Lys Asp 
1605 1610 1613 

Lys Val Ala Val Leu Ser Val Asp Asp Cys Asn Val Ala Val Ala Leu 
1620 1625 1630 

Arg Phe Gly Ala Glu He Gly Asn Tyr Ser Cys Ala Ala Ala Gly Val 
1635 1640 16 4 5 

Gin Thr Ser Ser Lys Lys Ser Leu Asp Leu Thr Gly Pro Leu Leu Leu 
1650 1655 1660 

Gly Gly Val Pro Asn Leu Pro Glu Asn Phe Pro Val Ser Arg Lys Asp 
16 6 5 1670 1675 1680 

Phe lie Gly Cys Met Arg Asp Leu His He Asp Gly Arg Arg Val Asp 
1685 1690 1695 

Me t Ala A 1 a Ph<- Va 1 A 1 a A s n As n G 1 y Th r Thr Ala G 1 y Cys Gin Ala 

i .'0 0 170 5 l vi 0 
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Lys Ser His Phe Cys Ala Ser Gly Pro Cys Lys Asa Gly Gly Leu Cys 
17 15 1720 1725 

Ser Glu Arg Trp Gly Gly Phe Ser Cys Asp Cys Pro Val Gly Phe Gly 
1730 11 11 AO 

Gly Lvs Asp Cys Arq Leu Thr Met Ala His Pro Tvr His Phe Gin Gly 
K7 4S 17Sn 1755 1760 

Asn Gly Thr Leu Ser Trp Asp Phe Gly Asn Asp Met Pro Val Ser Va 1 
1765 1770 1775 

Pro Trp Tyr Leu Gly Leu Ser Phe Arg Thr Arg Ala Thr Lys Gly Val 

1780 " 1785 1790 

Lru Met Gin Val Gin Leu Gly Pro His Ser Val Leu Leu Cys Lys Leu 
1795 1800 1805 

Asp Gin Gly Leu Leu Ser Val Thr Leu Ser Arg Ala Ser Gly His Ala 
1810 1815 1820 

Val His Leu Leu Leu Asp Gin Met Thr Val Ser Asp Gly Arg Trp His 
1B25 1830 1835 1840 

Asp Leu Arg Leu Glu Leu Gin Glu Glu Pro Gly Gly Arg Arg Gly His 

1845 1850 1855 

His lie Phe Met Val Ser Leu Asp Phe Thr Leu Phe Gin Asp Thr Met 
1860 1865 1870 

Ala Met Gly Ser Glu Leu Glu Gly Leu Lys Val Lys His Leu His Val 
1875 1880 1885 

Gly Gly Pro Pro Pro Ser Ser Lys Glu Glu Gly Pro Gin Gly Leu Val 
1890 1895 1900 

Gly Cys lie Gin Gly Val Trp Thr Gly Phe Thr Pro Phe Gly Ser Ser 
1305 1910 1915 1920 

Ala Leu Pro Pro Pro Ser His Arg lie Asn Val Glu Pro Gly Cys Thr 
1925 1930 1935 

Val Thr Asn Pro Cys Ala Ser Gly Pro Cys Pro Pro His Ala Asn Cys 
1940 1945 1950 

Lys Asp Leu Trp Gin Thr Phe Ser Cys Thr Cys Trp Pro Gly Tyr Tyr 
1955 I960 1965 

Gly Pro Gly Cys Val Asp Ala Cys Leu Leu Asn Pro Cys Gin Asn Gin 
1970 1975 1980 

Gly Ser Cys Arg His Leu Gin Gly Gly Pro His Gly Tyr Thr Cys Asn 
198 5 199 0 199 5 *0<-0 

Cys Ala Ser Gly Tyr Phe Gly Gin His Cys Glu His Arg Met Asp Gin 

,.UU5 20 10 -015 
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Gin Cys Pro Arg Gly Trp Trp Gly Ser Pro Thr Cys Gly Pro Cys Asn 

2 02 0 2 02 5 2 0 30 

Cys Asp Val His Lys Gly Phe Asp Pro Asn Cys Asn Lys Thr Ser Gly 

2 035 2040 2045 

Gin Cys His Cvs Lys Glu Phe His Tvr Arq Pro Arq Gly Ser Asp Ser 

2 050 2055 2060 

Cys Leu Pro Cys Asp Cys Tyr Pro Val Gly Ser Thr Ser Arg Ser Cys 

2065 2070 2075 2080 

Ala Pro His Ser Gly Gin Cys Pro Cys Arg Pro Gly Ala Leu Gly Arg 

2085 2090 2035 

Gin Cys Asn Ser Cys Asp Ser Pro Phe Ala Glu Val Thr Ala Ser Gly 

2100 2105 2110 

Cys Arg Val Leu Tyr Asp Ala Cys Pro Lys Ser Leu Arg Ser Gly Val 

2115 2120 2125 



Trp Pro Gin Thr Lys Phe Gly Val Leu Ala Thr Val Pro Cys Pro 



Trp 

2 130 2135 

Arg Gly Ala Leu Gly Leu Arg Gly 

2 14 5 ^15 0 

Asp Glu Asp His Gly Trp Leu Glu 

2165 



2140 

Thr Gly Ala Ala Val Arg Leu Cys 

2 155 2160 

Pro Asp Phe Phe Asn Cys Thr Ser 
2170 2175 



Pro Ala Phe Arg Glu Leu Ser Leu Leu Leu Asp Gly Leu Glu Leu Asn 

2180 2185 2190 

Lys Thr Ala Leu Asp Thr Val Glu Ala Lys Lys Leu Ala Gin Arg Leu 
2195 2200 2205 

Arg Glu Val Thr Gly Gin Thr Asp His Tyr Phe Ser Gin Asp Val Arg 
2210 2215 2220 

Val Thr Ala Arg Leu Leu Ala Tyr Leu Leu Ala Phe Glu Ser His Gin 
2225 2230 2235 2240 

Gin Gly Phe Gly Leu Thr Ala Thr Gin Asp Ala His Phe Asn Glu Asn 

2245 2250 2255 

Leu Leu Trp Ala Gly Ser Ala Leu Leu Ala Pro Glu Thr Gly Asp Leu 

2260 2265 2270 

Trp Ala Ala Leu Gly Gin Arg Ala Pre Gly Gly Ser Pro Gly Ser Ala 
2275 2280 2285 

Gly Leu Val Arg His L^u Glu Gin Tyr Ala Ala Thr Leu Ala Arg Asn 

2 2 90 . ::'> : - 2 3 00 

Met Asp Leu Thr Tyr L^u Asn Pro Val Gly Leu Val Thr Pro Asn He 

2 3 0 5 .. 3 1 C 2 3 1 5 2 i .1 0 
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Met Leu Ser lie Asp Arg Met Glu Gin Pro Ser Ser Ser Gin Gly Ala 

2325 2330 2 3 35 

His Arg Tyr Pro Arg Tyr His Ser Asn Leu Phe Arg Gly Gin Asp Ala 

2 3 40 2345 2350 

TrD Asp Pro His Thr His Val Leu Leu Pro Ser Gin Ser Pro Gin Pro 

2 3 5 5 2 3 6 0 2365 

Ser Pro Ser Glu Val Leu Pro Thr Ser Ser Asn Ala Glu Asn Ala Thr 

2370 2375 2380 

Ala Ser Gly Val Val Ser Pro Pro Ala Pro Leu Glu Pro Glu Ser Glu 

2385 2390 2395 2400 

Pro Gly Tie Ser lie Val lie Leu Leu Val Tyr Arg Ala Leu Gly Gly 

2405 2410 2415 

Leu Leu Pro Ala Gin Phe Gin Ala Glu Arg Arg Gly Ala Arg Leu Pro 

2420 2425 2430 

Gin Asn Pro Val Met Asn Ser Pro Val Val Ser Val Ala Val Phe Arg 

2435 2440 2445 

Gly Arg Asn Phe Leu Arg Gly Ala Leu Val Ser Pro lie Asn Leu Glu 

2450 245b 2460 

Phe Arg Leu Leu Gin Thr Ala Asn Arg Ser Lys Ala He Cys Val Gin 

24G5 2470 2475 2480 

Trp Asp Pro Pro Gly Pro Ala Asp Gin His Gly Met Trp Thr Ala Arg 

2485 2490 2495 

Asp Cys Glu Leu Val His Arg Asn Gly Ser His Ala Arg Cys Arg Cys 

2500 2505 2510 

Ser Arg Thr Gly Thr Phe Gly Val Leu Met Asp Ala Ser Pro Arg Glu 

2515 2520 2525 

Arg Leu Glu Gly Asp Leu Glu Leu Leu Ala Val Phe Thr His Val Val 

2530 2535 2540 

Val Ala Ala Ser Val Thr Ala Leu Val Leu Thr Ala Ala Val Leu Leu 

25 4 5 2550 2555 2560 

Ser Leu Arg Ser Leu Lys Ser Asn Val Arg Gly He His Ala Asn Val 

2565 2570 2575 

Ala Ala Ala Leu Gly Val Ala Glu Leu Leu Phe Leu Leu Gly He His 

2580 2585 2590 

Ara Thr His Asn Gin Leu Leu Cys Thr Val Val Ala He i,o U Leu His 

2 5 95 ,:-f.-0 26 05 

Tyr Phe Phe Leu Ser Thr Phe Ala Trp Leu L^u Val Gin Gly Leu His 

.^ 10 26 1- 26 2 0 



Leu Tyr Arg Met Gin Val Glu Pro Arg Asn Val Asp Arg Gly Ala Met 
2625 2630 26 35 2640 

Arg Phe Tyr His Ala Leu Gly Trp Gly Val Pro Ala Val Leu Leu Gly 
2645 2650 2655 

Leu Ala Val Gly Leu Asd Pro Glu Gly Tvr Glv Asn Pro Asd Phe Cys 

2660 2 r, 6 5 267 0 

Trp Tie Ser lie His Glu Pro Leu Tie Trp Ser Phe Ala Gly Pro Tie 
2 675 2680 2685 

Val Leu Val lie Val Met Asn Gly He Met Phe Leu Leu Ala Ala Arg 

2 6 90 26 95 2700 

Thr Ser Gvs Ser Thr Gly Gin Arg Glu Ala Lys Lys Thr Ser Val Leu 
2705 2710 2715 2720 

Arg Thr Leu Arg Ser Ser Phe Leu Leu Leu Leu Leu Val Ser Ala Ser 
2725 2730 2735 

Trp Leu Phe Gly Leu Leu Ala Val Asn His Ser Val Leu Ala Phe His 

2740 2 74 6 27 50 

Tyr Leu His Ala Gly Leu Cys Gly Leu Gin Gly Leu Ala Val Leu Leu 

2/55 ^'60 2 76 5 

Leu Phe Cys Val Leu Asn Ala Asp Ala Arg Ala Ala Trp Thr Pro Ala 

27 7 0 2775 2780 

Cys Leu Gly Lys Lys Ala Ala Pro Glu Glu Thr Arg Pro Ala Pro Gly 
2785 2790 2795 2800 

Pre Gly Ser Gly Ala Tyr Asn Asn Thr Ala Leu Phe Glu Glu Ser Gly 
2805 2810 2815 

Leu He Arg He Thr Leu Gly Ala Ser Thr Val Ser Ser Val Ser Ser 
" 2820 2825 2830 

Ala Arg Ser Gly Arg Ala Gin Asp Gin Asp Ser Gin Arg Gly Arg Ser 
2835 2840 2845 

Tyr Leu Arg Asp Asn Val Leu Val Arg His Gly Ser Thr Ala Glu His 

2850 2855 2860 

Ala Glu His Ser Leu Gin Ala His Ala Gly Pro Thr Asp Leu Asp Val 
2865 2870 2875 2880 

Aia Met Phe His Arg Asp Ala Gly Ala Asp Ser Asp Ser Asp Ser Asp 
2885 2390 2895 

[>-u f-M I.---U Glu Glu Glu Arq Ser L~u S»r Tie Pro Ser Ser Glu Ser 
..900 2 f *0 5 2910 

Glu Asr Asn Gly Arg Thr Arg Gly Arg Phe Gin Arg Pro Leu Arg Arg 



1>4 



Ala Ala Gin Ser Glu Arg Leu Leu Ala His Pro Lys Asp Val Asp Gly 
2930 2935 2940 

Asn Asp Leu Leu Ser Tyr Tip Pro Ala Leu Gly Glu Cys Glu Ala Ala 
2945 2950 2955 2960 

Pro Cvs Ala Leu Gin Ala Trp Glv Ser Glu Arq Arq Leu Glv Leu Asp 

2 96 5 2 970 ?97 5 

c, Pr Asn Lys Asp Ala Ala Asn Asn Asn Gin Pro Glu Leu Ala Leu Thr 
2980 2985 2990 

Ser Gly Asp Glu Thr Ser Leu Gly Arg Ala Gin Arg Gin Arg Lys Gly 

2995 3000 3005 

He Leu Lys Asn Arg Leu Gin Tyr Pro Leu Val Pro Gin Thr Arg Gly 
3010 3015 3020 

Thr Pro Glu Leu Ser Trp Cys Arg Ala Ala Thr Leu Gly His Arg Ala 
3025 3030 3035 3040 

Val Pro Ala Ala Ser Tyr Gly Arg He Tyr Ala Gly Gly Gly Thr Gly 
3045 3 050 3055 

Ser Leu Ser Gin Pro Ala Ser Arg Tyr Ser Ser Arg Glu Gin Leu Asp 

3 06 0 3 0b 5 30 70 

Leu Leu Leu Arg Arg Gin Leu Ser Arg Glu Arg Leu Glu Glu Val Pro 

3075 3080 3 085 

Val Pro Ala Pro Val Leu His Pro Leu Ser Arg Pro Gly Ser Gin Glu 
3090 3095 3100 

Arg Leu Asp Thr Ala Pro Ala Arg Leu Glu Pro Arg Asp Arg Gly Ser 
3105 3110 3115 3120 

Thr Leu Pro Arg Arg Gin Pro Pro Arg Asp Tyr Pro Gly Thr Met Ala 
3125 3130 3135 

Gly Arg Phe Gly Ser Arg Asp Ala Leu Asp Leu Gly Ala Pro Arg Glu 
3140 3145 3150 

Trp Leu Ser Thr Leu Pro Pro Pro Arg Arg Asn Arg Asp Leu Asp Pro 
3155 3160 3165 

Gin His Pro Pro Leu Pro Leu Ser Pro Gin Arg Pro Leu Ser Arg Asp 
3170 3175 3180 

Pro Leu Leu Pro Ser Arg Pro Leu Asp Ser Leu Ser Arg He Ser Asn 
3185 3190 3195 3200 

Ser Arg Glu Arg Leu Asp CUn Val Pro Ser Arg His Pro Ser Arq Glu 
3205 3 2 10 3215 

Ala Leu Gly Pro Ala Pio Gin Leu Leu Arg Ala Arc? Glu Asp Pro Ala 

,220 : 3230 
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Ser Gly Pro Ser His Gly Pro Ser Thr Glu Gin Leu Asp lie Leu Ser 
3 2 3 5 3 2 4 0 3245 

Set lie Leu Ala Ser Phe Asn Ser Ser Ala Leu Ser Ser Val Gin Ser 
32 5 0 3255 3 2 60 

Ser Ser Thr Pro Ser Glv Pro His Thr Thr Ala Thr Pro Ser Ala Thr 

,? fiS 3270 5^75 ^280 

Ala Ser Ala Leu Gly Pro Ser Thr Pro Arg Ser Ala Thr Ser His Ser 
3285 3290 3295 

Tie Ser Glu Leu Ser Pro Asp Ser Glu Val Pro Arg Ser Glu Gly His 

3300 3305 3310 



< 2 1 0 > 7 0 
<211> 2 923 
<212> PRT 

^213- Homo sapiens 
< 4 0 0 > 7 0 

Met Arg Ser Pro Ala Thr Gly Val Pro Leu Pro Thr Pro Pro Pi o Pro 
1 5 10 IS 

Leu Leu Leu Leu Leu Leu Leu Leu Leu Pro Pro Pro Leu Leu Gly Asp 

20 25 30 

Gin Val Gly Pro Cys Arg Ser Leu Gly Ser Arg Gly Arg Gly Ser Ser 
3 5 4 0 4 5 

Gly Ala Cys Ala Pro Met Gly Trp Leu Cys Pro Ser Ser Ala Ser Asn 

50 55 60 

L C o Trp Leu Tyi Tin Ser Arg Cys Arg Asp Ala Gly Tin Glu Leu Thr 

75 3° 

Gly His Leu Val Pro His His Asp Gly Leu Arg Val Trp Cys Pro Glu 

85 90 95 

Ser Glu Ala His He Pro Leu Pro Pro Ala Pro Glu Gly Cys Pro Tip 
100 105 HO 

Ser Cys Arg Leu Leu Gly He Gly Gly His Leu Ser Pro Gin Gly Lys 
H5 120 125 

Leu Thr Leu Pro Glu Glu His Pro Cys Leu Lys Ala Pro Arg Leu Arg 
130 135 140 



Cvs Gin S'-i Cys Lys Leu 
14': 150 



Ala Gin Ala Pro Gly L-mj Arg Ala Gly Glu 



3 I 3 • I i ■ '• 



,i CI n Ser Leu Gly Gly A : >' i Ami Lys Ai q Asn Val Asn 
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165 170 175 

Thr Ala Pro Gin Phe Gin Pro Pro Ser Tyr Gin Ala Thr Val Pro Glu 
180 185 190 

Asn Gin Pro Ala Gly Thr Pro Val Ala Ser Leu Arq Ala lie Asp Pro 

195 200 205 

Asp Glu Gly Glu Ala Gly Arg Leu Glu Tyr Thr Met" Asp Ala Leu Phe 
210 215 220 

Asp Ser Arg Ser Asn Gin Phe Phe Ser Leu Asp Pro Val Thr Gly Ala 
225 230 235 240 

Val Thr Thr Ala Glu Glu Leu Asp Arg Glu Thr Lys Ser Thr His Val 
245 2 50 255 

Phe Arg Val Thr Ala Gin Asp His Gly Met Pro Arg Arg Ser Ala Leu 

260 265 270 

Ala Thr Leu Thr lie Leu Val Thr Asp Thr Asn Asp His Asp Pro Val 

275 280 285 

Phe Glu Gin Gin Glu Tyr Lys Glu Ser Leu Arg Glu Asn Leu Glu Val 

290 2 95 3 00 

Gly Tyr Glu Val Leu Thr Val Arg Ala Thr Asp Gly Asp Ala Pro Pro 
305 310 315 320 

Asn Ala Asn lie Leu Tyr Arg Leu Leu Glu Gly Ser Gly Gly Ser Pro 
325 330 335 

Ser Glu Val Phe Glu lie Asp Pro Arg Ser Gly Val lie Arg Thr Arg 

340 3 45 350 

Gly Pro Val Asp Arg Glu Glu Val Glu Ser Tyr Gin Leu Thr Val Glu 

355 360 365 

Ala Ser Asp Gin Gly Aiy Abp Pro Gly Pro Ary Ser Thr Thr Ala Ala 
370 . 3 75 380 

Val Phe Leu Ser Val Glu Asp Asp Asn Asp Asn Ala Pro Gin Phe Ser 
385 390 395 400 

Glu Lys Arg Tyr Val Val Gin Val Arg Glu Asp Val Thr Pro Gly Ala 
405 410 415 

Pro Val Leu Arg Val Thr Ala Ser Asp Arg Asp Lys Gly Ser Asn Ala 
420 425 430 

Val Val His Tyr Ser lie Met Ser Gly Asn Ala Arg Gly Gin Phe Tyr 
435 440 445 

Leu Asp Ala Gin Thr Giy Ala Leu Asp Val Val Ser Pro Leu Asp Tyr 
4 50 4 0 r > 46 0 

Glu Thr Thr Lys Glu Tyr Thr L«*u Aig Val Arg Ala Gin Asp Gly Gly 
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Arg Pro Pro Leu Ser Asn Val Ser Gly Leu Val Thr Val Gin Val Leu 
485 490 495 

Asp He Asn Asp Asn Ala Pro He Phe Val Ser Thr Pro Phe Gin Ala 
500 5 0 5 510 

Thr Val Leu Gin Ser Val Pro Leu Gly Tyr Lpu Val Leu His Val Gin 
SIS 520 525 

Ala He Asp Ala Asp Ala Gly Asp Asn Ala Arg Leu Glu Tyr Arg Leu 
530 535 540 

Ala Gly Val Gly His Asp Phe Pro Phe Thr He Asn Asn Gly Thr Gly 
545 550 555 560 

Trp He Ser Val Ala Ala Glu Leu Asp Arg Glu Glu Val Asp Phe Tyr 
565 570 575 

Ser Phe Gly Val Glu Ala Arg Asp His Gly Thr Pro Ala Leu Thr Ala 

580 585 590 

Ser Ala Ser Val Ser Val Thr Val Leu Asp Val Asn Asp Asn Asn Pro 

595 600 605 

ilir Phe Thr Gin Pro Glu Tyr Thr Val Arg Leu Asn Glu Asp Ala Ala 
610 615 620 

Val Gly Thr Ser Val Val Thr Val Ser Ala Val Asp Arg Asp Ala His 
625 630 635 640 

Ser Val He Thr Tyr Gin lie Thr Ser Gly Asn Thr Arg Asn Arg Phe 
645 650 655 

Ser He Thr Ser Gin Ser Gly Gly Gly Leu Val Ser Leu Ala Leu Pro 

660 665 670 

Leu Asp Tyr Lys Leu Glu Arg Gin Tyr Val Leu Ala Val Tin Ala Sen 
675 6R0 685 

Asp Gly Thr Arg Gin Asp Thr Ala Gin He Val Val Asn Val Thr Asp 

690 695 700 

Ala Asn Thr His Arg Pro Val Phe Gin Ser Ser His Tyr Thr Val Asn 
70S 710 715 720 

Val Asn Glu Asp Arg Pro Ala Gly Thr Thr Val Val Leu He Ser Ala 

725 730 735 

Thr Asp Glu Asp Thr Gly Glu Asn Ala Arg He Thr Tyr Phe Met Glu 

74 0 74 5 7 50 

Asp Ser He Fro Gin Ph^ Arg He Asp Ala Asp Thr Gly A Li Val Thr 

755 760 765 

I hi Gin Ala Glu Leu Asp Tyr Glu Asp Gin Vil Ser Tyr Tin Leu Ala 
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lie Thr Ala Arg Asp Asn Gly He Pro Gin Lys Ser Asp Thr Thr Tyr 
785 790 7 95 800 

Leu Glu He Leu Val Asn Asp Val Asn Asp Asn Ala Pro Gin Phe Leu 
R 0 S 810 815 

Arg Asp Ser Tyr Gin Gly Ser Val Tyr Glu Asp Val Pro Pro Phe Thr 
820 825 830 

Ser Val Leu Gin He Ser Ala Thr Asp Arg Asp Ser Gly Leu Asn Gly 
835 840 845 

Aty Val Phe Tyr Thr Phe Gin Gly Gly Asp Asp Gly Asp Gly Asp Phe 
850 855 860 

He Val Glu Ser Thr Ser Gly He Val Arg Thr Leu Arg Arg Leu Asp 
865 870 875 880 

Arg Glu Asn Val Ala Gin Tyr Val Leu Arg Ala Tyr Ala Val Asp Lys 
885 890 895 

Gly Met Pro Pro Ala Arg Thr Pro Met Glu Val Thr Val Thr Val Leu 
9 00 905 910 

Asp Val Asn Asp Asn Pro Pro Val Phe Glu Gin Asp Glu Phe Asp Val 
915 920 925 

Phe Val Glu Glu Asn Ser Pro He Gly Leu Ala Val Ala Arg Val Thr 
930 935 910 

Ala Thr Asp Pro Asp Glu Gly Thr Asn Ala Gin lie Met Tyr Gin He 

945 950 955 960 

Val Glu Gly Asn He Pro Glu Val Phe Gin Leu Asp He Phe Ser Gly 
965 970 975 

Glu Leu Tin Ala Leu Val Asp Leu Asp Tyi Glu Asp Aig Pro Glu Tyr 
980 985 990 

Val Leu Val He Gin Ala Thr Ser Ala Pro Leu Val Ser Arg Ala Thr 
995 1000 1005 

Val His Val Arg Leu Leu Asp Arg Asn Asp Asn Pro Pro Val Leu Gly 
1010 1015 1020 

Asn Phe Glu He Leu Phe Asn Asn Tyr Val Thr Asn Arg Ser Ser Ser 
102 5 1030 1035 10 4 0 

Phe Pro Gly Gly Ala He Gly Arg Val Pro Ala His Asp Pro Asp He 

104 5 10 50 105 5 

S»-i A sr S"r L*>u Thr Tyr 5'r-r Phe Glu Arg Gly Asn Glu Leu Ser L^u 

lO'.n 106 5 1 07 0 

. a J ! i Asn Ala Ser I'm G i y Glu L*ui Lys Leu S-r Arg Aia L-u 
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Asp Asn Asn Arg Pro Leu Glu Ala lie Met Ser Val Leu Val Ser Asp 
1090 1095 1100 

Gly Val His Ser Val Thr Ala Gin Cys Ala Leu Arq Val Thr He He 
HQS 1110 1115 117 0 

Thr Asp Glu Met I,*=u Thr His .Ser He Thr Leu Arg Leu Glu Asp Met 
1125 1130 1135 

Ser Pro Glu Arg Phe Leu Ser Pro Leu Leu Gly Leu Phe He Gin Ala 
1140 1145 1150 

Val Ala Ala Thr Leu Ala Thr Pro Pro Asp His Val Val Val Phe Asn 
1155 1160 1165 

Val Gin Arg Asp Thr Asp Ala Pro Gly Gly His He Leu Asn Val Ser 
1170 1175 1180 

Leu Ser Val Gly Gin Pro Pro Gly Pro Gly Gly Gly Pro Pro Phe Leu 
1185 1190 1195 1200 

Pro S^r Glu Asp Leu Gin Glu Arg Leu Tyr Leu Asn Arg Ser Leu Leu 
1205 1210 12. 15 

Thr Ala He Ser Ala Gin Arg Val Leu Pro Phe Asp Asp Asn He Cys 
12 20 1225 1230 

Leu Arg Glu Pro Cys Glu Asn Tyr Met Arg Cys Val Ser Val Leu Arg 
123b 1240 12 4 5 

Phe Asp Ser Ser Ala Pro Phe He Ala Ser Ser Ser Val Leu Phe Arg 
1250 1255 1260 

Pro He His Pro Val Gly Gly Leu Arg Cys Arg Cys Pro Pro Gly Phe 
1265 1270 1275 1280 

Thr Gly Asp Tyi C y s Glu Tin Glu Val Asp Leu Cys Tyi Ser Arg Pro 
12R5 1290 1295 

Cys Gly Pro His Gly Arg Cys Arg Ser Arg Glu Gly Gly Tyr Thr Cys 
1300 1305 1310 

Leu Cys Arg Asp Gly Tyr Thr Gly Glu His Cys Glu Val Ser Ala Arg 
1315 1320 1325 

Ser Gly Arg Cys Thr Pro Gly Val Cys Lys Asn Gly Gly Thr Cys Val 
1330 1335 1340 

Asn Leu Leu Val Gly Gly Phe Lys Cys Asp Cys Pro Ser Gly Asp Phe 
1345 1350 1355 1360 

Glu Lys 'fx. "lyr Cys Gin Val Thr Thr Arg Ser Phe Pro Ala His Ser 

; ? r> s 1 3 7 0 1 3 7 5 

Ph»j IH ihi i-n> Arg Gly L--u Arg (Tin Arg Phe His Ph^ Thr Leu Ala 
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1380 



1385 



1390 



Leu Ser Phe Ala Thr Lys Glu Arg Asp Gly Leu Leu Leu Tyr Asn Gly 
1395 1400 1405 

Arg Phe Asn Glu Lys His Asp Phe Va] Ala Leu Glu Val lie Gin Glu 
14 10 14 15 14 2 0 

Gin Val Gin Leu Thr Pho Ser Ala Gly Glu Ser Thr Thr Thr Val Ser 
1425 1430 1435 1440 

Pro Phe Val Pro Gly Gly Val Ser Asp Gly Gin Trp His Thr Val Gin 
1445 1450 1455 

Leu Lys Tyr Tyr Asn Lys Pro Leu Leu Gly Gin Thr Gly Leu Pro Gin 
14 60 1465 14 70 

Gly Pro Ser Glu Gin Lys Val Ala Val Val Thr Val Asp Gly Gys Asp 



Thr Gly Val Ala Leu Arg Phe Gly Ser Val Leu Gly Asn Tyr Ser Gys 

1490 1495 1500 

Ala Ala Gin Gly Thr nln Gly Gly Ser Lys Lys Ser Leu Asp Leu Thr 

1505 1510 1515 1520 

Gly Pro Leu Leu Leu Gly Gly Val Pro Asp Leu Pro Glu Ser Phe Pro 
1525 1530 1535 

Val Arg Met Arg Gin Phe Val Gly Cys Met Arg Asn Leu Gin Val Asp 
1540 1545 1550 

Ser Arg His Tie Asp Met Ala Asp Phe lie Ala Asn Asn Gly Thr Val 

1555 1560 1565 

Pro Gly Gys Pro Ala Lys Lys Asn Val Cys Asp Ser Asn Thr Cys His 

1570 1575 1580 

Asn Gly Gly Tin Cys Veil Asn Gin Tip At>p Ala Phe Ser Cys Glu Cys 

15 85 15 90 1595 16 00 

Pro Leu Gly Phe Gly Gly Lys Ser Cys Ala Gin Glu Met Ala Asn Pro 
1605 1610 1615 

Gin His Phe Leu Gly Ser Ser Leu Val Ala Trp His Gly Leu Ser Leu 
1620 1625 1630 

Pro He Ser Gin Pro Trp Tyr Leu Ser Leu Met Phe Arg Thr Arg Gin 

1635 16 4 0 1645 

Ala Asp Gly Val Leu Leu Gin Ala He Thr Arg Gly Arg Ser Thr He 

1650 16 55 1660 

Thr Leu Gin Leu Arg Glu Gly H i s Val Met L^u Ser Val Glu Gly Thr 

1065 16 7 0 1675 1680 

Gly Leu Gin Ala i L'-u Arg I,, mi Glu Lie Gly Arg Ala Asn Asp 



1475 



14 80 



1485 



1685 1^0 1695 

Gly Asp Trp His His Ala Gin Leu Ala Leu Gly Ala Ser Gly Gly Pro 
1700 1705 1710 

Gly His Ala lie Leu Ser Phe Asp Tyr Gly Gin Gin Arq Ala Glu Gly 
1715 1720 17 ? Cl 

Ann Leu Gly Pro Arq L~n His Gly 



1715 

Leu His Lfni S-r Asn Tie Thr Val 

17 3 0 



1 7 35 1 7,10 



Gly Gly He Pro Gly Pro Ala Gly Gly Val Ala Arg Gly Phe Arg Gly 

11 itc:c 1760 



174 5 



1750 1755 1760 



Cvs Leu Gin Gly Val Arg Val Ser Asp Thr Pro Glu Gly Val Asn Ser 
1765 1770 1775 



Leu Asp Pro Ser His 



Gly Glu Ser He Asn Val Glu Gin Gly Cys Ser 



1780 1785 



1790 



Leu Pro Asp Pro Cys Asp Ser Asn Pro Cys Pro Ala Asn Ser Tyr Cys 
1795 1800 1805 

Ser Asn Asp Trp Asp S-r Tyr Ser Cys Ser Cys Asp Pro Gly Tyr Tyr 



1810 1815 



1820 



Gly Asp Asn Cvs Thr Asn Val Cys Asp Leu Asn Pro Cys Glu His Gin 
18 25 1B30 1B35 1840 



Ser Val Cys Thr Arg Lys Pro 



}er 



Ala Pro His Gly Tyr Thr Cys Glu 



1815 18^0 



1855 



Cys Pro Pro Asn Tyr Leu Gly Pro Tyr Cys Glu Thr Arg lie Asp Gin 
1860 1865 1870 

Pro Cys Pro Arg Gly Trp Trp Gly His Pro Thr Cys Gly Pro Cys Asn 
187S 1880 1885 

Cys Asp Val Ser Lys Gly Phe Asp Pro Asp Cys Asn Lys Thr Ser Gly 
1890 1895 1^00 

Glu Cys His Cys Lys Glu Asn His Tyr Arg Pro Pro Gly Ser Pro Thr 
1905 ' 1910 1915 1920 

Cys Leu Leu Cys Asp Cys Tyr Pro Thr Gly Scr Leu Ser Arg Val Cys 
1925 1930 1935 



Asp Pro Glu Asp Gly Gin Cys Pro Cys Lys Pro Gly Val He Gly Arg 
19 .10 1945 1950 

Gin Cys As P Arg Cys Asp Asn Pro Phe Ala Glu Val Thr Thr Asn Gly 
19Vj 1960 1 965 

r--s Glu 7,1 Asn Tvr Asp Ser Cys Pre, Arg Ala lie Glu Ala Gly lie 

19^5 19*0 



rrp Trp Pre Arg Tin Arq Phn Gly Leu Piv Aia Ala Ala Pro Cyr 



Pro 



162 



Lys Gly Ser Phe Gly Thr Ala Val Arg His Cys Asp Glu His Arg Gly 
2 0 05 20 10 2015 

Trp Leu Pro Pro Asn Leu Phe Asn Cys Thr S^r lie Thr Phe Ser Glu 

2 02 0 2 02^ 20 3 0 

Leu Lys Gly Php Ala Glu Arg Leu Glu Arg Asn Glu ser Gly Leu Asp 
2035 2040 2045 

Ser Gly Arg Ser Gin Gin Leu Ala Leu Leu Leu Arg Asn Ala Thr Gin 

2050 2055 2060 

His Thr Ala Gly Tyr Phe Gly Ser Asp Val Lys Val Ala Tyr Gin Leu 

2 06 5 2070 2075 2080 

Ala Thr Arg Leu Leu Ala His Glu Ser Thr Gin Arg Gly Phe Gly Leu 
2085 2090 2095 

Ser Ala Thr Gin Asp Val His Phe Thr Glu Asn Leu Leu Arg Val Gly 
2100 2105 2110 

Ser Ala Leu Leu Asp Thr Ala Asn Lys Arg His Trp Glu Leu He Gin 
2115 2 120 2125 

Gin Thr Glu Gly Gly Thr Ala Trp Leu Leu Gin His Tyr Glu Ala Tyr 
2130 2135 2140 

Ala Ser Ala Leu Ala Gin Asn Met Arg His Thr Tyr Leu Ser Pro Phe 
2145 2150 2155 2160 

Thr He Val Thr Pro Asn He Val He Ser Val Val Arg Leu Asp Lys 

2165 2170 2175 

Gly Asn Phe Ala Gly Ala Lys Leu Pro Arg Tyr Glu Ala Leu Arg Gly 
2180 2185 2190 

Glu Gin Pro Pro Asp Leu Glu Thr Tin Veil lit Leu Piu Glu Ser Val 
2195 2200 220 5 

Phe Arg Glu Thr Pro Pro Val Val Arg Pro Ala Gly Pro Gly Glu Ala 
2210 2215 2220 

Gin Glu Pro Glu Glu Leu Ala Arg Arg Gin Arg Arg His Pro Glu Leu 
2225 2230 2235 2240 

Ser Gin Gly Glu Ala Val Ala Ser Val He He Tyr Arg Thr Leu Ala 
2245 2 250 22 5 5 

Gly Leu Leu Pro His Asn Tyr Asp Pro Asp Lys Arg Per Leu Arg Val 
2260 2265 .2 70 

iro Lys Arg Pro He He Asn Thr Pro Val V.t 1 S>e I 1 S-*r V il His 
227 5 2280 .-'2*- 

Asp Asp Glu Glu Leu Leu iro Arg At a L- u Asp Lys t: Yii Thi Val 
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2290 



2295 



2300 



Gin Phe Arg Leu Leu Glu Thr Glu Glu Arg Thr Lys Pro lie Cys Val 
2305 2310 2315 2320 

Phe Tro Asn His Ser He Leu Val Ser Gly Thr Gly Gly Trp Ser Ala 

2325 2330 ? M 5 

Arg Gly Cys Glu Val Val Phe Arg Asn Glu Sf-r His Val Ser Cys Gin 
2340 2345 2350 

Cys Asn His Met Thr Ser Phe Ala Val Leu Met Asp Val Ser Arg Arg 
2355 2360 2365 

Glu Asn Gly Glu He Leu Pro Leu Lys Thr Leu Thr Tyr Val Ala Leu 
2370 ' 2375 2380 

Gly Val Thr Leu Ala Ala Leu Leu Leu Thr Phe Phe Phe Leu Thr Leu 
2385 2390 2395 2400 

Leu Arg He Leu Arg Ser Asn Gin His Gly He Aig Arg Asn Leu Thr 
2405 2410 2415 

Ala Ala Leu Gly Leu Ala Gin Leu Val Phe Leu Leu Gly He Asn Gin 

2420 2425 2430 

Ala Asp Leu Pro Phe Ala Cys Thr Val He Ala He Leu Leu His Phe 
2435 2440 2445 

Leu Tyr Leu Cys Thr Phe Ser Trp Ala Leu Leu Glu Ala Leu His Leu 
2450 2455 2 ICO 

Tyr Arg Ala Leu Thr Glu Val Arg Asp Val Asn Thr Gly Pro Met Arg 
2465 2470 2475 2480 

Phe Tyr Tyr Met Leu Gly Trp Gly Val Pro Ala Phe He Thr Gly Leu 
2485 2490 249 5 

Ala Val Gly Leu Asp Pio Glu Gly Tyr Gly Asn Pio Asp Phe Cys Tip 
2500 2505 2510 

Leu Ser He Tyr Asp Thr Leu He Trp Ser Phe Ala Gly Pro Val Ala 

2515 2 52 0 2525 

Phe Ala Val Ser Met Ser Val Phe Leu Tyr He Leu Ala Ala Arg Ala 
2530 2535 2540 

Ser Cys Ala Ala Gin Arg Gin Gly Phe Glu Lys Lys Gly Pro Val Ser 
2545 2550 2555 2560 

Gly Leu Gin Pro Ser Phe Ala Val Leu Leu Leu Leu Ser Ala Thr Trp 
2565 2570 2575 

Levi L*>u Ala Leu Leu Ser Val Asn Ser Asp Thr Leu Leu Phe His Tyr 

. 2 58 5 2 5<>" 

Leu Ph*> Aia Tki Cys Asn Cys lie Gin Gly Pro Phe lie l:: iJ is-u 
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2595 2600 2605 

Tyr Val Val Levi Ser Lys Glu Val Arg Lys Ala Leu Lys Leu Ala Cys 
2610 2615 2620 

Ser Arq Lys Pro Ser Pro Asp Pro Ala Leu Thr Thr Lys Ser Thr Leu 

2675 2^3 0 2fi3S 26 4 0 

Thr Ser Ser Tyr Asn Cys Pro Ser Pro Tyr Ala Asp Gly Arg Leu Tyr 
2645 2650 2655 

Gin Pro Tyr Gly Asp Ser Ala Gly Ser Leu His Ser Thr Ser Arg Ser 
2660 2665 2670 

Gly Lys Ser Gin Pro Ser Tyr lie Pro Phe Leu Leu Arg Glu Glu Ser 
2675 2680 2685 

Ala Leu Asn Pro Gly Gin Gly Pro Pro Gly Leu Gly Asp Pro Gly Ser 
2690 2695 2700 

Leu Phe Leu Glu Gly Gin Asp Gin Gin His Asp Pro Asp Thr Asp Ser 
2705 2710 2715 2720 

Asp Ser Asp Leu Ser Leu Glu Asp Asp Gin Ser Gly Ser Tyr Ala S«r 
2 72 5 2730 27 3 5 

Thr His Ser Ser Asp Ser Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu 
2740 2745 2750 

Ala Ala Phe Pro Gly Glu Gin Gly Trp Asp Ser Leu Leu Gly Pro Gly 
2755 2760 2765 

Ala Glu Arg Leu Pro Leu His Ser Thr Pro Lys Asp Gly Gly Pro Gly 

2770 2775 2780 

Pro Gly Lys Ala Pro Trp Pro Gly Asp Phe Gly Thr Thr Ala Lys Glu 
2785 2790 2795 2800 

Ser Ser Gly A^n Gly Ala Pro Glu Glu Arg Leu Arg Glu Asn Gly Asp 
2805 2810 2815 

Ala Leu Ser Arg Glu Gly Ser Leu Gly Pro Leu Pro Gly Ser Ser Ala 
2820 2825 2830 

Gin Pro His Lys Gly lie Leu Lys Lys Lys Cys Leu Pro Thr lie Ser 
2835 2840 2845 

Glu Lys Ser Ser Leu Leu Arg Leu Pro Leu Glu Gin Cys Thr Gly Ser 

2850 2855 2860 

Ser Arg Gly Ser Ser Ala Ser Glu Gly Ser TArg Gly Gly Pro Pro Pro 

2B65 2870 287 b 2880 

Arg Pro Pro Pro Arg Gin Ser Leu Gin Glu Gin Leu Asn Gly Val Met 

2 8 8 5 2 8 90 2 8 9 5 

Pro .1 i e Aia M"t Ser lie Lys Ala Gly Th: Val Asp Glu Asp Ser S>-i 
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Gly Ser Glu Phe Leu Phe Phe Asn Phe Leu His 
2915 2920 



- 2 1 0 - 71 
< 2 1 1 > 2920 
<212> PRT 

<213> Mus muscnilus 
<400> 71 

Met Arg Thr Arg Ala Ala Ser Ala Pro Leu Pro Thr Pro Leu Leu Pro 
15 10 15 

Leu Leu Leu Leu Leu Leu Leu Leu Pro Pro Ser Pro Leu Leu Gly Asp 

2 0 2 5 3 0 

Gin Val Gly Pro Cys Arg Ser Leu Gly Ser Gly Gly Arg Ser Ser Ser 
35 40 45 

Gly Ala Cys Ala Pro Val Gly Trp Leu Cys Pro Ala Ser Ala Ser Asn 
50 55 60 

Leu Trp Leu Tyr Thr Ser Arg Cys Arg Glu Ser Gly lie Glu Leu Thr 
65 70 75 80 

Gly His Leu Val Pro His His Asp Gly Leu Arg Val Trp Cys Pro Glu 

85 90 95 

Ser Gly Ala His lie Pro Leu Pro Pro Ser Ser Glu Gly Cys Pro Trp 
100 105 110 

Ser Cys Arg Leu Leu Gly lie Gly Gly His Leu Ser Pro Gin Gly Thr 
115 120 125 

Leu Thr Leu Pro Glu Glu His Pro Cys Leu Lys Ala Pro Arg Leu Arg 
130 135 140 

Cys Gin Ser Cys Lys Leu Ala Gin Ala Pro Gly Leu Arg Ala Gly Glu 
145 150 155 160 

Gly Ser Pro Glu Glu Ser Leu Gly Gly Arg Arg Lys Arg Asn Val Asn 
165 170 175 

Thr Ala Pro Gin Phe Gin Pro Pro Ser Tyr Gin Ala Thr Val Pro Glu 
180 185 190 

Asn Gin Pro Ala Gly Thr Ser Val Ala Ser Leu Arg Ala lie Asp Pro 
195 200 205 

Asp Glu Gly Gi\i Ala Gly Arg Leu Glu Tyr Thr Met Asp Ala Leu Phe 

2 10 2 15 2 2 0 

Asp Ser Arg Ser Asn His Phe Phe Ser Leu Asp Pro I le Thr Gly '/a 1 

2 2- 230 235 210 



166 



Va 



1 Thr Thr Ala Glu Glu Leu Asp Arg Glu Thr Lys Ser Thr His Val 



245 250 



255 



Phe Arq Val Thr Ala Gin Asp His Gly Met Pro Arg Arg Ser Ala Leu 

260 265 270 

Ala Thr Leu Thr IIp Leu Val Thr Asp Thr Asn Asp His Asp Pro Val 
275 280 285 

Ph^ Glu Gin Gin Glu Tyr Lvs Glu Ser Leu Arcr Glu Asn Leu Glu Val 
290 295 300 

Gly Tyr Glu Val Leu Thr Val Arg Ala Thr Asp Gly Asp Ala Pro Pro 

305 310 315 320 

Asn Ala Asn lie Leu Tyr Arg Leu Leu Glu Gly Ala Gly Asp Ser Pro 
325 330 335 

Ser Asp Ala Phe Glu He Asp Pro Arg Ser Gly Val He Arg Thr Arg 
340 345 350 

Gly Pro Val Asp Arg Glu Glu Val Glu Ser Tyr Lys Leu Thr Val Glu 

355 360 365 

Ala Ser Asp Gin Gly Arg Asp Pro Gly Pro Arg Ser Ser Thr Ala He 
370 375 380 

Val Phe Leu Ser Val Glu Asp Asp Asn Asp Asn Ala Pro Gin Phe Ser 
385 390 395 400 

Glu Lys Arg Tyr Val Val Gin Val Arg Glu Asp Val Thr Pro Gly Ala 
405 410 415 

Pro Val Leu Arq Val Thr Ala Ser Asp Arg Asp Lys Gly Ser Asn Ala 
420 425 430 

Leu Val His Tyr Ser Tie Met Ser Gly Asn Ala Arg Gly Gin Phe Tyr 
435 440 445 

Leu Asp Ala Gin Thr Gly Ala Leu Asp Val Val Ser Pro Leu Asp Tyr 
450 455 460 

Glu Thr Thr Lys Glu Tyr Thr Leu Arg He Arg Ala Gin Asp Gly Gly 
465 470 475 480 

Arg Pro Pro Leu Ser Asn Val Ser Gly Leu Val Thr Val Gin Val Leu 
485 490 495 

Asp He Asn Asp He Arg Pro Pro He Phe Val Ser Thr Pro Phe Gin 
500 505 510 

Ala Thr Val Leu Glu Ser Val Pro Leu Gly Tyr Leu Val Leu His Val 

515 520 525 

Gin Ala He Asp Ala Asp Ala Gly Asp Asn Ala Arg Leu Glu Tyr Ser 
53 0 ' ' 5^5 54 0 
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Leu Ala Gly Val Gly His Asp Phe Pro Phe Thr lie Asn Asn Gly Thr 

545 550 555 560 

Gly Trp lie Ser Val Ala Ala Glu Leu Asp Arg Glu Glu Val Asp Phe 
565 570 575 

Tyr S<*r Phe Gly Val Glu Ala Arg Asp His Gly Thr Pro Ala Leu Thr 
580 585 590 

Ala Ser Ala Ser Val Ser Val Thr lie Leu Asn Val Asn Asd Asn Asn 
59 5 600 605 

Pro Thr Phe Thr Gin Pro Glu Tyr Thr Val Arg Leu Asn Glu Asp Ala 

610 615 620 

Ala Val Gly Thr Ser Val Val Thr Val Ser Ala Val Asp Arg His Ala 
625 630 635 640 

His Ser Val lie Thr Tyr Gin lie Thr Ser Gly Asn Thr Arg Asn Arg 
645 650 655 

Phe Ser lie Thr Ser Gin Ser Gly Gly Gly Leu Val Ser Leu Ala Leu 
660 665 670 

Pro Leu Asp Tyr Lys Leu Glu Arg Gin Tyr Val Leu Ala Val Thr Ala 
675 680 685 

Ser Asp Gly Thr Arg Gin Asp Thr Ala Gin lie Val Val Asn Val Thr 

690 695 700 

Asp Ala Asn Thr His Arg Pro Val Phe Gin Ser Ser His Tyr Thr Val 
705 710 715 720 

Asn Gly Asn Glu Asp Arg Pro Ala Gly Thr Thr Val Val Leu lie Ser 

725 730 735 

Ala Thr Asp Glu Asp Thr Gly Glu Asn Ala Arg lie Thr Tyr Phe Met 

740 745 750 

Glu Asp Ser lie Pro Gin Phe Arg He Asp Gly Asp Thr Gly Ala Val 
755 760 765 

Thr Thr Gin Ala Glu Leu Asp Tyr Glu Asp Gin Val Ser Tyr Thr Leu 
770 775 780 

Ala Tie Thr Ala Arg Asp Asn Gly Tie Pro Gin Lys Ser Asp Thr Thr 
785 790 795 800 

Tyr Leu Glu He Leu Val Asn Asp Val Asn Asp Asn Ala Pro Gin Phe 
805 810 815 

Leu Arg Asp Ser Tyr Gin Gly Thr Val Tyr Glu Asp Val Pro Pro Phe 

820 82 5 830 

Thi Ser Val L»u Gin He Leu Ala Thr Asp Arg Asp Ser Gly Leu Asn 
8 35 840 845 
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Gly Arq Val Phe Tyr Thr Phe Gin Gly Gly Asp Asp Gly Asp Gly Asp 

850 855 860 

Phe lie Val Glu Ser Thr Ser Gly He Val Arg Thr Leu Arg Arg Leu 

875 880 

A ,n Arn Glu A^n Val Ala Gin Tyr Val Leu Arg Ala Tyr Ala Val Asp 
885 890 895 

Lvs Glv M-t Pro Pro Ala Arg Thr Pro Met Glu Val Thr Val Thr Val 
900 905 910 

Leu Asp Gly Asn Asp Asn Pro Pro Val Phe Glu Gin Asp Glu Phe Asp 
915 920 925 

Val Phe Val Glu Glu Asn Ser Pro He Gly Leu Ala Val Ala Arg Val 
930 935 940 

Thr Ala Thr Asp Pro Asp Glu Gly Thr Asn Ala Gin He Met Tyr Gin 

94S 950 955 960 

He Val Glu Gly Asn He Pro Glu Val Phe Gin Leu Asp He Phe Ser 
965 970 975 

Gly Glu Leu Thr Ala Leu Val Asp Leu Asp Tyr Glu Asp Arg Pro Glu 
980 985 990 

Tyr val Leu Val He Gin Ala Thr Ser Ala Pro Leu Val Ser Arg Ala 
995 1000 1005 

Thr Val His Val Arg Leu Leu Asp Arg Asn Asp Asn Pro Pro Val Leu 
10 10 i° 15 1020 

Glv Asn Phf» Glu He Leu Phe Asn Asn Tyr Val Thr Asn Arg Ser Ser 
10 25 1030 1035 1040 

Ser Phe Pro Gly Gly Ala He Gly Arg Val Pro Ala His Asp Pro Asp 
1045 1050 1055 

rlf > c^ r Asp Ser Leu Thr Tyr Ser Phe Glu Arg Gly Asn Glu Leu Ser 
1060 1065 1070 

Leu Val Leu Leu Asn Ala Ser Thr Gly Glu Leu Arg Leu Ser Arg Ala 
10 75 1080 1085 

Leu Asp Asn Asn Arg Pro Leu Glu Ala He Met Ser Val Leu Val Ser 
1090 1095 110° 

r rl „ w a i His Ser Val Thr Ala Gin Cys Ser Leu Arg Val Thr He 
VioV ' * mo 111^ 1120 

ilo i-hr Asp Glu Met Leu Thr His Ser He Thr Leu Arg Leu Glu Asp 
112 5 113 0 H35 

M--.t r Pre Glu Arg Phe Leu Ser Pro Leu Leu Gly Leu Phe He Gin 
i 140 H-i r > 1350 



1 6<> 

j 



Ala Val Ala Ala Thr Leu Ala Thr Pro Pro Asp His Val Val Val Phe 
1155 1160 1165 

Asn Val Gin Arg Asp Thr Asp Ala Pro Gly Gly His He Leu Asn Val 
1170 117 5 1180 

c: er l»U S«r Val Gly Gin Pro Pro Gly Pro Gly Gly Gly Pro Pro Phe 
1185 1190 1195 1200 

Leu Pro Ser Gin Asn Pen Gin Glu Arq Leu Tvr Leu Asn Arq Ser Leu 
1205 1210 1215 

Leu Thr Ala He Ser Ala Lys Arq Val Leu Pro Phe Asp Arg Gin His 
1220 1225 1230 

Leu Leu Arg Glu Pro Cys Glu Asn Tyr Met Arg Gys Val Ser Val Leu 
123 5 1240 124 5 

Arg Phe Asp Ser Ser Ala Pro Phe He Ala Ser Ser Ser Val Leu Phe 
1250 1255 1260 

Arg Pro He His Leu Val Gly Gly Leu Arg Cys Arg Cys Pro Pro Gly 
1265 12 7 0 1275 1280 

Leu Thr Gly Asp Tyr Cys Glu Thr Glu Val Asp Leu Cys Tyr Ser Arg 
1285 1290 1295 

Thr Cys Gly Pro His Gly Arg Cys Arg Ser Arg Glu Gly Gly Tyr Thr 
1300 1305 1310 

Cys Leu Cys Arg Gly Cys Tyr Thr Gly Glu His Cys Glu Ala Ser Thr 
1315 1320 1325 

His Ser Gly Arq Cys Thr Pro Gly Val Cys Lys Asn Gly Gly Thr Cys 
1330 1335 1340 

Val Asn Leu Leu Val Gly Gly He Lys Cys Asp Cys Pro Ser Gly His 
13 4 5 1350 1355 1360 

Phe Glu Lys Pro Phe Cys Gin Val Thr Thr Arq Ser Phe Pro Ala Arg 
1365 1370 1375 

Pro Phe He Thr Phe Arg Gly Leu His Gin Arg Phe His Phe Thr Leu 
1380 1385 1390 

Ala Leu Ser Phe Ala Thr Lys Glu Arg Asn Gly Leu Leu Leu Tyr Asn 
1395 1400 1405 

Gly Arg Phe Asn Glu Lys His Asp Phe Val Ala Leu Glu Val He Gin 
1410 1415 1420 

Glu Gin Val Gin Leu Thr Phe Ser Ala Gly Glu Ser Thr Thr Thr Val 
142 5 14 30 14 35 14 4 0 

Ser Pre Phe Val Pro Gly Gly Val Sei Asp Gly Gin Trp His Thr Val 
1 4 4'- i4<-0 1455 
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Gin Leu Lys Tyr Tyr Asn Lys Pro Leu Leu Gly Gin Thr Gly Leu Pro 
1460 146S 1470 

Gin Gly Pro Ser Glu Gin Lys Val Ala Val Val Ser Val Asp Gly Cys 
1475 14 8 0 1485 

Asp Thr nly Val Ala Leu Arg Phe Gly Ala Met Leu Gly Asn Tyr 5W 
14 g 0 ' 1495 1^00 

Cvs Ala Ala Gin Glv Thr Gin Glv Glv Ser Lvs Lvs Ser Leu Aso Leu 
1505 1510 1515 1520 

Thr Gly Pro Leu Leu Leu Gly Gly Val Pro Asp Leu Pro Glu Ser Phe 
1525 1530 1535 

Pro Val Arg Met Arg His Phe Val Gly Cys Met Lys Asp Leu Gin Val 
1540 1545 1550 

Asp Ser Arg His He Asp Met Ala Asp Phe He Ala Asn Asn Gly Thr 
1S5 5 1560 1565 

Val Pro Gly Cys Pro Thr Lys Lys He Val Cys Asp Ser Ser He Cys 
! 5 7 0 1575 1580 

His Asn Gly Gly Thr Cys Val Asn Gin Trp Asn Thr Phe Ser Cys Glu 
1685 ' 1590 ^595 1600 

Cys Pro Leu Gly Phe Gly Gly Lys Ser Cys Ala Gin Glu Met ^* Asn 



1605 1610 



Pro Gin Arg Phe Leu Gly Ser Ser Leu Val Ala Trp His Gly Leu Tyr 
1620 1625 1630 

Leu Pro He Ser Gin Pro Trp His Leu Asn Leu Met Phe Arg Thr Arg 
1635 1640 16 4 5 

Gin Ala Asp Gly Val Leu Leu Gin Ala Val Thr Arg Gly Arg Ser Thr 
1650 1655 1660 

Tie Thr Leu Gin Leu Arg Ala Gly His Val Arg Leu Ser Met Glu Gly 
1665 1670 1675 1680 

Thr Gly Leu Gin Ala Ser Ser Leu His Leu Glu Pro Gly Arg Ala Asn 
1685 1690 1695 

Asp Glv Asp Trp His His Ala Gin Leu Ala Leu Gly Ala Ser Arg Gly 
1700 1705 1710 

Pro Gly His Ala He Leu Ser Phe Asn Tyr Gly Gin Gin Thr Ala Glu 
17 15 1720 1725 

Gly fcr.n Leu Gly Pro Arg Leu His Gly Leu His Leu Ser Asn He Thr 
J - ; -;*o 1735 1740 

-.,1 civ Glv Val Pro Gly Pro Ala Ser Gly Val Ala Ai g Gly The Arg 
I ' ■ ' 1750 1--^ 
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Gly Cys Leu Gin Gly Val Arg Val Ser Glu Thr Pro Glu Gly Val His 
1765 I"?™ I 775 

Ser Leu Asp Pro Ser Arg Gly Glu Ser He Asn Val Glu Pro Gly Cys 
1790 1'785 1-^90 

Sor Lou Pro Asp Pro Cys Asp Ser Asn Pro Cys Pro Thr Asn S-r Tyr 
17 q 5 1800 1805 

Tvr S er Asn Asn Trn Asn Ser Tvr Ser Cvs Spt Cvs Val Leu Gly Tvr 
181() 1815 1320 

Tyr Gly Asp Asn Cys Thr Asn Val Cys Asp Leu Asn Pro Cys Glu His 
1825 1830 1835 1840 

Gin Ser Val Cys Thr Arg Lys Pro Asn Thr Pro His Gly Tyr He Cys 
18 45 1850 1855 

Glu Cys Leu Pro Asn Tyr Leu Gly Pro Tyr Cys Glu Thr Arg He Asp 
1860 1865 1870 

Gin Pro Cys Pro Arg Gly Trp Trp Gly His Pro Thr Cys Gly Pro Cys 
18 75 1880 1885 

Asn Cys Asp Val Ser Lys Gly Phe Asp Pro Asp Cys Asn Lys Thr Ser 
18 90 1895 1900 



Gly Glu Cys His 



Cys Lys Glu Lys His Tyr Arg Pro Pro Gly Ser Pro 
1905 1910 191S 1920 

Thr Cys Leu Leu Cys Asp Cys Tyr Pro Thr Gly Ser Leu Ser Arg Val 
192 5 1930 1935 

Cys Asp Pro Glu Asp Gly Gin Cys Pro Cys Lys Pro Gly Val He Gly 
19 . 10 194 5 1950 

Arg Gin Cys Asp Arg Cys Asp Asn Pro Phe Ala Glu Val Thr Thr Asn 

I96 0 1965 

Gly Cys Glu Val Asn Tyr Asp Ser Cys Pro Arg Ala Tie Glu Ala Gly 
1970 1975 1980 

lie Trp Trp Pro Arg Thr Arg Phe Gly Leu Pro Ala Ala Ala Pro Cys 
1985 1990 1995 2000 

Pro Lys Gly Ser Phe Gly Thr Ala Val Arg His Cys Asp Glu His Arg 
2005 2010 2015 

Gly Trp Leu Pro Pro Asn Leu Phe Asn Cys Thr Ser Val Thr Phe Ser 
•0:u 2025 2030 

Glu L-u Lys Gly Phe Ala Glu Arg Leu Gin Arg Asn Glu Ser Gly Leu 

;V.-r, 204 0 204 5 

Asp- Sr. r r:\y Arg S>>r Gin Arg Leu Ala Leu Leu Leu Arg Asn Ala Thr 

r»5 0 2 0 5 5 2 06 0 
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Gin His Thr Ser Gly Tyr Phe Gly Ser Asp Val Lys Val Ala Tyr Gin 

2065 2070 2075 2080 

Leu Ala Thr Arg Leu Leu Ala His Glu Ser Ala Gin Arg Gly Phe Gly 

2 08 5 2090 2095 

s^r Ala Thr Gin Asp Val His Phe Thr Glu A^n Leu Leu Arg Val 
2L00 2105 2110 

Glv Ser Ala Leu Leu Asn Ala Ala Asn Lvs Aro His Tro Glu Leu lie 
2115 2120 2125 

Gin Gin Thr Glu Gly Gly Thr Ala Trp Leu Leu Gin His Tyr Glu Ala 
2130 2135 2140 

Tyr Ala Ser Ala Leu Ala Gin Asn Met Arg His Thr Tyr Leu Ser Pro 
2 14 5 2150 2155 2160 

Phe Thr lie Val Thr Pro Asn lie Val lie Ser Val Val Arg Leu Asp 
2165 2170 2175 

Lys Gly Asn Phe Ala Gly Thr Lys Leu Pro Arg Tyr Glu Ala Leu Arg 
2180 2185 2190 

Gly Glu Arg Pro Pro Asp Val Glu Thr Thr Val He Leu Pro Glu Ser 
2195 2200 2205 

Val Phe Arg Glu Met Pro Ser Met Val Arg Ser Ala Gly Pro Gly Glu 
2210 2215 2220 

Ala Gin Glu Thr Glu Glu Leu Ala Arg Arg Gin Arg Arg His Pro Glu 
2225 2230 2235 2240 

Leu Ser Gin Glv Glu Ala Val Ala Ser Val He He Tyr His Thr Leu 

2 24 5 22 5 0 2255 

Ala Gly Leu Leu Pro His Asn Tyr Asp Pro Asp Lys Arg Ser Leu Arg 
2260 2265 2270 

Val Pro Lys Arg Pro Val He Asn Thr Pro Ala Val Ser He Ser Val 
2275 2280 2285 

His Asp Asp Glu Glu Leu Leu Pro Arg Ala Leu Asp Lys Pro Val Thr 
2290 2295 2300 

Val Gin Phe Arcj Leu Leu Glu Thr Glu Glu Arg Thr Lys Pro He Cys 

2305 2310 2315 2320 

Val Pl^e Trp Asn His Ser He Leu Val Ser Gly Thr Gly Gly Trp Ser 
23 2 5 2330 2335 

Ala Arg Gly Cys Glu Val Val Phe Arg Asn Glu Ser His Val Ser Cys 

2 3 4 0 2 3 4 5 2 3 5 0 



41 n Cys Asn His M-r Thr Sei Phe Ala Vil L-u Met: Asp Met Ser Arg 

2 3 6 0 2 3 r> 5 



Arg Glu Asn Gly Glu He Leu Pro Leu Lys Thr Leu Thr Tyr Val Ala 

2 3 7C 2375 2380 

Leu Gly Val Thr Leu Ala Ala Leu Met Leu Thr Phe Leu Phe Leu Thr 

2365 2390 2395 2400 

I, en T. ei] Arg Ala Leu Arg S^r Asn Gin His Gly 11^ Arg Arg Asn Leu 
2405 2 4 10 2 4 15 

Thr Ala Ala Leu Glv L«=u Ala Gin Leu Val Phe Leu Leu Glv He Asn 
2420 242 5 2430 

Gin Ala Asp Leu Pro Phe Ala Cys Thr Val He Ala He Leu Leu His 
2435 2440 2445 

Phe Leu Tyr Leu Cys Thr Phe Ser Trp Ala Leu Leu Glu Ala Leu His 
2450 2455 2460 

Leu Tyr Arg Ala Leu Thr Glu Val Arg Asp Val Asn Ala Ser Pro Met 
2465 2470 2475 2480 

Arg Phe Tyr Tyr Met Leu Gly Trp Gly Val Pro Ala Phe He Thr Gly 
2485 2490 2495 

Leu Ala Val Gly Leu Asp Pro Glu Gly Tyr Gly Asn Pro Asp Phe Cys 
2500 2505 2510 

Trp Leu Ser Val Tyr Asp Thr Leu He Trp Ser Phe Ala Gly Pro Val 

2515 2520 2525 

Ala Phe Ala Val Ser Met Arg Val Phe Leu Tyr He Leu Ser Ala Arg 
2530 2535 2540 

Ala Ser Cys Ala Ala Gin Arg Gin Gly Phe Glu Lys Lys Gly Pro Val 
2545 2550 2555 2560 

Ser Gly Leu Arg Ser Ser Phe Thr Val Leu Leu Leu Leu Ser Ala Thr 
2565 2570 2575 

Trp Leu Leu Ala Leu Leu Ser Val Asn Ser Asp Thr Leu Leu Phe His 
2580 2585 2590 

Tyr Leu Phe Ala Ala Cys Asn Cys Val Gin Gly Pro Phe He Phe Leu 
2595 2600 2605 

Ser Tyr Val Val Leu Ser Lys Glu Val Arg Lys Ala Leu Lys Phe Ala 
2610 2615 2620 

Cys Ser Arg Lys Pro Ser Pro Asp Pro Ala Leu Thr Thr Lys Tyr Thr 
2625 2630 2635 2640 

Leu Thr Ser Ser Tyr Asn Cys Pro Ser Pro Tyr Ala Asp Gly Arg Leu 

2G4 5 2 6 50 2 6 5 r -> 

Tyr GJn Pro Tyr Gly Asp Ser Ala Gly S^r Leu His Ser Ala S~r Arg 

266 0 Pf. 5 26 7 0 
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Ser Gly Lys Ser Gin Pro Ser Tyr He Pro Phe Leu Leu Arg Glu Glu 

2675 2680 2 

Ser Thr Leu Asn Pro Gly Gin Val Pro Pro Gly Leu Gly Asp Pro Ser 

2690 2695 2700 

Gly Leu Phe ,,„ Glu Gly Gin Ala Gin Gin His Asp Pro Asp Thr Asp 
2705 2710 2715 

«,„ Aso ser A.,r> Leu Ser Leu Glu Asn Asp Gin Ser Civ Ser Tvr Ala 
2725 27 10 - 7 « 

Ser Thr His Ser Ser Asp Ser Glu Glu Glu Glu Glu Glu Ala Ala Phe 
2740 2745 2750 

Pro Gly Glu Gin Gly Trp Asp Ser Cys Leu Gly Pro Gly Ala Glu Arg 
2755 2760 2765 

Leu Pro Leu His Ser Thr Pro Lys Asp Gly Gly Pro Gly ser Gly Lys 
2770 2775 2780 

Val Pro Trp Leu Gly Asp Phe Gly Thr ThrJThr Lys Glu Asn Ser_Gly 



2785 2790 2795 

Ser Gly Ala Leu Glu Glu Arg Pro Arg Glu Asn Gly Asp Ala Leu Thr 
2805 2810 281J 

Arg Glu Gly Ser Leu Gly Pro Leu Pro Gly Pro Ser Thr Gin Pro Mrs 

2820 2826 2830 

Lys Gly lie Leu Lys Lys Lys Cys Leu Pro Thr lie Ser Glu Lys Ser 
2835 2840 284-, 



Ser Leu Leu Arg Leu Pro Leu Glu Gin Gly Thr Gly Ser Ser Arg Gly 
2850 2855 2860 

Ser Ser lie Ser Glu Gly Ser Arg His Gly Pro Pro Pro Arg Pro^Pro 
2865 2870 287S 

Pro Arg Gin Ser Leu Gin Glu Gin Leu Asn Gly Val Mel Pro Val Ala 



2885 



He Asn Ala Gly Thr Val Asp Glu Asp Ser Ser Gly Ser Glu 



Met Ser 

2 90 0 ^ 

Phe Leu Phe Phe Asn Phe Leu His 

2915 2920 



<210> 72 

<211> 107 

<212> PRT 

< 2 1 3 > Homo p a p i e n r- 



Tvr°ser 2 Ala Val Pro Glu Am Ai„ Pro Val Gly Thr Glu Val Leu 

' { 1 0 1 b 



175 



Thr Val Thr Ala Thr Asp Ala Asp Asp Pro Lou Gly Pro Asn Gly Arg 

20 25 30 

Tie Arg Tyr Ser lie Leu Gly Gly Asn Pro Gly Gly Trp Phe Arg lie 
35 40 45 

Asp Pro Asp Thr Gly Asp Asn Glu Glv lie He Ser Thr Thr Lys Pro 
5 0 5 5 6 0 

Leu Asp Arg Glu Glu Tie Phe Asn Gly Glu Tyr Glu Leu Thr Val Glu 
65 70 75 80 

Ala Thr Asp Ala Asp Pro Leu Ser Ala Ala Gly Gly Scr Pro Pro Leu 

3 5 9 0 9 5 

Ser Gly Thr Ala Thr Val Thr He Thr Val Leu 
100 105 



<210s 7 3 

<■ 2 1 1 > 107 

<212> PRT 

-21 3 > Homo sapiens 

< 4 0 0 > 7 3 

I'yr Ser Ala Ser Val Pro Glu Asn Ala Pro Val Gly Thr Glu Val Leu 
15 10 15 

Thr Val Thr Ala Thr Asp Ala Asp Asp Pro Leu Gly Pro Asn Gly Arg 
20 25 30 

He Arg Tyr Ser He Leu Gly Gly Asn Pro Gly Gly Trp Phe Arg He 
3 5 4 0 4 5 

Asp Pro Asp Thr Gly Asp Asn Glu Gly He He Ser Thr Thr Lys Pro 
50 55 60 

Leu Asp Arg Glu Glu He Phe Asn Gly Glu Tyr Glu Leu Thr Val Glu 
65 70 75 80 

Ala Thr Asp Ala Asp Pro Leu Ser Ala Ala Gly Gly Ser Pro Pro Leu 
85 90 95 

Ser Gly Thr Ala Thr Val Thr He Thr Val Leu 
100 105 



2 10- 7-1 

; 2 1 1 > 10 7 

•2 12 > PRT 

2 1 .3 Home sapi ens 

4 v ' > 7 4 

r-. r r,.* r a 1 a S^r Val Pro Glu Asn Ala P»n 7 ii Gly Thr Glu Val Leu 
' ! =. 10 1 5 



Thr Val Thr Ala Thr Asp Ala Asp Asp Pro Leu Gly Pro Asn Gly Arg 

20 25 30 

lie Arg Tvr Ser He Leu Gly Gly Asn Pro Gly Gly Trp Phe Arq He 

\r 4 0 4 5 



Asn Glu Gly H - Tie Ser Thr Thr Lys Pro 

b s 6 0 

Leu Asn Arn Gin Glu Tie Php Asn Glv Glu Tvr Glu Ten Thr Val Glu 



Aqn pro Asp Thr Gly Asp 
50 



Ala Thr Asp Ala Asp Pro Leu Ser Ala Ala Gly Gly Ser Pro Pro Leu 

85 90 95 

Ser Gly Thr Ala Thr Val Thr He Thr Val Leu 

100 105 



^210> 75 
• 2 1H 107 
<212> PRT 

<213> Homo sapiens 

Tvr°Ser 5 Ala Ser Val Pro Glu Asn Ala Pro Val Gly Thr Glu Val Leu 
1 5 I" 15 

Thr Val Thr Ala Thr Asp Ala Asp Asp Pro Leu Gly Pro Asn Gly Arg 
20 25 30 

He Arg Tyr Ser He Leu Gly Gly Asn Pro Gly Gly Trp Phe Arg He 
35 40 45 

Asp Pro Asp Thr Gly Asp Asn Glu Gly He He Ser Thr Thr Lys Pro 
50 55 60 



Leu Asp Arg Glu Glu He Phe Asn Gly Glu Tyr Glu Leu Thr Val Glu 
65 



70 - 80 



Ala Thr Asp Ala Asp Pro Leu Ser Ala Ala Gly Gly Ser Pro Pro Leu 
85 90 95 

Ser Gly Thr Ala Thr Val Thr He Thr Val Leu 

100 105 



<r 2 1 0 > 7 6 

2 1 1 > 10 ',' 
--212 > PR T 

-'213 > Homo sapi ens 

■j-"'. j <;.., :;.-> v-il Pro Glu Asn Ala Pro Val Gly Tht Glu Val Lou 

' 1 s 10 15 

: h i Val rt'.t Ala in i A ; ■ J Aia Asn Asp Ho L-a Gly 7i : - ,\sn Gly Ar q 
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20 



25 



3 0 



lie Arg Tyr Ser lie Leu Gly Gly 
35 40 

Asp Pro Asp Thr Gly Asp Asn Glu 

5 0 5 ^ 

f **u Asr) Arg Glu Glu Ho ph<- Asn 
6 5 ^0 

Ala Thr Asp Ala Asp Pro Leu Ser 
85 

5«_-± Gly Thr Ala Thr Val llu lie 
100 



Asn Pro Gly Gly Trp Phe Arg lie 
•1 5 

Gly lie lie Ser Thr Thr Lys Pro 

a n 

Gly Glu Tyr (;lu L"u Thr Val Glu 

7 5 8 0 

Ala Ala Gly Glv Ser Pro Pro Leu 
90 95 

Thr Val Leu 
105 



<• 2 1 0 > 7 7 

- 2 1 1 - 10 7 

...212^ PRT 

< 2 1 3 > Homo sapiens 

-400' 77 

Tyr Ser Ala Ser Val Pro Glu Asn Ala Pro Val Gly Thr Glu Val Leu 
1 5 10 15 

Thr Val Thr Ala Thr Asp Ala Asp Asp Pro Leu Gly Pro Asn Gly Arg 

20 25 30 

lie Arg Tyr Ser lie Leu Gly Gly Asn Pro Gly Gly Trp Phc Arg lie 
35 40 45 

Asp Pro Asp Thr Gly Asp Asn Glu Gly lie lie Ser Thr Thr Lys Pro 

5 0 5 5 GO 

Leu Asp Arg Glu Glu lie Phe Asn Gly Glu Tyr Glu Leu Thr Val Glu 

f><~j 7 0 7 5 8 0 

Ala Thr Asp Ala Asp Pro Leu Ser Ala Ala Gly Gly Ser Pro Pro Leu 
85 90 95 

Ser Gly Thr Ala Thr Val Thr lie Thr Val Leu 
100 105 



<2\0> 78 

^'211> 107 

-212 > PRT 

^-213> Homo sapiens 

< A 0 0 > 7 8 

Tyr Ser Ala Ser Val Pro Glu Asn Ala Pro Val Gly Thr Glu Val Leu 

j 5 10 15 



Thr Val Thr Ala Tin Asj. Ai a Asp Asp Pro L-u Gly P: Asn Gly Arg 



lie Arg Tyr Ser lie Leu Gly Gly Asn Pro Gly Gly Trp Phe Arg Tie 

35 40 45 

Asp Pro Asp Thr Gly Asp Asn Glu Gly He He Ser Thr Thr Lys Pro 

50 55 60 

Leu Asd Arq Glu Glu He Phe Asn Glv Glu Tyr Glu Leu Thr Va 1 Glu 

f,^ 7 0 7 5 8 0 

Ala Thr Asp Ala Asp Pro Leu Ser Ala Ala Gly Gly Ser Pro Pro I,f»\i 
8 5 90 9 5 

Ser Gly Thr Ala Thr Val Thr Tie Thr Val Leu 

100 105 



<210> 79 

<211> 107 

< 2 1 2 ~> PRT 

<213^ Homo sapiens 

< 4 0 0 > 7 9 

Tyr Ser Ala Ser Val Pro Glu Asn Ala Pro Val Gly Thr Glu Vn] Leu 
1 5 10 15 

Thr Veil Thr Ala Thr Asp Ala Asp Asp Pro Leu Gly Pro Asn Gly Arg 
2 0 2 5 3 0 

He Arg Tyr Ser lie Leu Gly Gly Asn Pro Gly Gly Trp Phe Arg He 
3 5 4 0 15 

Asp Pro Asp Thr Gly Asp Asn Glu Gly He He Ser Thr Thr Lys Pro 
50 55 60 

Leu Asp Arg Glu Glu He Phe Asn Gly Glu Tyr Glu Leu Thr Val Glu 

65 70 75 80 

Ala Tin Asp Ala Asp Pro Leu Sei Ala Ala Gly Gly Sei Piu Pro Leu 
8 5 9 0 r > 5 

Ser Gly Thr Ala Thr Val Thr He Thr Val Leu 
100 105 



<210> 80 

<2 1 1 > 4 5 

< 2 1 2 > PRT 

< 2 1 3 : Homo sapiens 

'.400: 5 0 

Cys Ala Pre Asn Asn Pro Cys Ser Asn Gly Gly Thr Gys Val Asn Thr 
1 5 10 15 

Pre 'Uy - :iy Ser S^r Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cyr Pi o 

;:o 2 5 



Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
3 5 4 0 4 5 



< 2 1 0 > 81 

< 2 1 1 > 4 5 

-212 > PRT 

<213> Homo sapiens 

<400> 81 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
1 5 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 

20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 4 0 4 5 



<.210^ 82 

<211> 77 

<212> PRT 

<213> Homo sapiens 



<400> 82 

Phe Arg Thr Thr Glu Pro Ser Gly Leu Leu Leu Leu Gly Tyr Gly Gly 
15 10 15 

Thr Asn Thr Asp Arg Gly Gly Lys Lys Glu He Gly Asp Asp Phe Leu 

20 25 30 

Ala Leu Glu Leu Val Asp Gly Arg Leu Glu Val Ser Tyr Asp Leu Gly 
35 40 45 

Ser Gly His Arg Leu Arg Pro Ala Val Val Arg Ser Gly Asp Arg Val 
50 55 60 

Leu Asn Asp Gly Lys Tip His Arg Val Glu Leu Glu Aig 
65 70 75 



<210> 83 
<211> 45 
<212> PRT 

<213> Homo sapiens 
<400> 8 3 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
20 25 30 

Pro Giy Asp Tyi Tyr Lf-u Sr-r Tyr Tin Gly Lys Arg Cys 
■<£, 4 0 4 5 



180 



<210> 84 

<211> 161 

<-212> PRT 

<213> Homo sapiens 

, 4 0 0 > 8 4 

Phe Arq Thr Thr Glu Pro Ser Gly Leu Leu Leu Leu Glv Tyr Gly Gly 
1 5 10 15 

Thr Asn Thr Asp Arg Gly Gly Lys Lys Glu lie Gly Asp Asp Phe Leu 
20 25 30 

Ala Leu Glu Leu Val Asp Gly Arg Leu Glu Val Ser Tyr Asp Leu Gly 

3 5 4 0 4 5 

Ser Gly His Arg Leu Arg Pro Ala Val Val Arg Ser Gly Asp Arg Val 
5 0 5 5 6 0 

Leu Asn Asp Gly Lys Trp His Arg Val Glu Leu Glu Arg Asn Gly Arg 
65 70 75 80 

Lys Gly Thr Leu Ser Val Asp Gly Glu Glu Pro Ser Lys Lys Thr Leu 

85 90 95 

Ser Glu Thr Val Val Asp Gly Glu Ser Pro Ser Gly Pro Asp Val Thr 
100 105 110 

Ser Glu Asn Leu Asp Leu Asp Thr Pro Pro lie Leu Tyr Val Gly Gly 
115 120 125 

Leu Pro Glu Gin Lys Ser Val Lys Arg Arg Leu Ala Ala lie Ser Thr 
130 135 140 

Ser Phe Lys Gly Cys lie Arg Asp Val Ser lie Asn Gly Lys Pro Leu 
145 150 155 160 

Asp 



<210> 85 
<211> 45 
<212> PRT 

<213> Homo sapiens 
<400> 85 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 

2 0 2 5 3 0 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
3 5 4 0 4 r > 



ISl 



<210> 86 
<211> 45 
<212> PRT 

<213> Homo sapiens 
<400> 86 

rys Ala Pro A^n Asn Pro Cys Ser Asn Gly Gly Thr fys Val Asn Thr 
15 10 15 

Pro Glv Glv Ser Ser Ast> Asn Phe Glv Glv Tvr Thr Cvs Glu Cvs Pro 
20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



<210> 87 

<211> 79 

<212> PRT 

<213> Homo sapiens 

<400> 87 

Gly Leu Tyr Cys Pro Ala Thr Trp Asp Gly lie Leu Cys Tip Pro Arg 
15 10 15 

Thr Pro Ala Gly Thr Leu Val Val Val Pro Cys Pro Asp Tyr Phe Ser 

20 25 30 

Gly Phe Asn Tyr Asp Thr Thr Gly Glu Asp Phe Ser Asn Gly Asn Ala 
35 40 45 

Ser Arg Asn Cys Thr Glu Asn Gly Trp Trp Glu Arg His Pro Asn Ser 



Asn Trp Pro Trp Pro Asp Tyr Thr Asn Cys Thr Ser Pro Glu Tyr 
65 70 75 



c210^ 88 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Ser Asn Pro lie Cys Val Phe Trp Asp Glu Ser Glu Leu Ser Leu Gly 
1 5 10 15 

Val Trp Ser Thr Asp Arg Gly Cys Glu Leu Val Glu Thr Ser Lys Pro 

20 25 30 

Ser His Thr Thr Cys Ser Cys Asn His Leu Thr Ser Phe Ala Val Leu 



Met Asp Val S^r Pro Asn 

5 0 
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< 2 1 O :> 8 9 
■ 2 11. 2 7 3 
-212 ■> PRT 

•213- Homo sapiens 

- 4 0 0 > 8 9 

a]-i lo U Leu Leu [,ys Val Tip Tyr Thr Val Gly Tyr ^~r Lou S^r Sor 
15 10 15 

Leu Val Cvs Leu Leu Leu Ala Tie Ala Tie Phe Leu Lou Phe Ara Lvs 

20 25 30 

Leu Arq Cys Thr Arg Asn Tyr He His Met Asn Leu Phe Leu Ser Phe 

3 5 4 0 4 5 

Ho Leu Arg Ala Leu Ser Phe Leu He Gly Asp Ala Val Leu Leu Asn 
50 55 60 

Ser Gly Cys Lys Val Val Ala Val Phe Leu His Tyr Phe Phe Leu Ala 

6S 7 0 75 80 

Asn Phe Phe Trp Met Leu Val Glu Gly Leu Tyr Leu Tyr Thr Leu Leu 

85 90 95 

Val Val Thr Val Glu Val Phe Phe Ser Glu Arg Lys Arg Leu Trp Trp 
100 105 110 

Tyr Leu Leu He Gly Trp Gly Val Pro Ala Val Phe Val Thr He Trp 
115 120 125 

Ala He Val Arg Pro Asp Lys Tyr Gly Pro He Leu Ala Glu Gly Pro 
130 135 140 

Ala Gly Tyr Gly Asn Glu Gly Cys Cys Trp Leu Ser Asn Asp Thr Asn 
145 150 155 160 

Ser Gly Phe Trp Trp He He Lys Gly Pro He Leu Leu He He Leu 
165 170 175 

Val Asn Phe He Phe Phe He Asn He Leu Arg He Leu Val Gin Lys 
180 185 190 

Leu Arg He Asp Ser Leu Ser Pro Gin Thr Gly Glu Thr Asp Gin Tyr 
195 200 205 

Arg Lys Lys Arg Leu Val Lys Ser Thr Leu Leu Leu Leu Pro Leu Leu 
210 215 220 

Gly Val Thr Trp He Leu Phe Leu Phe Ala Pro Glu Asp Gin Ser Gin 

22 5 2 30 235 240 

Gly Thr Leu Ser Leu Val Phe Leu Tyr Leu Phe Leu lie Leu Asn Ser 
245 250 255 

Pbe Gin Gly Phe Phe Val Ala Val Lou Tyr Cys Phe Lou Asn Gly Glu 
2 6 0 2 6 5 2 7 0 



1 <S 3 



Val 



<210> 90 
< 2 1 1 > 3 2 8 
--212- PPT 

<213> Homo sapiens 
c400> 90 

Leu Gly Leu Leu Arg Leu Gly Phe Leu Val Glu Phe Leu Ser Arg Ala 
15 10 15 

Val lie Ser Gly Phe Met Ala Gly Ala Ala lie Leu lie Leu Leu Ser 

20 25 30 

Gin Leu Lys Gly Leu Leu Gly Leu Ser Asn Leu Phe Thr Arg His Ser 
35 40 45 

Gly Tie Val Ser Val Leu Arg Ala Leu Phe Asp Leu Val Asp Asn Leu 
50 55 60 

His Asp Phe Leu Lys Trp Asn Trp Ala Thr Leu Val lie Gly lie Ser 
65 70 75 80 

Phe Leu lie Phe Leu Leu lie lie Lys Leu Leu Pro Asn Pro Lys Lys 

85 90 yb 

Arg Lys Lys Lys Leu Phe Trp Val Pro Ala Pro Ala Pro Leu Val Ala 
100 105 110 

Val lie Leu Ala Thr Leu lie Ser Tyr Leu Phe Asn Arg His Lys Leu 
115 120 125 

Ala Asp Arg Tyr Gly Val Ser lie Val Gly Glu lie Pro Ser Gly Leu 
130 135 140 

Pro Pro Pro Ser Leu Pro Arg Leu Asn Leu Ser Pro Ser Thr Leu Leu 
145 150 155 160 

Asp Leu Leu Pro lie Ala Leu Ala Leu Ala Leu Val Gly Leu Leu Glu 
165 170 175 

Ser lie Leu Thr Ala Lys Ser Phe Ala Lys lie Lys Gly Tyr Lys lie 

180 185 190 

Asp Ser Asn Lys Glu Leu Val Ala Gin Gly He Ala Asn He Val Gly 
195 200 205 

Ser Leu Phe Gly Gly Tyr Pro Ala Thr Gly Ser Phe Ser Arg Ser Ala 
210 215 220 

Val Asn Val Lys Ala Gly Ala Lys Thr Gin Leu Ser Gly He Val Met 
225 230 235 240 

Ala Val Val Val Leu Leu Val Leu Leu Phe Leu Thr Pro Leu Leu Glu 

245 250 25 5 
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T\ i Tie Pro Met Ala Val Leu Ala Ala lie lie lie Vai Ala Leu lie 
260 265 270 

Gly MeC Leu lie Asp Trp Ser Glu Leu lie Arg Leu Leu Trp Lys Leu 
275 280 285 

Ser Lys Leu Asp Phe Leu lie Trp Leu Ala Thr Phe Phe Gly Thr Val 

290 295 300 

Phe Val Asp Asn Leu Glu He Gly Val Leu Val Gly Val Ala lie Ser 
305 310 315 320 

Leu Leu Phe Leu He Leu Arg Val 

325 



<210> 91 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400^ 91 

Tyr He Glu Ala Glu Thr He Pro Gly He Glu Val Leu He Leu Arg 
15 10 15 

Leu Ser Gly Pro Leu Asp Phe Ala Asn Ala Glu Leu Lys Glu Arg Leu 

20 25 30 

Leu Arg Ala He Ala Glu Gly Pro Glu Arg Lys Lys He Glu Leu Arg 
3 5 10 4 5 

His Val He Leu Asp Leu Ser Ala Val Ser Phe He Asp Ser Ser Gly 
50 55 60 

Leu Gly Ala Leu Leu Glu Leu Tyr Lys Glu Leu Lys Lys Arg Gly Val 
65 70 75 80 

Glu Leu Val Leu Val Gly Pio Sei Pro Glu Val Aig Aig Tin Leu Glu 
85 90 95 

Leu Thr Gly Leu Asp Asp Leu He Gly Lys Glu Lys He Phe Pro Thr 
100 105 110 

Val Ala Glu Ala 
115 



<210> 92 
<211> 461 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Met Gin Arg Val Asn Met He Met Ala Glu Ser Pro Gly Leu He Thr 
15 10 15 
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He Cys Leu Leu Gly Tyr Leu Leu Ser Ala Glu Cys Thr Val Phe Leu 
2 0 2 5 3 0 

Asp His Glu Asn Ala Asn Lys He Leu Asn Arg Pro Lys Arg Tyr Asn 
35 40 45 

Ser Gly Lys Leu Glu Glu Ph^ Val Gin Gly Asn L^u Glu Arg Glu Cys 
50 55 60 

Met. Glu Glu Lvs Cvs Ser Phe Glu Glu Ala Arg Glu Val Phe Glu Asn 
65 70 7 5 80 

Thr Glu Arg Thr Thr Glu Phe Trp Lys Gin Tyr Val Asp Gly Asp Gin 

85 90 95 

Cys Glu Ser Asn Pro Cys Leu Asn Gly Gly Ser Cys Lys Asp Asp He 
100 105 110 

Asn Ser Tyr Glu Cys Trp Cys Pro Phe Gly Phe Glu Gly Lys Asn Cys 
115 120 125 

Glu Leu Asp Val Thr Cys Asn lie Lys Asn Gly Arg Cys Glu Gin Phe 
130 135 140 

Cys Lys Asn Ser Ala Asp Asn Lys Val Val Cys Ser Cys Thr Glu Gly 
145 150 155 160 

Tyr Arg Leu Ala Glu Asn Gin Lys Ser Cys Glu Pro Ala Val Pro Phe 
165 170 175 

Pro Cys Gly Arg Val Ser Val Ser Gin Thr Ser Lys Leu Thr Arg Ala 
180 185 190 

Glu Ala Val Phe Pro Asp Val Asp Tyr Val Asn Ser Thr Glu Ala Glu 

195 200 205 

Thr He Leu Asp Asn He Thr Gin Ser Thr Gin Ser Phe Asn Asp Phe 
210 215 220 

Thr Arg Val Val Gly Gly Glu Asp Ala Lys Pro Gly Gin Phe Pro Trp 
225 230 235 240 

Gin Val Val Leu Asn Gly Lys Val Asp Ala Phe Cys Gly Gly Ser He 
245 250 255 

Val Asn Glu Lys Trp He Val Thr Ala Ala His Cys Val Glu Thr Gly 
260 265 270 

Val Lys He Thr Val Val Ala Gly Glu His Asn He Glu Glu Thr Glu 
275 280 28b 

His Thr Glu Gin Lys Arg Asn Val He Arg He He Pro His His Asn 
290 295 300 

Tyr Asn Ala Ala lie Asn Lys Tyr Asn His Asp He Ala Leu Leu Glu 
305 310 315 320 
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Leu Asp Glu Pro Leu Va 1 Leu Asn Ser Tyr Val Thr Pro Lie Cys TLe 

3 2 5 3 3 0 5 3 S 

Ala Asp Lys Glu Tyr Thr Asn lie Phe Leu Lys Phe Gly Ser Gly Tyr 

340 345 3 5 U 

Val <5<^r Gly Trp Gly Arg Val Phe His Lys Gly Arg s^r A.la L^u Val 
355 360 365 

Leu Gin Tvr Leu Arq Val Pro Leu Val Asd Arq Ala Thr Cva Leu Ara 
370 375 380 

Ser Thr Lys Phe Thr lie Tyr Asn Asn Met Phe Cys Ala Gly Phe His 

385 390 395 400 

Glu Gly Gly Arg Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro His Val 

405 410 415 

Thr Glu Val Glu Gly Thr Ser Phe Leu Thr Gly lie lie Ser Trp Gly 

420 425 430 

Glu Glu Cys Ala Met Lys Gly Lys Tyr Gly lie Tyr Thr Lys Val Ser 
435 440 445 

Arg Tyr Val Asn Trp lie Lys Glu Lys Thr Lys Leu Thr 
450 455 460 



< 2 1 0 > 9 3 
,2U> 461 
« 2 1 2 v PRT 

-213^ Homo sapiens 
<400> 93 

Met Gin Arg Val Asn Met lie Met Ala Glu Ser Pro Gly Leu lie Thr 
15 10 15 

lie Cys Leu Leu Gly Tyr Leu Leu Ser Ala Glu Cys Thr Val Phe Leu 
20 25 30 

Asp His Glu Asn Ala Asn Lys lie Leu Asn Arg Pro Lys Arg Tyr Asn 
35 40 45 

Ser Gly Lys Leu Glu Glu Phe Val Gin Gly Asn Leu Glu Arg Glu Cys 

50 55 60 

Met Glu Glu Lys Cys Ser Phe Glu Glu Ala Arg Glu Val Phe Glu Asn 
65 70 75 80 

Thr Glu Arg Thr Thr Glu Phe Trp Lys Gin Tyr Val Asp Gly Asp Gin 
85 90 95 

Cys Glu Ser Asn Pro Cys Leu Asn Gly Gly Ser Cys Lys Asp Asp lie 
100 105 110 

Asn Ser Tyr Glu Cys Trp Cys Pro Phe Gly Phe Glu Gly Lys Asn Cys 
115 120 125 
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Glu Leu Asp Vd 1 Thr Cy ; ; Aiiu lie Lys Asn Gly Arg Cys Jlu J In Phe 
13 0 13 r ) 14 0 

Cys Lys Asn Ser Ala Asp Asn Lys Val Val Cys Sei Cys fhr Glu Gly 
145 150 15 5 160 

Tvr Arg Leu Ala Glu Asn Gin Lvs Ser Cvs Glu Pro Ala Val Pro Phe 
16 5 17 0 17 5 

Pro Cys Gly Arg Val Ser Val Ser Gin Thr Ser Lys Leu Thr Arg Ala 
180 185 19 0 

Glu Thr Val Phe Pro Asp Val Asp Tyr Val Asn Ser Thr Glu Ala Glu 

195 200 2u5 

Thr Tie Leu Asp Asn lie Thr Gin Ser Thr Gin Ser Phe Asn Asp Phe 
210 215 220 

Thr Arg Val Val Gly Gly Glu Asp Ala Lys Pro Gly Gin Phe Pro Trp 
225 230 235 240 

Gin Val Val Leu Asn Gly Lys Val Asp Ala Phe Cys Gly Gly Ser lie 
245 250 255 

Val Asn Glu Lys Trp lie Val Thr Ala Ala His Cys Val Glu Thr Gly 

260 2b 5 £ /U 

Val Lys lie Thr Val Val Ala Gly Glu His Asn lie Glu Glu Thr Glu 
275 280 285 

Hxs Thr Glu Gin Lys Arg Asn Val lie Arg lie lie Pro His His Asn 
290 295 3 00 

Tyr Asn Ala Ala lie Asn Lys Tyr Asn His Asp lie Ala Leu Leu Glu 
305 310 315 320 

Leu Asp Glu Pro Leu Val Leu Asn Ser Tyr Val Thr Pro lie Cys lie 
325 330 335 

Ala Asp Lys Glu Tyr Thr Asn lie Phe Leu Lys Phe Gly Ser Gly Tyr 
340 345 350 

Val Ser Gly Trp Gly Arg Val Phe His Lys Gly Arg Ser Ala Leu Val 

355 360 365 

Leu Gin Tyr Leu Arg Val Pro Leu Val Asp Arg Ala Thr Cys Leu Arg 
370 375 380 

Ser Thr Lys Phe Thr lie Tyr Asn Asn Met Phe Cys Ala Gly Phe His 
385 390 395 400 

Glu Gly Gly Arg Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro His Val 
405 410 415 

Thr Glu Val Glu Gly Thr Ser Phe Leu Thr Gly lie lie Ser Trp Gly 

420 42 5 430 
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Glu Glu Cys Ala M; r_ Lys Gly Lys Tyr Gly lie Tyr Thr Lys Val Sei 

■1 5 5 4 4 0 4 4 5 

Arg Tyr Val Ami Tip lie Lys Glu Lys Thr Lys Leu Thr 

450 455 460 



. 2 1 0 > 9 4 
< 2 1 1 > 4 6 1 
<212> PRT 

<213> Pan troglodytes 
<400> 94 

Met Glu Aiy Val Asn MeL lie Me L Ala Glu Ser Pio Gly Leu lie Tin 
15 10 15 

lie Cys Leu Leu Gly Tyr Leu Leu Ser Ala Glu Cys Thr Val Phe Leu 
20 25 30 

Asp His Glu Asn Ala Asn Lys lie Leu Asn Arg Pro Lys Arg Tyr Asn 
35 40 45 

Ser Gly Lys Leu Glu Glu Phe Val Gin Gly Asn Leu Glu Arg Glu Cys 
50 55 60 

Met Glu Glu Lys Cys Ser Phe Glu Glu Ala Arg Glu Val Phe Glu Asn 
65 7 0 75 80 

Thr Glu Arg Thr Thr Glu Phe Trp Lys Gin Tyr Val Asp Gly Asp Gin 

35 90 95 

Cys Glu Ser Asn Pro Cys Leu Asn Gly Gly Ser Cys Lys Asp Asp lie 
100 105 110 

Asn Ser Tyr Glu Cys Trp Cys Pro Phe Gly Phe Glu Gly Lys Asn Cys 
115 120 125 

Glu Leu Aap Veil Tin Cy^ Asn lie Lys Asn Gly Arg Cys Glu Gin Phe 
130 135 140 

Cys Lys Asn Ser Ala Asp Asn Lys Val Val Cys Ser Cys Thr Glu Gly 
145 150 155 160 

Tyr Arg Leu Ala Glu Asn Gin Lys Ser Cys Glu Pro Ala Val Pro Phe 
165 170 175 

Pro Cys Gly Arg Val Ser Val Ser Gin Thr Ser Lys Leu Thr Arg Ala 
180 185 190 

Glu Thr Val Phe Pro Asp Val Asp Tyr Val Asn Ser Thr Glu Ala Glu 

195 200 205 

Thr lie Leu Asp Asn lie Thr Gin Ser Thr Gin Ser Phe Asn Asp Phe 
210 215 220 

Thr Aig Val Val Gly Gly Glu Asp Ala Lys Pro Gly Gin Phe Pro Trp 



189 



Gin Val Val Leu Asn Gly Lys Val Asp Ala Ph- Cys Gly Gly Set" lie 
245 250 255 

Val Asn Glu Lys Trp lie Val Thr Ala Ala His Cys Val Asp Thr Gly 

2^0 2 6 5 2 '7 0 

Val Lys He Thr Val Val Ala Gly Glu His Asn lie Glu Glu Thr Glu 
2 75 280 285 

His Thr Glu Gin Lys Arg Asn Val lie Arg He He Pro His His Asn 
290 295 300 

Tyi Asn Ala Ala lie Asn Lys Tyi Asn His Asp He Ala Leu Leu Glu 
305 310 315 320 

Leu Asp Glu Pro Leu Val Leu Asn Ser Tyr Val Thr Pro lie Cys He 
325 330 335 

Ala Asp Lys Glu Tyr Thr Asn He Phe Leu Lys Phe Gly Ser Gly Tyr 
340 345 350 

Val Ser Gly Trp Gly Arg Val Phe His Lys Gly Arg Ser Ala Leu Val 
355 360 365 

Leu Gin lyr Leu Arg Val Pro Leu Val Asp Arg Ala Thr Cys Leu Arg 
3 70 375 380 

Ser Thr Lys Phe Thr He Tyr Asn Asn Met Phe Cys Ala Gly Phe His 
335 390 395 400 

Glu Gly Gly Arg Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro His Val 
405 410 415 

Thr Glu Val Glu Gly Thr Ser Phe Leu Thr Gly He lie Ser Trp Gly 

420 425 430 

Glu Glu Cys Ala MeL Lyo Gly Ly ^ T y i Gly He Tyj_ Thr Lys Val Ser 
435 440 445 

Arg Tyr Val Asn Trp He Lys Glu Lys Thr Lys Leu Thr 
450 455 460 



< 2 1 0 > 9 5 
<211> 456 
<212> PRT 

<213> Homo sapiens 
< 4 0 0 > 9 5 

Met He Met Ala Glu Ser Pro Gly Leu He Thr He Cys Leu Leu Gly 
15 10 15 

Tyr Leu Leu Ser Ala Glu Cys Thr Val Phe Leu Asp His Glu Asn Ala 

20 25 30 



1 90 



Asn Lys lie Leu Asn Ary Pro Lys Ary Tyr Asp. Ser Gly Lys Leu Glu 
3 5 4 0 4 5 

Glu Phe Val Gin Gly Asn Leu Glu Ary Glu Cys Met Glu Glu Lys Cys 
5 0 5 5 6 0 

Ser Phe Glu Glu Ala Ary Glu Val Ph<=> Glu Asn Thr Glu Ary Thr Thr 
65 70 75 80 

Glu Phe TrD Lvs Gin Tvr Val Aso Glv Asn Gin Cvs Glu Ser Asn Pro 
85 90 95 

Cys Leu Asn Gly Gly Ser Cys Lys Asp Asp lie Asn Ser Tyr Glu Cys 
100 105 110 

Trp Cys Pro Phe Gly Phe Glu Gly Lys Asn Cys Glu Leu Asp Val Thr 
115 120 125 

Cys Asn lie Lys Asn Gly Ary Cys Glu Gin Phe Cys Lys Asn Ser Ala 
130 135 140 

Asp Asn Lys Val Val Cys Ser Cys Thr Glu Gly Tyr Ary Leu Ala Glu 
145 150 155 160 

Asn Gin Lys Ser Cys Glu Pro Ala Val Pro Phe Pro Cys Gly Ary Val 
165 170 175 

Ser Val Ser Gin Thr Ser Lys Leu Thr Ary Ala Glu Thr Val Phe Pro 
180 185 190 

Asp Val Asp Tyr Val Asn Ser Thr Glu Ala Glu Thr lie Leu Asp Asn 
195 200 205 

lie Thr Gin Ser Thr Gin Ser Phe Asn Asp Phe Thr Ary Val Val Gly 

210 215 220 

Gly Glu Asp Ala Lys Pro Gly Gin Phe Pro Trp Gin Val Val Leu Asn 

225 230 235 240 

Gly Lys Val Asp Ala Phe Cys Gly Gly Ser lie Val Asn Glu Lys Trp 
245 250 255 

lie Val Thr Ala Ala His Cys Val Glu Thr Gly Val Lys lie Thr Val 
260 265 270 

Val Ala Gly Glu His Asn Tie Glu Glu Thr Glu His Thr Glu Gin Lys 
275 280 285 

Ary Asn Val lie Ary lie lie Pro His His Asn Tyr Asn Ala Ala lie 

290 295 300 

Asn Lys Tyr Asn His Asp lie Ala Leu Leu Glu Leu Asp Glu Pro Leu 
305 310 315 320 

Val Leu Asn Ser Tyr Val Thr Pro lie Cys lie Ala Asp Lys Glu Tyr 

325 330 335 



19] 



Thr Asn lie Phe Leu Lys Phe Gly Ser Gly Tyr Val Ser Gly Trp Gly 
3 4 0 3 4 5 1 5 0 

Arg Val Phe His Lys Gly Arg Ser Ala Leu Val Leu Gin Tyr Leu Arg 

355 360 365 

\/s»l p r o L^u Val Asp Arg Ala Thr Cys Leu Arg Ser Thr Lys Phe Thr 
370 375 380 

Tie Tvr Asn Asn Met Phe Cvs Ala Glv Phe His Glu Glv Glv Arcj Asd 
385 390 395 400 

Ser Cys Gin Gly Asp Ser Gly Gly Pro His Val Thr Glu Val Glu Gly 
405 410 415 

Thr Ser Phe Leu Thr Gly lie lie Ser Trp Gly Glu Glu Cys Ala Met 
420 425 430 

Lys Gly Lys Tyr Gly lie Tyr Thr Lys Val Ser Arg Tyr Val Asn Trp 
435 440 445 

lie Lys Glu Lys Thr Lys Leu Thr 
450 455 



<210> 96 
< 2 11 > 4 56 
<212> PRT 

<. 213 > Homo sapiens 
1 0 0 > 0 6 

Met lie Met Ala Glu Ser Pro Gly Leu lie Thr lie Cys Leu Leu Gly 
15 10 15 

Tyr Leu Leu Ser Ala Glu Cys Thr Val Phe Leu Asp His Glu Asn Ala 
20 25 30 

Asn Lys lie Leu Asn Arg Pro Lys Arg Tyr Asn Ser Gly Lys Leu Glu 
35 40 45 

Glu Phe Val Gin Gly Asn Leu Glu Arg Glu Cys Met Glu Glu Lys Cys 
50 55 60 

Ser Phe Glu Glu Ala Arg Glu Val Phe Glu Asn Thr Glu Arg Thr Thr 

65 70 75 80 

Glu Phe Trp Lys Gin Tyr Val Asp Gly Asp Gin Cys Glu Ser Asn Pro 
85 90 95 

cys Leu Asn Gly Gly Ser Cys Lys Asp Asp lie Asn Ser Tyr Glu Cys 
100 105 110 

Trp Cys Pro Phe Gly Phe Glu Gly Lys Asn Cys Glu Leu Asp Val Thr 
115 120 125 

Cys Asn lie Lys Asn Gly Thr Cys Glu Gin Phe Cys Lys Asn Ser Ala 
130 135 140 
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Asp As ii L y s V a 1 V a 1 Cys 3 ^ r C y s Thr G 1 u G 1 y T y r A rq L r, j u A 1 a G 1 Li 
145 150 155 160 

Asa Gin Lys Ser Cys Glu Pro Ala Va 1 Pro Phe Pro Cys Gly Ary Val 
165 170 175 

Ser Val Ser Gin Thr Ser Lys Leu Thr Arq Ala Glu Ala Val Phe Pro 
180 185 190 

Asp Val Asp Tyr Val Asn Ser Thr Glu Ala Glu Thr He Leu Asp Asn 
195 200 205 

He Thr Gin Ser Thr Gin Ser Phe Asn Asp Phe Thr Arg Val Val Gly 
210 215 220 

Gly Glu Asp Ala Lys Pro Gly Gin Phe Pro Trp Gin Val Val Leu Asn 
225 230 235 240 

Gly Lys Val Asp Ala Phe Cys Gly Gly Ser He Val Asn Glu Lys Trp 
245 250 255 

He Val Thr Ala Ala His Cys Val Glu Thr Gly Val Lys He Thr Val 

260 265 270 

Val Ala Gly Glu His Asn He Glu Glu Thr Glu His Thr Glu Gin Lys 

2/5 280 285 

Arg Asn Val He Arg He He Pro His His Asn Tyr Asn Ala Ala He 

290 295 300 

Asn Lys Tyr Asn His Asp He Ala Leu Leu Glu Leu Asp Glu Pro Leu 
305 310 315 320 

Val Leu Asn Ser Tyr Val Thr Pro He Cys He Ala Asp Lys Glu Tyr 
325 330 335 

Thr Asn He Phe Leu Lys Phe Gly Ser Gly Tyr Val Ser Gly Trp Gly 
340 345 350 

Arg Val Phe His Lys Gly Arg Ser Ala Leu Val Leu Gin Tyr Leu Arg 
355 360 365 

Val Pro Leu Val Asp Arg Ala Thr Cys Leu Arg Ser Thr Lys Phe Thr 

370 375 380 

He Tyr Asn Asn Met Phe Cys Ala Gly Leu His Glu Gly Ala Arg Asp 
385 390 395 400 

Ser Cys Gin Gly Asp Ser Gly Gly Pro Hxs Val Thr Glu Val Glu Gly 
405 410 415 

Thr Ser Phe Leu Thr Gly He He Ser Trp Gly Glu Glu Cys Ala Met 
420 425 430 

Lys Gly Lys Tyr Gly He Tyr Thr Lys Val Ser Arg Tyr Val Asn Trp 
435 440 445 



193 



lie Lys Glu Lys Thr Lys L-iu Thr 
4 5 0 -V 5 5 



<2 1 0> 97 
^211^ 42 
<212> PRT 

< 2 1 3 > Homo sapiens 
<400> 97 

Leu Glu Glu Leu Arg Lys Glv Asn Leu Glu Arg Glu Cys Leu Glu Glu 
15 10 15 

Val Cys Glu Leu Glu Glu Ala Aig Glu lie Phe Glu Asp Tin Glu Gly 
20 25 30 

Thr Gin Glu Phe Trp Arg Lys Tyr Tyr Asp 
35 40 



<210> 98 
<211> 45 
<2 12> PRT 

<213> Homo sapiens 
<400> 98 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



< 2 1 0 > 9 9 
^211,' 5 6 
<212> PRT 

<213> Homo sapiens 
<400> 99 

Cys Pro Ser Gly Gin Val Glu Val Asn Gly Glu Cys Val Lys Lys Val 

15 10 15 

Ala lie Gly Glu Thr Gly Cys Leu Ala Ser Glu Gin Cys Pro Gly Arg 
20 25 30 

Trp Pro Gly Ser Gin Cys lie Asp Gly Met Cys Gin Cys Pro Glu Gly 
35 40 45 

Phe Thr Ala Val Asn Gly Val Cys 
50 55 



<2 10 > luu 
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2 1 1 > 2 5 9 
-2 12.* PRT 

c 2 1 3 > Homo sapiens 
< 4 0 0 > 10 0 

lie Val Gly Gly Arg Glu Ala Gin Pro Gly Ser Phe Gly Ser Pro Trp 
l 5 in ] 5 

Gin Val Ser Leu Gin Val Arg Ser Gly Gly Gly Ser Arg Lys His Phe 

20 25 30 

Cys Gly Gly Ser Leu lie Ser Glu Asn Trp Val Leu Thr Ala Ala His 
35 40 45 

Cys Val Ser Gly Ala Ala Sci Ala Pro Ala Sui Ser Val Aig Val Ser 
50 55 60 

Leu Ser Val Arg Leu Gly Glu His Asn Leu Ser Leu Thr Glu Gly Thr 
65 70 75 80 

Glu Gin Lys Phe Asp Val Lys Lys Thr lie lie Val His Pro Asn Tyr 
85 90 95 

Asn Pro Asp Thr Leu Asp Asn Gly Ala Tyr Asp Asn Asp lie Ala Leu 
100 105 110 

Leu Lys Leu Lys Ser Pro Gly Val Thr Leu Gly Asp Thr Val Arg Pro 
115 120 125 

lie Cys Leu Pro Ser Ala Ser Ser Asp Leu Pro Val Gly Thr Thr Cys 
130 135 140 

Thr Val Ser Gly Trp Gly Arg Arg Pro Thr Lys Asn Leu Gly Leu Ser 
145 150 155 160 

Asp Thr Leu Gin Glu Val Val Val Pro Val Val Ser Arg Glu Thr Cys 
165 170 175 

Axg S^l Ala Tyr Glu Tyi Gly Gly Tlu Asp Asp Lys Veil Glu Phe Val 
180 185 190 

Thr Asp Asn Met lie Cys Ala Gly Ala Leu Gly Gly Lys Asp Ala Cys 
195 200 205 

Gin Gly Asp Ser Gly Gly Pro Leu Val Cys Ser Asp Gly Asn Arg Asp 
210 215 220 

Gly Arg Trp Glu Leu Val Gly lie Val Ser Trp Gly Ser Tyr Gly Cys 

225 230 235 240 

Ala Arg Gly Asn Lys Pro Gly Val Tyr Thr Arg Val Ser Ser Tyr Leu 
245 250 255 

Asp Trp lie 
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< 2 1 0 > 101 
• 21 i - ■ 3 1 2 
<212> PRT 

--213 > Homo sapiens 
<400> 101 

Met Arg Met I,eu Leu Ala L^u L<=mi A La L-=m: =;^r Ala Ala Arg Pro Ser 
15 10 15 

Ala Ser Ala Glu Ser His Trn Cvs Tvr Glu Va 1 Gin Ala Glu Ser Ser 
20 25 30 

Asn Tyr Pro Cys Leu Val Pro Val Lys Trp Gly Gly Asn Cys Gin Lys 

35 40 45 

Asp Arg Gin Ser Pro lie Asn lie Val Thr Thr Lys Ala Lys Val Asp 
5 0 5 5 6 0 

Lys Lys Leu Gly Arg Phe Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr 
65 70 75 80 

Trp Thr Val Gin Asn Asn Gly His Ser Val Met Met Leu Leu Glu Asn 
85 90 95 

Lys Ala Ser lie Ser Gly Gly Gly Leu Pro Ala Pro Tyr Gin Ala Lys 
100 105 110 

Gin Leu His Leu His Trp Ser Asp Leu Pro Tyr Lys Gly Ser Glu His 

115 120 125 

Ser Leu Asp Gly Glu His Phe Ala Met Glu Met His lie Val His Glu 
130 135 140 

Lys Glu Lys Gly Thr Ser Arg Asn Val Lys Glu Ala Gin Asp Pro Glu 
145 150 155 160 

Asp Glu lie Ala Val Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val 
165 170 175 

Asn Glu Gly Phe Gin Pro Leu Val Glu Ala Leu Ser Asn lie Pro Lys 
180 185 190 

Pro Glu Met Ser Thr Thr Met Ala Glu Ser Ser Leu Leu Asp Leu Leu 

195 200 205 

Pro Lys Glu Glu Lys Leu Arg His Tyr Phe Arg Tyr Leu Gly Ser Leu 
210 215 220 

Thr Thr Pro Thr Cys Asp Glu Lys Val Val Trp Thr Val Phe Arg Glu 

225 230 235 240 

Pro lie Gin Leu His Arg Glu Gin lie Leu Ala Phe Ser Gin Lys Leu 

24 5 2 50 2 55 

Tyr Tyr Asp Lys Glu Gin Thr Val Ser Met Lys Asp Asn Val Arg Pro 
260 265 270 
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Levi Gin Gin Leu Gly G ) u Arg Thr Val lie Lys Set Gly Ala Pro Gly 
2 o 230 285 

Arg Pro Leu Ptc Tt;; AL i Leu Pro Ala Leu Leu Gly Pro Met Leu Ala 

2 90 2 95 3 00 

fys L*=»u Leu A I -i Gly ^he Leu Arg 

305 310 



< 2 1 0 > 102 

< 2 1 1 > 312 

<212> PRT 

<213> Bos taurus 

<400> 102 

M<*t. Arg Leu Leu Leu Ala Leu Leu Val Leu Ala Ala Ala Pro Pro Gin 
15 10 15 

Ala Arg Ala Ala Ser Hir, Trp Cys Tyr Gin lie Gin Val Lys Pro Ser 
20 25 30 

Asn Tyr Thr Cys Leu Glu Pro Asp Glu Trp Glu Gly Ser Cys Gin Asn 
3 5 4 0 4 5 

Asn Arg Gin Ser Pro Val Asn lie Val Thr Ala Lys Thr Gin Leu Asp 

50 55 60 

Pro Asn Leu Gly Arg Phe Ser Phe Ser Gly Tyr Asn Met Lys His Gin 
G5 7 0 75 80 

Tip Val Val Gin Asn Asn Gly His Thr Val Met Val Leu Leu Glu Asn 
85 90 95 

Lys Pro Ser lie Ala Gly Gly Gly Leu Ser Thr Arg Tyr Gin Ala Thr 
100 105 110 

Gin Leu His Leu His Trp Ser Arg Ala Met Asp Arg Gly Ser Glu His 
115 120 125 

Ser Phe Asp Gly Glu Arg Phe Ala Met Glu Met His lie Val His Glu 
130 135 140 

Lys Glu Lys Gly Leu Ser Gly Asn Ala Ser Gin Asn Gin Phe Ala Glu 

145 150 155 1G0 

Asp Glu lie Ala Val Leu Ala Phe Met Val Glu Asp Gly Ser Lys Asn 
165 170 175 

Val Asn Phe Gin Pro Leu Val Glu Ala Leu Ser Asp lie Pro Arg Pro 
180 185 190 

Asn Met Asn Thr Thr Met Lys Glu Gly Val Ser Leu Phe Asp Leu Leu 
195 200 205 

Pro Glu Glu Glu Ser Leu Arg His Tyr Phe Arg Tyr Leu Gly Ser Leu 
210 215 ^20 



197 



fhr Thr Pro Thr Cys Asp Glu Lys Val 'At I T rp Tin Vu I Phe Gin Lys 



Pr o He Gin Leu His Arg Asp Gin lie Leu Ala Phe Set' Gin Lys Leu 
245 250 255 

Phe Tyr Asp Asp Gin Gin Lys Val Asn Met Thr Asp Asn Val Arq Pro 

260 265 270 

Val Gin Ser Leu Gly Gin Arg Gin Val Phe Arg Ser Gly Ala Pro Gly 
275 280 2 85 

Leu Leu Leu Ala Gin Pro Leu Pro Thr Leu Leu Ala Pro Val Leu Ala 

290 295 300 

Cys Leu Thr Val Gly Phe Leu Arg 
305 310 



v.210^ 103 
<211> 308 
<212> PRT 

-213- Oryctolagus cuniculus 
<400> 103 

Met Gin Leu Leu Phe Ala Leu Leu Ala Leu Gly Ala Leu Arg Pro Leu 
15 10 15 

Ala Gly Glu Glu Leu His Trp Cys Tyr Glu lie Gin Ala Ser Asn Tyr 
20 25 30 

Ser Cys Leu Gly Pro Asp Lys Trp Gin Glu Asp Cys Gin Lys Ser Arg 
35 40 45 

Gin Ser Pro He Asn He Val Thr Thr Lys Ala Glu Val Asp His Ser 

50 55 60 

Lea Gly Arg Pile His Phe Sei Gly Tyr Asp Gin Aig Glu Ala Aiy Leu 
65 70 75 80 

Val Glu Asn Asn Gly His Ser Val Met Val Ser Leu Gly Asp Glu He 
85 90 95 

Ser He Ser Gly Gly Gly Leu Pro Ala Arg Tyr Arg Ala Thr Gin Leu 
100 105 110 

His Leu His Trp Ser Gin Glu Leu Asp Arg Gly Ser Glu His Ser Leu 
115 120 125 

Asp Gly Glu Arg Ser Ala Met Glu Met His He Val His Gin Lys Glu 
130 135 140 

Thr Gly Thr Ser Gly Asn Glu Val Gin Asp Ser Asp Asp Ser He Ala 
145 150 155 160 

Val Leu Ala Phe Leu Val Glu Ala Gly Pro Thr Met Asn Glu Gly Phe 
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Gin Pro Leu Va 1 Thr A La Lou Set A I a lie Ser lie Pro Gly Tht Asa 
18 0 18 5 190 

Thr Thr Met Ala Pro Ser Ser Leu Trp Asp Leu Leu Pro Ala Glu Glu 

195 7 0 0 2 0 5 

Glu Leu Arg His Tyr Ph^ Arg Tyr Met Gly Ser L^u Thr Thr Pro Ala 
210 215 220 

Cys Ser Glu Thr Val Va 1 Trp Thr Val Phe Gin Glu Pro lie Arg Leu 
225 230 235 240 

His Aig Asp Gin lie L^u Glu Phe Ser Ser Lys Leu Tyr Tyi. Asp Gin 
245 250 255 

Glu Arg Lys Met Asa Met Lys Asp Asn Val Arg Pro Leu Gin Arg Leu 

260 265 270 

Gly Asp Arg Ser Val Phe Lys Ser Gin Ala Ala Gly Gin Leu Leu Pro 
275 280 285 

Leu Pro Leu Pro Thr Leu Leu Val Pro Thr Leu Ala Cys Val Met Ala 
290 295 300 

Gly Leu Leu Arg 

305 



: 2 1 0 > 10 4 
-.211^ 3 09 
<212> PRT 

c213> Rattus norvegicus 
<400> 104 

Met Gin Leu Leu Leu Ala Leu Leu Ala Leu Ala Tyr Val Ala Pro Ser 

15 10 15 

Thr Glu Asp Ser His Trp Cys Tyr Glu lie Gin Ala Lys Glu Pro Asn 
20 25 30 

Ser His Cys Ser Gly Pro Glu Gin Trp Thr Gly Asp Cys Lys Lys Asn 
35 40 45 

Gin Gin Ser Pro lie Asn Tie Val Thr Ser Lys Thr Lys Leu Asn Pro 
50 55 60 

Ser Leu Thr Pro Phe Thr Phe Val Gly Tyr Asp Gin Lys Lys Lys Trp 
65 70 7 5 80 

Glu Val Lys Asn Asn Gin His Ser Val Glu Met Ser Leu Gly Glu Asp 
85 90 95 

Tie Tyr lie Phe Gly Gly Asp Leu Pro Thr Gin Tyr Lys Ala lie Gin 
100 105 110 
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Leu Hi;.; Leu His Trp Ser Glu Glu Ser Asn Lys Gly Ser Glu His Ser 
115 12 0 12 5 

lie Asp Gly Lys His Phe Ala Met Glu Met His Val Val His Lys Lys 
1 i 0 13 5 14 0 

M««r Thr Thr Gly Asp Lys Val Gin Asp Ser Asp Ser Lys Asp Lys Tie 
145 150 155 160 

Ala Va L Leu Ala Phe Met Val Glu Val Glv Asn Glu Val Asn Glu Glv 
165 170 175 

Phe Gin Pro Leu Val Glu Ala Leu Ser Arg Leu Ser Lys Pro Phe Thr 
180 185 190 

Asn Ser Thr Val Ser Glu Ser Cys Leu Gin Asp Met Leu Pro Glu Lys 

195 200 205 

Lys Lys Leu Ser Ala Tyr Phe Arg Tyr Gin Gly Ser Leu Thr Thr Pro 

210 215 220 

Gly Cys Asp Glu Thr Val lie Trp Thr Val Phe Glu Glu Pro lie Lys 
225 230 235 240 

lie His Lys Asp Gin Phe Leu Glu Phe Ser Lys Lys Leu Tyr Tyr Asp 
245 250 255 

Gin Glu Gin Lys Leu Asn Met Lys Asp Asn Val Arg Pro Leu Gin Pro 

260 265 270 

Leu Gly Asn Arg Gin Val Phe Arg Ser His Ala Ser Gly Arg Leu Leu 
275 280 285 

Ser Leu Pro Leu Pro Thr Leu Leu Val Pro Thr Leu Thr Cys Leu Val 
290 295 300 

Ala Ser Phe Leu His 
305 



< 2 1 0 > 10 5 
<211> 305 
<212> PRT 

<213> Mus musculus 

< 4 0 0 > 10 5 

Met Gin Leu Leu Leu Ala Leu Leu Ala Leu Ala Tyr Val Ala Pro Ser 
15 10 15 

Thr Glu Asp Ser Gly Trp Cys Tyr Glu He Gin Thr Lys Asp Pro Arg 
20 25 30 

Ser Ser Cys Leu Gly Pro Glu Lys Trp Pro Gly Ala Cys Lys Glu Asn 
35 40 45 

Gin Gin Ser Pro He Asn He Val Thr Ala Arg Thr Lys Val Asn Pro 
50 55 60 
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Arg Leu Tin. Pro Phe lie Leu Vai G 1 y Tyi Asp Gin Lys Gin Gin Tin 
6 5 7 0 7 5 8 0 

Pro lie Lys Asn Asn Gin His Thr Val Glu Hec Thr Leu Gly Gly Gly 
8 5 9 0 9 5 

Ala Cvs lie lie Glv Gly Asp Leu Pro Ala Arq Tvr Glu Ala Val Gin 
10 0 10 5 110 

Leu His Leu His Trp Ser Asn Gly Asn Asp Asn Gly Ser Glu His Ser 
115 120 125 

lie Asp Gly Arg His Phe Ala Met Glu Met His lie Val His Lys Lys 

130 135 140 

Leu Thr Ser Ser Lys Glu Asp Ser Lys Asp Lys Phe Ala Val Leu Ala 
145 150 155 160 

Phe Met lie Glu Val Gly Asp Lys Val Asn Lys Gly Phe Gin Pro Leu 
165 170 175 

Val Glu Ala Leu Pro Ser lie Ser Lys Pro His Ser Thr Ser Thr Val 

180 185 190 

Arg Glu Ser Ser Leu Gin Asp Met Leu Pro Pro Ser Thr Lys Met Tyr 
195 200 205 

Thr Tyr Phe Arg Tyr Asn Gly Ser Leu Thr Thr Pro Asn Cys Asp Glu 
210 215 220 

Thr Val lie Tip Thr Val Tyr Lys Gin Pio He Lys He His Lys Asn 
225 230 235 240 

Gin Phe Leu Glu Phe Ser Lys Asn Leu Tyr Tyr Asp Glu Asp Gin Lys 
245 250 255 

Leu Asn Met Lys Asp Asn Val Arg Pro Leu Gin Pro Leu Gly Lys Arg 

260 265 270 

Gin Val Phe Lys Ser His Ala Pro Gly Gin Leu Leu Ser Leu Pro Leu 
275 280 285 

Pro Thr Leu Leu Val Pro Thr Leu Thr Cys Leu Val Ala Asn Phe Leu 

290 295 300 

Gin 

305 



< 2 1 0 > 106 
c 2 1 1 > 170 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Trp Gly Tyr Gly Glu His Asn Gly Pro Glu His Ser Asn Asn Ala His 
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Val Leu Tip Hij Lys Leu Tyr Pro lie Ala Asn Gly Gly Asn Cys Gin 
20 25 30 

Gly Glu Arq Gin Ser Pro lie Asn lie Gin Thr Lys GLu Ala Lys Tyr 
3 5 4 0 4 S 

Asp Pro Ser Leu Lys Pro L^u Ser Leu Ser Tyr Asp Ala Ala Thr Ala 
50 55 60 

Lys Glu Phe Glu lie Val Asn Asn Gly His Ser Phe Gin Val Glu Phe 
65 70 75 80 

Asp Asp Ser Asp Asp Lys Ser Val Leu Ser Gly Gly Pio L<ju Pro Ala 
85 90 95 

Gly His Pro Tyr Arg Leu Lys Gin Phe His Phe His Trp Gly Gly Ala 
100 105 110 

Ser Ser Asp Asp Gin Gly Ser Glu His Thr Val Asp Gly Lys Lys Tyr 
115 120 125 

Ala Ala Glu Leu His Leu Val His Trp Asn Ser Thr Lys Tyr Gly Ser 
130 135 140 

Tyr Lys Glu Ala Val Ser Lys Pro Asp Gly Leu Ala Val Leu Gly Val 
145 150 155 160 

Phe Leu Lys Val Gly Asp Tyr Gin Glu Asn 
165 170 



<210> 107 
-21 1 > 121 
< 2 1 2 > PRT 

<213> Homo sapiens 
^400^ 107 

Lys Val Gly Asp Tyr Gin Glu Asn Pro Gly Leu Gin Lys Val Val Asp 
15 10 15 

Ala Leu Ser Ser lie Lys Thr Lys Gly Lys Ser Ala Thr Phe Thr Asn 
20 25 30 

Phe Asp Pro Ser Thr Leu Leu Pro Ser Glu Lys Leu Arg Asp Tyr Trp 
35 40 45 

Thr Tyr Pro Gly Ser Leu Thr Thr Pro Pro Leu Thr Glu Ser Val Thr 
50 55 60 

Trp lie Val Leu Lys Glu Pro lie Ser Val Set Ser Glu Gin Leu Leu 
65 70 7 5 80 

Lys Phe Arg Ser Leu Leu Phe Asn Ala Glu Gly Glu Glu Glu Val Pro 
85 90 95 
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G 1 y Cys Asp Gly He Met Val Asp Asn Tyr Arg Pro Thr Gin Pro Leu 
100 L 0 5 L i 0 

Lys Gly Arg Val Val Arg Ala Ser Phe 
115 120 



<210> 108 
< 2 1 1 > 7 7 9 
<212> PRT 

<213> Homo sapiens 
<400> 108 

Gly Met Lys Pro Phe Gin Leu Asp Leu Leu Phe Val Cys Phe Phe Leu 
15 10 15 

Phe Ser Gin Glu Leu Gly Leu Gin Lys Arg Gly Cys Cys Leu Val Leu 
20 25 30 

Gly Tyr Met Ala Lys Asp Lys Phe Arg Arg Met Asn Glu Gly Gin Val 
35 40 45 

Tyr Ser Phe Ser Gin Gin Pro Gin Asp Gin Val Val Val Ser Gly Gin 

50 55 60 

Pro Val Thr Leu Leu Cys Ala lie Pro Glu Tyr Asp Gly Phe Val Leu 

bS ?0 7 5 8 0 

Trp lie Lys Asp Gly Leu Ala Leu Gly Val Gly Arg Asp Leu Ser Ser 

85 30 95 

Tyr Pro Gin Tyr Leu Val Val Gly Asn His L c u Sei Gly Glu His His 
100 105 110 

Leu Lys lie Leu Arg Ala Glu Leu Gin Asp Asp Ala Val Tyr Glu Cys 
115 120 125 

Gin Ala lie Gin Ala Ala lie Arg Ser Arg Pro Ala Arg Leu Thr Val 
130 135 140 

Leu Val Pro Pro Asp Asp Pro Val lie Leu Gly Gly Pro Val lie Ser 
145 150 155 160 

Leu Arg Ala Gly Asp Pro Leu Asn Leu Thr Cys His Ala Asp Asn Ala 

1G5 170 175 

Lys Pro Ala Ala Ser lie lie Trp Leu Arg Lys Gly Glu Val lie Asn 
180 185 190 

Gly Ala Thr Tyr Ser Lys Thr Leu Leu Arg Asp Gly Lys Arg Glu Ser 
195 200 205 

lie Val Ser Thr Leu Phe lie Ser Pro Gly Asp Val Glu Asn Gly Gin 
210 215 220 

Ser lie Val Cys Arg Ala Thr Asn Lys Ala lie Pro Gly Gly Lys Glu 

225 230 235 240 



203 



Thr Ser V-.il Thr Asp I 1 - Gin Hi.; Pro Pu; L--.ru Va 1 Asn Leu Ser 

J -is 2 50 255 

Veil Glu Pro Gin Pro Veil Leu Glu Asp Asn Va 1 Val Thr Phe His Cys 
260 265 270 

Ser Ala Lys Ala Asn Pro Ala Va 1 Thr Gin Tvr Arq Trp Ala Lys Arq 

2 7 5 2 8 0 2 R 5 

Gly Gin lie He Lys Glu Ala Ser Gly Glu Val Tyr Arg Thr Thr Val 
290 295 300 

Asp Tyr Thr Tyr Phe Ser Glu Pro Val Ser Cys Glu Val Thr Asn Ala 

305 310 315 320 

Leu Gly Ser Thr Asn Leu Ser Arg Thr Val Asp Val Tyr Phe Gly Pro 
325 330 335 

Arg Met Thr Thr Glu Pro Gin Ser Leu Leu Val Asp Leu Gly Ser Asp 
340 345 350 

Ala He Phe Ser Cys Ala Trp Thr Gly Asn Pro Ser Leu Thr lie Val 

35 5 360 365 

Trp Met Lys Arg Gly Ser Gly Val Val Leu Ser Asn Glu Lys Thr Leu 

370 3/b 380 

Thr Leu Lys Ser Val Arg Gin Glu Asp Ala Gly Lys Tyr Val Cys Arg 
3 85 390 395 400 

Ala Val Val Pro Arg Val Gly Ala Gly Glu Arg Glu Val Thr Leu Thr 
405 410 415 

Val Asn Gly Pro Pro He lie Ser Ser Thr Gin Thr Gin His Ala Leu 
420 425 430 

His Gly Glu Lys Gly Gin He Lys Cys Phe He Arg Ser Thr Pro Pro 
435 44 0 445 

Pro Asp Arg He Ala Trp Ser Trp Lys Glu Asn Val Leu Glu Ser Gly 
450 455 460 

Thr Ser Gly Arg Tyr Thr Val Glu Thr He Ser Thr Glu Glu Gly Val 

4G5 470 475 4 30 

He Ser Thr Leu Thr He Ser Asn He Val Arg Ala Asp Phe Gin Thr 
485 4 90 495 

He Tyr Asn Cys Thr Ala Trp Asn Ser Phe Gly Ser Asp Thr Glu He 
500 505 510 

He Arg Leu Lys Glu Gin Gly Ser Glu Met Lys Ser Gly Ala Gly Leu 
515 520 525 

Glu Ala Glu Ser Val Pro Met Ala Val He He Gly Val Ala Val Gly 
530 535 540 
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Ala Sxy Val Ala Phe Leu Val Leu Met Ala Thr lie Va 1 Ala Ph-j Cys 
54 5 5 50 55 5 56 0 

Cys A 2 a Arg Ser Gin Arg Asn Leu Lys Gly Val Val SeL Ala Lys Asn 
565 570 575 

Asp lie Arq Val Glu lie Val His Lys Glu Pro Ala Ser Glv Arq Glu 
58 0 585 590 

Gly Glu Glu His Ser Thr lie Lys Gin Leu Met Met Asp Arg Gly Glu 
595 600 605 

Phe Gin Gin Asp Ser Val Leu Lys Gin Leu Glu Val Leu Lys Glu Glu 

510 615 620 

Glu Lys Glu Phe Gin Asn Leu Lys Asp Pro Thr Asn Gly Tyr Tyr Ser 
625 630 635 640 

Val Asn Thr Phe Lys Glu His His Ser Thr Pro Thr Tie Ser Leu Ser 
645 650 655 

Ser Cys Gin Pro Asp Leu Arg Pro Ala Gly Lys Gin Arg Val Pro Thr 

660 665 670 

Gly Met Ser Phe Thr Asn lie Tyr Ser Thr Leu Ser Gly Gin Gly Arg 

6 75 680 685 

Leu Tyr Asp Tyr Gly Gin Arg Phe Val Leu Gly Met Gly Ser Ser Ser 
690 695 700 

He Glu Leu Cys Glu Arg Glu Phe Gin Arg Gly Ser Leu Ser Asp Ser 
7 05 7 10 715 720 

Ser Ser Phe Leu Asp Thr Gin Cys Asp Ser Ser Val Ser Ser Ser Gly 
725 730 735 

Lys Gin Asp Gly Tyr Val Gin Phe Asp Lys Ala Ser Lys Ala Ser Ala 
740 745 750 

Ser Ser Ser His His Ser Gin Ser Ser Ser Gin Asn Ser Asp Pro Ser 
755 760 765 

Arg Pro Leu Gin Arg Arg Met Gin Thr His Val 

770 775 



< 2 1 0 > 109 
c211> 571 
<212> PRT 

<213> Homo sapiens 
<400> 109 

Met Asn Glu Ala lie Pro Ser Gly Lys Glu Thr Ser He Glu Leu Asp 
15 10 15 

Val His His Pro Pro Thr Val Thr Leu Ser He Glu Pro Gin Thr Val 
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Gin Glu Giy Glu Arg Val Val Phe :'h: ■ *■/.; Gin Ala Thr Ala Asn Pro 
3 5 4 0 4 5 

Glu lie Leu Gly Tyr Arg Trp Ala Lys Gly Gly Phe Leu lie Glu Asp 
50 SS 60 

Ala His Glu Ser Arg Tyr Glu Thr Asn Val Asp Tyr R^r Phe Phe Thr 
65 70 75 80 

Glu Pro Val Ser Cys Glu Val His Asn Lys Val Gly Ser Thr Asn Val 
85 90 95 

Ser Thr Leu Val Asn Val His Phe Ala P^o Aig lie Val Val Asp Pio 
100 105 110 

Lys Pro Thr Thr Thr Asp lie Gly Ser Asp Val Thr Leu Thr Cys Val 
115 120 125 

Trp Val Gly Asn Pro Pro Leu Thr Leu Thr Trp Thr Lys Lys Asp Ser 
130 135 140 

Asn Met Gly Pro Arg Pro Pro Gly Ser Pro Pro Glu Ala Ala Leu Ser 
145 150 155 160 

Ala Gin Val Leu Ser Asn ber Asn Gin Leu Leu Leu Lys Ser Val Thr 
16 5 170 17 5 

Gin Ala Asp Ala Gly Thr Tyr Thr Cys Arg Ala lie Val Pro Arg lie 
180 185 190 

Gly Val Ala Glu Arg Glu Val Pro Leu Tyr Val Asn Gly Pro Pro lie 
195 200 205 

lie Ser Ser Glu Ala Val Gin Tyr Ala Val Arg Gly Asp Gly Gly Lys 
210 215 220 

Val Glu Cys Phe lie Gly 3d Tin Piu Pio Pro A^p Aig lie Ala Tip 
225 230 235 240 

Ala Trp Lys Glu Asn Phe Leu Glu Val Gly Thr Leu Glu Arg Tyr Thr 
245 250 255 

Val Glu Arg Thr Asn Ser Gly Ser Gly Val Leu Ser Thr Leu Thr lie 
260 265 270 

Asn Asn Val Met Glu Ala Asp Phe Gin Thr His Tyr Asn Cys Thr Ala 

275 280 285 

Trp Asn Ser Phe Gly Pro Gly Thr Ala lie He Gin Leu Glu Glu Arg 
290 295 300 

Glu Val Leu Pro Val Gly He lie Ala Gly Ala Thr He Gly Ala Ser 
305 310 315 320 

He Leu Leu He Phe Phe Phe He Ala Leu Val Phe Phe Leu Tyr Arg 
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Arg Arg Lys Gly Ser Arg Lys Asp Val Thr Leu Arg Lys Leu Asp lie 
340 345 350 

Lvs Val Glu Thr Val Asn Arq Glu Pro Leu Thr Met His Ser Asp Arg 

3 S S 360 3 6 S 

Glu Asp Asp Thr Ala S^r Val Ser Thr Ala Thr Arg Val Met Lys Ala 
370 375 380 

lie Tyr Ser Ser Phe Lys Asp Asp Val Asp Leu Lys Gin Asp Leu Arg 
385 390 395 400 

Cys A^p Tin lie A^p Thr Arg Glu Glu Tyr Glu Met Lys Asp Pro Thr 
405 410 415 

Asn Gly Tyr Tyr Asn Val Arg Ala His Glu Asp Arg Pro Ser Ser Arg 
420 425 430 

Ala Val Leu Tyr Ala Asp Tyr Arg Ala Pro Gly Pro Ala Arg Phe Asp 
435 440 445 

Gly Arg Pro Ser Ser Arg Leu Ser His Ser Ser Gly Tyr Ala Gin Leu 
450 455 460 

Asn Thr Tyr Ser Arg Gly Pro Ala Ser Asp Tyr Gly Pro Glu Pro Thr 
465 470 475 480 

Pro Pro Gly Pro Ala Ala Pro Ala Gly Thr Asp Thr Thr Ser Gin Leu 
4 85 490 495 

Ser Tyr Glu Asn Tyr Glu Lys Phe Asn Ser His Pro Phe Pro Gly Ala 
500 505 510 

Ala Gly Tyr Pro Thr Tyr Arg Leu Gly Tyr Pro Gin Ala Pro Pro Ser 

515 520 525 

Gly Leu Glu Aig Tin Pro Tyi Glu Ala Tyr Ao p ho lie Gly Lys Tyr 
530 535 540 

Ala Thr Ala Thr Arg Phe Ser Tyr Thr Ser Gin His Ser Asp Tyr Gly 
545 550 555 560 

Gin Arg Phe Gin Gin Arg Met Gin Thr His Val 
565 570 



<210> 110 
<211> 605 
<212> PRT 

<2 13> Homo sapiens 
<400> 110 

Met Leu Ser Leu Leu Val Trp lie Leu Thr Leu Ser Asp Thr Phe Ser 
15 10 15 
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Gin Gly Thr Gin 

2 0 

Val Ala Gly Gin 
3 5 

Gly ri^ Val Gin 
50 

Glv Leu Lvs Ala 
65 

Gly Gin Tyr Asn 



Ser Tyr Glu Cys 
100 

Lys Leu Thr Val 
115 

Pro Val lie Leu 
130 

Ala Phe Asn Ala 
145 

Thr Gin Gin Glu 



Lye Arg Glu Thr 
180 

Asp lie Gly Arg 
195 

Ser Gly Lys Glu 
210 

Val Thr Leu Ser 
225 

Val Phe Thr Cys 



Trp Ala Lys Gly 
260 

Glu Thr Asn Val 

27b 

Val His Asn Lys 
290 

His Phe Ala Pro 

305 




Thr Arg Phe Ser 



Arg Ala Val Leu 
40 

Trp Thr Lys Asp 
55 

Tro Pro Arci Tyr 
70 

Leu Glu lie Thr 
85 

Gin Ala Thr Glu 



Leu lie Pro Pro 
120 

Leu Gin Ala Gly 

135 

Lys Pro Ala Ala 
150 

Gly Ala Val Ala 
165 

Thr Val Ser Gin 



Val Phe Thr Cys 
200 

Thr Ser He Glu 
215 

He Glu Pro Gin 
230 

Gin Ala Thr Ala 
245 

Gly Phe Leu He 



Asp Tyr Ser Phe 
280 

Val Gly Ser Thr 
295 

Arg He Val Val 
3 10 



Gin Glu Pro Ala 

25 

Pro Cys Val Leu 



Gly Leu Ala L^u 
60 

Arg Val Val Glv 
75 

Asp Ala Glu Leu 
90 

Ala Ala Leu Arg 
105 

Glu Asp Thr Arg 



Thr Pro His Asn 
140 

Thr He He Trp 
155 

Ser Thr Glu Leu 
170 

Leu Leu He Asn 
185 

Arg Ser Met Asn 



Leu Asp Val His 

220 

Thr Val Gin Glu 

235 

Asn Pro Glu He 
250 

Glu Asp Ala His 
265 

Phe Thr Glu Pro 



Asn Val Ser Thr 
300 

Asp Pro Lys Pro 
315 




Asp Gin Thr Val 

3 0 

Leu Asn Tyr Ser 
45 

Gly M»t Gly Gin 



S^r Ala Asd Ala 
80 

Ser Asp Asp Ala 
95 

Ser Arg Arg Ala 
110 

He Asp Gly Gly 

125 

Leu Thr Cys Arg 



Phe Arg Asp Gly 
160 

Leu Lys Asp Gly 
175 

Pro Thr Asp Leu 
190 

Glu Ala He Pro 
205 

His Pro Pro Thr 



Gly Glu Arg Val 
240 

Leu Gly Tyr Arg 
255 

Glu Ser Arg Tyr 
270 

Val Ser Cys Glu 
285 

Leu Val Asn Val 



Thr Thr Thr Asp 

320 
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He Gly Ser Aap Val Thr Leu Thr. Cys Va L Tip Va 1 Gly Asn Pro Pro 

3 2 5 3 3 0 3 .3 b 

Leu Thr Leu Thr Trp Thr Lys Lys Asp Ser Asn Met Val Leu Ser Asn 
340 34b 350 

Ser Asn Gin Leu L<-u L^u Ly^ S^r Val Thr Gin Ala Asp Ala Gly Thr 
355 360 365 

Tvr Thr Cvs Ara Ala Tie Val Pro Arcf Tie Glv Val Ala Glu Ara Glu 
370 3 75 380 

Val Pro Leu Tyr Val Asn Gly Pro Pro He He Ser Ser Glu Ala Val 
385 390 395 400 

Gin Tyr Ala Val Arg Gly Asp Gly Gly Lys Val Glu Cys Phe He Gly 
405 410 415 

Ser Thr Pro Pro Pro Asp Arq He Ala Trp Ala Trp Lys Glu Asn Phe 
420 425 430 

Leu Glu Val Gly Thr Leu Glu Arg Tyr Thr Val Glu Arg Thr Asn Ser 
435 440 445 

Gly Ser Gly Val Leu Ser Thr Leu Thr He Asn Asn Val Met Glu Ala 
450 455 460 

Asp Phe Gin Thr His Tyr Asn Cys Thr Ala Trp Asn Ser Phe Gly Pro 

465 4 70 4 75 480 

Gly Thr Ala He He Gin Leu Glu Glu Arg Glu Val Lou Pro Val Gly 
485 490 4 95 

He He Ala Gly Ala Thr He Gly Ala Ser He Leu Leu He Phe Phe 
500 505 510 

Phe He Ala Leu Val Phe Phe Leu Tyr Arg Arg Arg Lys Gly Ser Arg 

515 520 525 

Lys Asp Val Thr Leu Arg Lys Leu Asp He Lys Val Glu Thr Val Asn 
530 535 540 

Arg Glu Pro Leu Thr Met His Ser Asp Arg Glu Asp Asp Thr Ala Ser 

545 550 555 560 

Val Ser Thr Ala Thr Arg Val Met Lys Ala He Tyr Ser Ser Phe Lys 
565 570 575 

Asp Asp Val Asp Leu Lys Gin Asp Leu Arg Cys Asp Thr He Glu Arg 
580 585 590 

Pro Arg He Arg Gly Arg Leu Asn Thr Ser Tyr Ser Asp 
595 600 605 



< 2 1 0 > 111 
c211 4 10 
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■2 12 - PRT 

• 2 1 i ■ Hor.o sapiens 

< 4 0 0 :• 111 

Me l Val Leu Ser Asn Ser Asn Gin Lea Leu Leu Lys Ser Val Tin Gin 
1 5 10 15 

Ala Asp Ala Gly Thr Tyr Thr Cys Arq Ala lie Val Pro Arq He Glv 
20 25 ^0 

Val Ala Glu Arg Glu Val Pro Leu Tyr Val Asn Gly Pro Pro He He 
35 40 45 

Ser Ser Glu Ala Val Gin Tyr Ala Val Arg Gly Asp Gly Gly Lys Val 
50 55 60 

Glu Cys Phe He Gly Ser Thr Pro Pro Pro Asp Arg He Ala Trp Ala 
65 70 75 80 

Trp Lys Glu Asn Phe Leu Glu Val Gly Thr Leu Glu Arg Tyr Thr Val 
8 5 9 0 9 5 

Glu Arg Thr Asn Ser Gly Ser Gly Val Leu Ser Thr Leu Thr He Asn 
100 105 110 

Asn Val Met Glu Ala Asp Phe Gin Thr His Tyr Asn Cys Thr Ala Trp 
115 120 125 

Asn Ser Phe Gly Pro Gly Thr Ala He He Gin Leu Glu Glu Arg Glu 
13 0 135 140 

Val Leu Pro Val Gly He He Ala Gly Ala Thr He Gly Ala Ser He 
145 150 155 160 

Leu Leu He Phe Phe Phe He Ala Leu Val Phe Phe Leu Tyr Arg Arg 
165 170 175 

Arg Lys Gly Ser Arg Lys Asp Val Thr Leu Arg Lys Leu Asp He Lys 
180 185 190 

Val Glu Thr Val Asn Arg Glu Pro Leu Thr Met His Ser Asp Arg Glu 
195 200 205 

Asp Asp Thr Ala Ser Val Ser Thr Ala Thr Arg Val Met Lys Ala He 

210 215 220 

Tyr Ser Ser Phe Lys Asp Asp Val Asp Leu Lys Gin Asp Leu Arg Cys 
225 230 235 240 

Asp Thr He Asp Thr Arg Glu Glu Tyr Glu Met Lys Asp Pro Thr Asn 
245 250 255 

Gly Tyr Tyr Asn Val Arg Ala His Glu Asp Arg Pro Ser Ser Arg Ala 
260 265 270 

Val Leu Tyr Ala Asp Tyr Arg Ala Pro Gly Pro Ala Arg Phe Asp Gly 
275 280 285 
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Arg Pro Sei Ser Arg Leu 5 or Hi.; Ser S-.-t "> 1 y Tyi A 1 . » •. i 1 1 1 Leu Asu 

290 295 30 0 

Thr Tyr Ser Arg Gly Pro Aid Ser Asp lyr Gly Pro Glu Pro Thr Pro 

305 310 31S 320 

Pro Glv Pro Ala Ala Pro Ala Glv Thr Asp Thr Thr Ser Gin Leu Ser 

3 2 5 3 5 0 3 3 5 

Tyr Glu Asn Tyr Glu Lys Phe Asn Ser His Pro Phe Pro Gly Ala Ala 

340 345 350 

Gly Tyr Pro Thr Tyr Arg Leu Gly Tyr Pro Gin Ala Pro Pro Ser Gly 

355 360 365 

Leu Glu Arg Thr Pro Tyr Glu Ala Tyr Asp Pro lie Gly Lys Tyr Ala 

370 375 380 

Thr Ala Thr Arg Phe Ser Tyr Thr Ser Gin His Ser Asp Tyr Gly Gin 

385 390 395 400 

Arg Phe Gin Gin Arg Met Gin Thr His Val 

4 0 5 4 10 



<Z10> 112 
<211> 392 
<212> PRT 

<213> Mus mus cuius 
<400- 112 

Met Trp Ala Pro His Leu Val Val Ala Tyr Leu lie Phe Val Thr Leu 
15 10 15 

Ala Leu Ala Leu Pro Gly Thr Gin Thr Arg Phe Ser Gin Glu Pro Ala 

20 25 30 

Aop Gin Thr Val Val Ala Gly Gin Aig Ala Val L^u Piu Cyz> Val Leu 
35 40 45 

Leu Asn Tyr Ser Gly lie Val Gin Trp Thr Lys Asp Gly Leu Ala Leu 
50 55 60 

Gly Met Gly Gin Gly Leu Lys Ala Trp Pro Arg Tyr Arg Val Val Gly 
65 70 75 80 

Ser Ala Asp Ala Gly Gin Tyr Asn Leu Glu lie Thr Asp Ala Glu Leu 

8 5 9 0 9 5 

Ser Asp Asp Ala Ser Tyr Glu Cys Gin Ala Thr Glu Ala Ala Leu Arg 
100 105 110 

Ser Arg Arg Ala Lys Leu Thr Val Leu lie Pro Pro Glu Glu Thr Arg 
115 120 125 

lie Asp Gly Gly Pro Val lie Leu Leu Gin Ala Gly Thr Pro Tyr Asn 
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Leu Tht Cy:3 Arg Al l Phe Asn Ala Lys Pro Ala Ala Thr lie He Trp 
14 5 150 15 5 16 0 

Phe Arq Asp Gly Thr Gin Gin Glu Gly Ala Val Thr Ser Thr Glu Leu 
!^ 170 175 

r,^u Lys Asp Gly Lys Arq Glu Thr Thr lie Ser Gin L^u Leu lie Glu 
180 185 190 

Pro Thr Asp Leu Asp lie Gly Arg Val Phe Thr Cys Arg Ser Met Asn 
195 200 205 

Glu Ala lie Pro A^u Gly Lys Glu Thr Ser lie Glu Leu Anp Val His 
210 215 220 

His Pro Pro Thr Val Thr Leu Ser lie Glu Pro Gin Thr Val Leu Glu 
225 230 235 240 

Gly Glu Arg Val lie Phe Thr Cys Gin Ala Thr Ala Asn Pro Glu lie 
245 250 255 

Leu Gly Tyr Arg Trp Ala Lys Gly Gly Phe Leu lie Glu Asp Ala His 
260 265 270 

Glu Ser Arg Tyr Glu Thr Asn Val Asp Tyr Ser Phe Phe Ihr Glu Pro 
275 280 285 

Val Ser Cys Glu Val Tyr Asn Lys Val Gly Ser Thr Asn Val Ser Thr 

230 295 300 

Leu Val Asn Val His Phe Ala Pro Arg lie Val Val Tyr Pro Lys Pro 
30 5 310 315 320 

Thr Thr Thr Asp lie Gly Ser Asp Val Thr Leu Thr Cys Val Trp Val 
325 330 335 

Gly Aon Pro Fiu Leu Tin Leu Tin Tip Tin Ly u A^ p Sei Asn Met 

340 345 350 

Val Leu Ser Asn Ser Asn Gin Leu Leu Leu Lys Ser Val Thr Gin Ala 
355 360 365 

Asp Ala Gly Thr Tyt Thr Ala Gly Pro Ser Cys Leu Gly Ser Glu Trp 
370 375 380 

Leu Ser Glu Arg Tyr Arg Phe Met 
385 390 



<210> 113 
<211 > 45 
<212> PRT 

<213> Homo sapiens 
<400> 113 
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Gly Glu Ser 7 a 1 Thr Leu Thr Cys Ser Val. Ser Gly Phe Gly Pro Pro 

1 3 10 15 

Pro Val Thr Trp Leu Arg Asn Gly Lys Leu Ser Leu Thr He Ser Val 

20 25 30 

T h r P r o G In A. c *p S ^ r Gly Gly Thr Tyr Thr C y - V ^ l v^i 

3 5 4 0 4 5 



< 2 1 0 > 114 
<211> 736 
<2 12> PRT 

<2 13> Homo sapiens 
<400> 114 

Met Gly Leu Thr Glu Asp Glu Asp Val Arg Ala Met Leu Arg Gly Ser 
15 10 15 

Arg Leu Arg Lys lie Arg Ser Arg Thr Trp His Lys Glu Arg Leu Tyr 
20 25 30 

Arg Leu Gin Glu Asp Gly Leu Ser Val Trp Phe Gin Arg Arg lie Pro 
3 5 4 0 4 5 

Arg Ala Pro Ser Gin His lie Phe Phe Val Gin His lie Glu Ala Val 

50 55 60 

Arg Glu Gly His Gin Ser Glu Gly Leu Arg Arg Phe Gly Gly Ala Phe 

65 70 7 5 80 

Ala Pro Ala Arg Cys Leu Thr lie Ala Phe Lys Gly Arg Arg Lys Asn 
85 90 95 

Leu Asp Leu Ala Ala Pro Thr Ala Glu Glu Ala Gin Arg Trp Val Arg 
100 105 110 

Gly Leu Thr Lys Leu Arg Ala Arg Leu Asp Ala Met Ser Gin Arg Glu 
115 120 125 

Arg Leu Asp His Trp lie His Ser Tyr Leu His Arg Ala Asp Ser Asn 
130 135 140 

Gin Asp Ser Lys Met Ser Phe Lys Glu lie Lys Ser Leu Leu Arg Met 

145 150 155 160 

Val Asn Val Asp Met Asn Asp Met Tyr Ala Tyr Leu Leu Phe Lys Glu 
165 170 175 

Cys Asp His Ser Asn Asn Asp Arg Leu Glu Gly Ala Glu lie Glu Glu 
180 185 190 

Phe Leu Arg Arg Leu Leu Lys Arg Pro Glu Leu Glu Glu lie Phe His 
195 200 205 

Gin Tyr Ser Gly Glu Asp Arg Val Leu Ser Ala Pro Glu Leu Leu Glu 

210 215 220 



213 



Phe Leu Glu Asp Gin G 1 y GLu Glu Gly Ala Thr Leu Ala Arg Ala Gla 
225 2 30 235 24 0 

Gin Leu lie Gin Thr Tyi Glu Leu A:ju Glu Thr Ala Lys Gin His Glu 
245 2 50 255 

Leu Met Thr Leu Asd Gly Phe Met Met Tyr Leu Leu Ser Pro Glu Gly 

260 265 270 

Ala Ala Leu Asp Asn Thr His Thr Cys Val Phe Gin Asp Met Asn Gin 

275 280 285 

Pro Leu Ala His Tyr Phe lie Ser Ser Ser His Asn Thr Tyr Leu Thr 

290 295 300 

Asp Ser Gin lie Gly Gly Pro Ser Ser Thr Glu Ala Tyr Val Arg Ala 
305 310 315 320 

Phe Ala Gin Gly Cys Arg Cys Val Glu Leu Asp Cys Trp Glu Gly Pro 
325 330 335 

Gly Gly Glu Pro Val lie Tyr His Gly His Thr Leu Thr Ser Lys lie 

34 0 345 350 

Leu Phe Arg Asp Val Val Gin Ala Val Arg Asp His Ala Phe Thr Leu 

355 360 365 

Ser Pro Tyr Pro Val lie Leu Ser Leu Glu Asn His Cys Gly Leu Glu 
370 375 380 

Gin Gin Ala Ala Met Ala Arg His Leu Cys Thr He Leu Gly Asp Me L 
385 390 395 400 

Leu Val Thr Gin Ala Leu Asp Ser Pro Asn Pro Glu Glu Leu Pro Ser 
405 410 415 

Pro Glu Gin Leu Lys Gly Arg Val Leu Val Lys Gly Lys Lys Leu Pro 
420 425 430 

Ala Ala Arg Ser Glu Asp Gly Arg Ala Leu Ser Asp Arg Glu Glu Glu 
435 440 445 

Glu Glu Asp Asp Glu Glu Glu Glu Glu Glu Val Glu Ala Ala Ala Gin 
450 455 460 

Arg Arg Leu Ala Lys Gin He Ser Pro Glu Leu Ser Ala Leu Ala Val 
465 470 475 480 

Tyr Cys His Ala Thr Arg Leu Arg Thr Leu His Pro Ala Pro Asn Ala 

485 490 495 

Pro Gin Pro Cys Gin Val Ser Ser Leu Ser Glu Arg Lys Ala Lys Lys 
500 505 510 

Leu He Arg Glu Ala Gly Asn Ser Phe Val Arg His Asn Ala Arg Gin 

515 520 525 
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S-„-u Fhi Ai,j Val Tyr Pro Leu Gly Leu Arg Met: Asn Set Ala Asa Tyi; 
5 JO 5 3 5 54 0 

Set Pie Gin Glu Met: Tip Asn Sei Gly Cys Gin Leu Val Ala Leu Asn 
545 550 555 560 

Phe Gin Thr Pro Glv Tyr Glu Met Asp Leu Asn Ala Gly Arq Phe Leu 
565 570 575 

Val Asn Gly Gin Cys Gly Tyr Val Leu Lys Pro Ala Cys Leu Arg Gin 
580 585 590 

Pro Asp Ser Thr Phe Asp Pro Glu Tyr Pro Gly Pro Pro Arg Thr Thr 

595 600 605 

Leu Ser lie Gin Val Leu Thr Ala Gin Gin Leu Pro Lys Leu Asn Ala 
610 615 620 

Glu Lys Pro His Ser Tie Val Asp Pro Leu Val Arg lie Glu lie His 
625 630 635 640 

Gly Val Pro Ala Asp Cys Ala Arg Gin Glu Thr Asp Tyr Val Leu Asn 

645 650 655 

Asn Gly Phe Asn Pro Arg Trp Gly Gin Thr Leu Gin Phe Gin Leu Arg 

660 665 670 

Ala Pro Glu Leu Ala Leu Val Arg Phe Val Val Glu Asp Tyr Asp Ala 
675 680 685 

Thr Ser Pro Asn Asp Phe Val Gly Gin Phe Thr Leu Pro Leu Ser Ser 
690 695 700 

Leu Lys Gin Gly Tyr Arg His lie His Leu Leu Ser Lys Asp Gly Ala 
7 05 710 715 720 

Ser Leu Ser Pro Ala Thr Leu Phe lie Gin lie Arg lie Gin Arg Ser 
725 730 735 



-210, 115 
<211 ■> 6 13 
^212, PRT 

c2 13> Homo sapiens 
c400> 115 

Met Ser Gin Arg Glu Arg Leu Asp His Trp lie His Ser Tyr Leu His 
15 10 15 

Aig Ala Asp Ser Asn Gin Asp Ser Lys Met Ser Phe Lys Glu lie Lys 
20 25 30 

Ser Leu Leu Arg Met Val Asn Val Asp Met Asn Asp Met Tyr Ala Tyr 
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3 5 

Leu Leu Phe Lys 
50 

Ala Glu He Glu 

6 5 

Glu Glu He Ph^ 



Pro Glu Leu Leu 
100 

Leu Ala Aig Ala 
115 

Ala Lys Gin His 
130 

Leu Ser Pro Glu 
145 

Gin Asp Met Asn 



Asn Thr Tyr Leu 
180 

Ala Tyr Val Arg 

195 

Cys Trp Glu Gly 
210 

Leu Thr Ser Lys 

225 

His Ala Phe Thi 



His Cys Gly Leu 
260 

He Leu Gly Asp 
275 

Glu Glu Leu Pro 
290 

Gly Lys Lys Leu 

305 

Asp Arg Glu Glu 



Glu Ala Ala Ala 




4 0 

Glu Cys Asp His 
55 

Glu Phe Leu Arq 

His Gin Tyr Ser 
85 

Glu Phe Leu Glu 



Gill Glu Leu He 
120 

Glu Leu Met Thr 

135 

Gly Ala Ala Leu 
150 

Gin Pro Leu Ala 
165 

Thr Asp Ser Gin 



Ala Phe Ala Gin 

200 

Pro Gly Gly Glu 
215 

He Leu Phe Arg 

2 30 

Leu Sej. Pro T>r 
245 

Glu Gin Gin Ala 



Met Leu Val Thr 
280 

Ser Pro Glu Gin 
295 

Pro Ala Ala Arg 
3 10 

Glu Glu Glu Asp 
325 

Gin Arg Arg Leu 



S e r" A s n Asn A s p 
60 

Arq Leu Leu Lys 
-75 

Gly Glu A^p Arg 
90 

Asp Gin Gly Glu 
105 

Gin Thr Tyr Glu 



Leu Asp Gly Phe 
140 

Asp Asn Thr His 
155 

His Tyr Phe He 
170 

He Gly Gly Pro 
185 

Gly Cys Arg Cys 



Pro Val He Tyr 

220 

Asp Val Val Gin 

235 

Pro Val He Leu 
250 

Ala Met Ala Arg 

265 

Gin Ala Leu Asp 



Leu Lys Gly Arg 
300 

Ser Glu Asp Gly 
315 

Asp Glu Glu Glu 
330 

Ala Lys Gin He 




4 5 

A i. g Leu Glu Gly 



Arq Pro Glu Leu 

R0 

Val Leu Ser Ala 
95 

Glu Gly Ala Thr 
110 

Leu Asn Glu Thr 
125 

Met Met Tyr Leu 



Thr Cys Val Phe 
160 

Ser Ser Ser His 
175 

Ser Ser Thr Glu 
190 

Val Glu Leu Asp 

205 

His Gly His Thr 



Ala Val Arg Asp 

240 

Ser Leu Glu A^u 
255 

His Leu Cys Thr 
270 

Ser Pro Asn Pro 
285 

Val Leu Val Lys 



Arg Ala Leu Ser 
320 

Glu Glu Glu Val 
335 

Ser Pro Glu Leu 
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34 0 



3 4 5 



3 SO 



Ser Ala Leu Ala Val Tyr Cys His Ala Thr Arg Leu Arg Thr Leu His 
355 360 365 

Pro Ala Pro Asn Ala Pro Gin Pro Cys Gin Val Ser Ser Leu Ser Glu 
370 375 380 

Arg Lys Ala Lys Lys Leu Tie Arg Glu Ala Gl y Asn Ser Phe Val Arg 
3 85 390 395 400 

His Asn Ala Arg Gin Leu Thr Arg Val Tvr Pro Leu Gly Leu Arg Met 
405 410 415 

Asn Ser Ala Asn Tyr Ser Pro Gin Glu Me L Tip Asn Ser Gly Cys Gin 
420 425 430 

Leu Val Ala Leu Asn Phe Gin Thr Pro Gly Tyr Glu Met Asp Leu Asn 
435 440 445 

Ala Gly Arg Phe Leu Val Asn Gly Gin Cys Gly Tyr Val Leu Lys Pro 
450 455 460 

Ala Cys Leu Arg Gin Pro Asp Ser Thr Phe Asp Pro Glu Tyr Pro Gly 
465 470 475 480 

Pro Pro Arg Thr Thr Leu Ser lie Gin Val Leu Thr Ala Gin Gin Leu 
485 490 495 

Pro Lys Leu Asn Ala Glu Lys Pro His Ser lie Val Asp Pro Leu Val 
500 505 510 

Arg lie Glu lie His Gly Val Pro Ala Asp Cys Ala Arg Gin Glu Thr 
515 520 525 

Asp Tyr Val Leu Asn Asn Gly Phe Asn Pro Arg Trp Gly Gin Thr Leu 
530 535 540 

Gin Phe Gin Leu Ai g Ala Pio Glu Leu Aid Lea Val Aj_g Phe Veil Val 
545 550 555 560 

Glu Asp Tyr Asp Ala Thr Ser Pro Asn Asp Phe Val Gly Gin Phe Thr 
565 570 575 

Leu Pro Leu Ser Ser Leu Lys Gin Gly Tyr Arg His lie His Leu Leu 
580 585 590 

Ser Lys Asp Gly Ala Ser Leu Ser Pro Ala Thr Leu Phe lie Gin lie 

595 600 605 

Arg lie Gin Arg Ser 

610 



<2 10 > 116 
<211 > 745 
<2 12> PRT 
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- 2 1 3 > C r i c e:ulus gr iseu s 
• 4 0 0 > 116 

Gly Leu Gin Asp Asp Gin Asp Leu Gin Ala Leu Leu Lys Gly Ser Gin 
lb 10 15 

L^u Leu liys Val Lys Ser S-=r Ser Trp Arg Arg Glu Arg Phe Tyr Lys 
20 25 30 

Leu Gin Glu Asn Gvs Lvs Thr Tie Trn Gin Glu Ser Arc? Lvs Va 1 Met 
35 40 45 

Arg Ser Pro Glu Ser Gin Leu Phe Ser lie Glu Asp lie Gin Glu Val 
50 55 60 

Arg Met Gly His Arg Thr Glu Gly Leu Glu Lys Phe Ala Arg Asp lie 
65 70 75 80 

Pro Glu Asp Arg Cys Phe Ser lie Val Phe Lys Asp Gin Arg Asn Thr 

85 90 95 

Leu Asp Leu lie Ala Pro Ser Ser Ala Asp Ala Gin His Trp Val Gin 
100 105 110 

Gly Leu Arg Lys lie lie His His Ser Gly Ser Met Asp Gin Arg Gin 
115 120 125 

Lys Leu Gin His Trp lie His Ser Cys Leu Arg Lys Ala Asp Lys Asn 
130 135 140 

Lys Asp Asn Lys Met Asn Phe Lys Glu Leu Lys Asp Phe Leu Lys Glu 
145 150 155 160 

Leu Asn lie Gin Val Asp Asp Ser Tyr Ala Arg Lys lie Phe Arg Glu 
165 170 175 

Cys Asp His Ser Gin Thr Asp Ser Leu Glu Asp Glu Glu lie Glu Thr 
180 185 190 

Phe Tyr Lys Met Leu Thr Gin Arg Ala Glu Tie Asp Arg Val Phe Ala 
195 200 205 

Glu Ala Ala Gly Ser Ala Glu Thr Leu Ser Val Glu Lys Leu Val Thr 
210 215 220 

Phe Leu Gin His Gin Gin Arg Glu Glu Ala Ala Gly Pro Ala Leu Ala 
225 230 235 240 

Leu Ser Leu lie Glu Arg Tyr Glu Pro Ser Glu Thr Ala Lys Ala Gin 
245 250 255 

Arg Gin Met Thr Lys Asp Gly Phe Leu Met Tyr Leu Leu Ser Ala Asp 
260 265 270 

Gly Ser Ala Phe Ser Leu Ala His Arg Arg Val Tyr Gin Asp Met Asp 

275 280 285 
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Gin Pro Leu Ser Hls Tyr Leu Val Ser Ser Ser His Asn Tin: Tyr Leu 
2 9 0 2 9 5 3 00 

Leu Glu Asp Gin Leu Thr Gly Pro Ser Ser Thr Glu Ala Tyr lie Arq 
305 310 315 J 2 0 

Ala L^u rye r.yc- my rye; A.rg Cys Leu Glu L^u Asp Cys Trp Asp Gly 
325 330 335 

Pro Asn Gin Glu Pro lie Tie Tvr His Glv Tvr Thr Phe Thr Ser Lvs 
340 345 350 

lie Leu Phe Tyr Asp Val Leu Arg Ala lie Arq Asp Tyr Ala Phe Lys 
355 360 365 

Ala Ser Pro Tyr Pro Val He Leu Ser Leu Glu Asn His Cys Ser Leu 
370 375 380 

Glu Gin Gin Gin Val Met Ala Arg His Leu Lys Ala lie Leu Gly Pro 
385 390 395 4 00 

Met Leu Leu Asp Gin Pro Leu Asp Gly Val Thr Met Ser Leu Pro Ser 
405 410 415 

Pro Glu Gin Leu Lys Gly Lys lie Leu Leu Lys Gly Lys Lys Phe Gly 
420 425 430 

Gly Leu Leu Pro Ala Gly Gly Glu Asn Gly Pro Glu Thr Thr Asp Val 
435 440 445 

Ser Asp Glu Asp Glu Ala Ala Glu Met Glu Asp Glu Ala Val Arg Ser 
450 455 460 

Gin Val Gin Gin Lys Ser Lys Glu Asp Lys Leu Asn Val Ala Pro Glu 
465 470 475 4 80 

Leu Ser Asp Met Val lie Tyr Cys Lys Ser Val His Phe Gly Gly Phe 

485 490 4 95 

Ser Asn Pro Ser Thr Ser Gly Gin Ala Phe Tyr Glu Met Ala Ser Phe 
500 505 510 

Ser Glu Asn Arg Ala Leu Arg Leu Leu Gin Glu Ser Gly Asn Asn Phe 
515 520 525 

Val Arg His Asn Val Ser His Leu S^r Arg lie Tyr Pro Ala Gly Arq 
530 535 540 

Arg Thr Asp Ser Ser Asn Tyr Ser Pro Val Glu Met Trp Asn Gly Gly 
545 550 555 5b0 

Cys Gin lie Val Ala Leu Asn Phe Gin Thr Pro Gly Pro Glu Met Asp 
565 570 575 

Val Tyr Leu Gly Arg Phe Gin Asp Asn Gly Ala Cys Gly Tyr Val Leu 

580 585 590 
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Lys Pro Ala Phe Leu Arg Asp Pro Asp Thr A i a Phe Asn Pro Arg A La 



Leu Thr Gin Gly Pro Trp Trp Ala Gin Lys Arg Leu Arg Val Arg Val 

610 6 15 b 2 0 

lie Ser Gly Gin Gin L^u Pro Lys Val Asn Lys S^r [,-,"-- Asn S*»r T 1 <=> 
625 630 635 640 

Val Asp Pro Lvs Val lie Val Glu Val His Glv Val Glv Gin Asd Val 
645 650 655 

Ala Ser Arg Gin Thr Ala Val lie Thr Asn Asn Gly Phe Asn Pro Trp 

660 665 670 

Trp Asp Thr Glu Phe Glu Phe Glu Val Ala Val Pro Asp Leu Ala Leu 
675 680 685 

Val Arg Phe Val Val Glu Asp Tyr Asp Ala Ser Ser Lys Asn Asp Phe 

690 695 700 

lie Gly Gin Ser Thr lie Pro Trp Asn Ser Leu Lys Gin Gly Tyr Arg 
705 710 715 72 0 

His Val His Leu Leu Ser Lys Asn Gly Asp Gin His Pro Ser Ala Thr 

725 730 735 

Leu Phe Val Lys lie Ser Leu Gin Asp 

74 0 74 5 



<. 2 1 0 s> 117 
<211> 756 
<c212> PRT 

<213> Mus musculus 
<400> 117 

Met Asp Ser Gly Arg Asp Phe Leu Thr Leu His Gly Leu Gin Asp Asp 
15 10 15 

Pro Asp Leu Gin Ala Leu Leu Lys Gly Ser Gin Leu Leu Lys Val Lys 
20 25 30 

Ser Ser Ser Trp Arg Arg Glu Arg Phe Tyr Lys Leu Gin Glu Asp Cys 

35 40 45 

Lys Thr He Trp Gin Glu Ser Arg Lys Val Met Arg Ser Pro Glu Ser 
50 55 60 

Gin Leu Phe Ser lie Glu Asp lie Gin Glu Val Arg Met Gly His Arg 

65 7 0 75 80 

Thr Glu Gly Leu Glu Lys Phe Ala Arg Asp lie Pro Glu Asp Arg Cys 
85 90 95 

Phe Ser lie Val Phe Lys Asp Gin Arg Asn Thr Leu Asp Leu lie Ala 
100 105 110 
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Pr.; Sol Pro Ala Asp 7a 1 Gin H is Tip 7 1 1 77: 71 y Leu Arg Lys lie 
115 L 1. 0 12 5 

lie Asp Arg Ser Gly Ser Met; Asp Gin Arg 7 in Ly.s Leu Gin His Trp 
13 0 13b 140 

lie His Ser Cvs Leu Arq Lvs Ala Aso Lvs Asn Lvs Asu Asn Lys Met 
145 150 1 r 7, 160 

Asn Phe Lys Glu Val Lys Asp Ph<=* Leu Lys Glu Leu Asn Val Gin Val 
165 170 175 

Asp Asp Ser Tyr Ala Arg Lys lie Phe Arg Glu Cys Asp His Ser Gin 
180 185 190 

Thr Asp Ser Leu Glu Asp Glu Glu He Glu Thr Phe Tyr Arg Met Leu 
195 200 205 

Thr Gin Arg Ala Glu He Asp Arg Ala Phe Ala Glu Ala Ala Gly Ser 
210 215 220 

Ala Glu Thr Leu Ser Val Glu Lys Leu Val Thr Phe Leu Gin His Gin 

225 230 235 240 

Gin Arg Glu Glu Glu Ala Gly Pro Ala Leu Ala Leu Ser Leu lie Glu 
245 Z50 255 

Arg Tyr Glu Pro Ser Glu Thr Ala Lys Ala Gin Arg Gin Met Thr Lys 

260 26 5 270 

Asp Gly Phe Leu Met Tyr Leu Leu Gcr Ala Asp Gly Asn Ala Phe Ser 
275 280 285 

Leu Ala His Arg Arg Val Tyr Gin Asp Met Asn Gin Pro Leu Ser His 
290 295 300 

Tyr Leu Val Ser Ser Ser His Asn Thr Tyr Leu Leu Glu Asp Gin Leu 
305 310 315 320 

Thr Gly Pro Ser Ser Thr Glu Ala Tyr He Arg Ala Leu Cys Lys Gly 
325 330 335 

Cys Arg Cys Leu Glu Leu Asp Cys Trp Asp Gly Pro Asn Gin Glu Pro 
340 34 5 350 

lie He Tyr His Gly Tyr Thr Phe Thr Ser Lys He Leu Phe Cys Asp 
355 36 0 365 

Val Leu Arg Ala He Arg Asp Tyr Ala Phe Lys Ala Ser Pro Tyr Pro 
370 375 380 

Val He Leu Ser Leu Glu Asn His Cys Ser Leu Glu Gin Gin Arg Val 
385 390 395 400 

Met Ala His His Leu Arg Ala lie Leu Gly Pro Met Leu Leu Asp Gin 
405 410 415 
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Pro Leu Ajl- y V.il Thr Tin: ;>~r L-;u Pro S-t Pro Glu Gin Leu Lys 

-i jo 430 

Glu Lys lie Leu Lou Lys G 1 y Lys Lys Leu Gly Gly Leu Leu Pro Aid 
4 3 5 4 4 0 4 4 5 

Glv Gly Glu Asn Glv Pro Glu Ala Thr Asp Val Ser Asp Glu Asd Glu 
450 455 460 

Ala Ala Glu Met Glu Asp Glu Ala Val Arg Ser Gin Val Gin His Lys 
465 470 475 480 

Pro Lys Glu Asp Lys Leu Lys Leu Val Pro Glu Leu Ser Asp Met Val 
485 430 495 

Tie Tyr Cys Lys Ser Val His Phe Gly Gly Phe Ser Ser Pro Ser Thr 
500 505 510 

Ser Gly Gin Ala Phe Tyr Glu Met Ala Ser Phe Ser Glu Ser Arg Ala 
515 520 525 

Leu Arg Leu Leu Gin Glu Ser Gly Asn Ser Phe Val Arg His Asn Val 

530 535 540 

Gly His Leu Ser Arg lie Tyr Pro Ala Gly Trp Arg Thr Asp Ser Ser 

b45 550 555 560 

Asn Tyr Ser Pro Val Glu Met Trp Asn Gly Gly Cys Gin lie Val Ala 
565 570 575 

Leu Asn Phe Gin Thr Pro Gly Pro Glu Met Asp Val Tyr Leu Gly Cys 
580 585 590 

Phe Gin Asp Asn Gly Gly Cys Gly Tyr Val Leu Lys Pro Ala Phe Leu 
595 600 605 

Arg Asp Pro Asp Thr Thr Phe Asn Ser Arg Ala Leu Thr Gin Gly Pro 

610 615 620 

Trp Trp Ala Pro Lys Lys Leu Arg Val Trp lie lie Ser Gly Gin Gin 
625 630 635 640 

Leu Pro Lys Val Asn Lys Asn Lys Asn Ser lie Val Asp Pro Lys Val 

645 G50 655 

lie Val Glu lie His Gly Val Gly Gin Asp Val Ala Ser Arg Gin Thr 

660 665 670 

Ala Val lie Thr Asn Asn Gly Phe Asn Pro Arg Trp Asp Thr Glu Phe 

675 680 685 

Glu Phe Val Val Ala Val Pro Asp Leu Ala Leu Val Arg Phe Met Val 
690 695 700 

Glu Asp Tyr Asp Ser Ser Ser Lys Asn Asp Phe lie Gly Gin Ser Thr 
705 710 715 720 



lie Pi.; "i : [., A.Jii Leu Lys Gin Gly Tyr Any His Val Hi:.; Leu Leu 

7 25 730 ^35 

Ser Lys Asn Giy Asp Leu His Pro Ser Ala Thr Leu Phe Val Lys lie 
7 40 74 5 7 SO 

Ser lie Gin Asu 

7 S 5 



< 2 1 0 > 118 
<211> 756 
<212> PRT 

<.213^ Huiiiu ^dpiciij 
<400> 118 

Met Asp Ser Gly Arg Asp Phe Leu Thr Leu His Gly Leu Gin Asp Asp 



Glu Asp Leu Gin Ala Leu Leu Lys Gly Ser Gin Leu Leu Lys Val Lys 
20 25 30 

Ser Ser Ser Trp Arg Arg Glu Arg Phe Tyr Lys Leu Gin Glu Asp Cys 
35 40 45 

Lys Thr lie Trp Gin Glu Ser Arg Lys Val Met Arg 1'hr Pro Glu Ser 
50 55 60 

Gin Leu Phe Ser He Glu Asp He Gin Glu Val Arg Met Gly His Arg 
65 70 75 80 

Thr Glu Gly Leu Glu Lys Phe Ala Arg Asp Val Pro Glu Asp Arg Cys 
85 90 95 

Phe Ser He Val Phe Lys Asp Gin Arg Asn Thr Leu Asp Leu He Ala 
100 105 110 

Pie Ser ?iu Ala A^p Ala Gin His Tip Veil Leu Gly Lea His Lys He 
1 1 5 120 125 

He His His Ser Gly Ser Met Asp Gin Arg Gin Lys Leu Gin His Trp 
130 135 140 

He His Ser Cys Leu Arg Lys Ala Asp Lys Asn Lys Asp Asn Lys Met 
145 150 155 160 

Ser Phe Lys Glu Leu Gin Asn Phe Leu Lys Glu Leu Asn He Gin Val 
165 170 175 

Asp Asp Ser Tyr Ala Arg Lys He Phe Arg Glu Cys Asp His Ser Gin 
180 18 5 190 

Thr Asp Ser Leu Glu Asp Glu Glu He Glu Ala Phe Tyr Lys Met Leu 
195 200 205 

Thr Gin Arg Veil Glu He Asp Arg Thr Phe Ala Glu Ala Ala Gly Pro 



t;ly Glu Tht [,-Mi 5Jer Val Asp Gin Leu Val Thr Phe Leu Gin His Gin 
2 2 5 2 3 0 2 3 5 2 4 0 

Gin Arq Glu Glu Ala Ala Gly Pro Ala Leu Ala Leu Ser Leu lie Glu 

945 250 ^55 

Arg Tyr Gin Pro Ser Glu Thr Thr Lys Ala Gin Arg nl n Met. Thr Lys 
260 265 270 

Asp Gly Phe Leu Met: Tyr Leu Leu Ser Ala Asp Gly Ser Ala Phe Ser 
27 5 280 285 

Leu Ala Hiti Arq Arg Val Tyr Gin Asp Met Gly Gin Pro Leu Ser His 
290 295 300 

Tyr Leu Val Ser Ser Ser His Asn Thr Tyr Leu Leu Glu Asp Gin Leu 
305 310 315 320 

Ala Gly Pro Ser Ser Thr Glu Ala Tyr lie Arg Ala Leu Cys Lys Gly 
325 330 335 

Cys Arg Cys Leu Glu Leu Asp Cys Trp Asp Gly Pro Asn Gin Glu Pro 
340 345 350 

ile lie Tyr His Gly I'yr Thr Phe Thr Ser Lys lie Leu Phe Cys Asp 
35 5 360 365 

Val Leu Arg Ala Ile Arg Asp Tyr Ala Phe Lys Ala Ser Pro Tyr Pro 
370 375 330 

Val Ile Leu Ser Leu Glu Asn His Cys Thr Leu Glu Gin Gin Arg Val 
385 390 395 400 

Met Ala Arg His Leu His Ala Ile Leu Gly Pro Met Leu Leu Asn Arg 
405 4 10 415 

Pro Leu Aop Gly Val Thr Aon Ser Leu Pre> Ser Pro Glu Gin Leu Lj-o 
42 0 425 430 

Gly Lys Ile Leu Leu Lys Gly Lys Lys Leu Gly Gly Leu Leu Pro Pro 
435 440 445 

Gly Gly Glu Gly Gly Pro Glu Ala Thr Val Val Ser Asp Glu Asp Glu 
450 455 460 

Ala Ala Glu Met Glu Asp Glu Ala Val Arg Ser Arg Val Gin His Lys 
465 470 475 480 

Pro Lys Glu Asp Lys Leu Arg Leu Ala Gin Glu Leu Ser Asp Met Val 
485 490 495 

lie Tyr Cys Lys Ser Val His Phe Gly Gly Phe Ser Ser Pro Gly Thr 
500 505 510 

Pro Gly Gin Aid Phe Tyr Glu Met Ala Ser Phe Ser Glu Asn Arg Ala 
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r.-u Arg Leu Leu Gin Glu Set G 1 y A.;:i 'G 1 \- Phe Val Arg His Asn Val 
530 53 5 540 

Gly His Leu Ser Arg lie Tvr Pro Ala Gly Trp Arg Thr Asp Ser Ser 
^45 SSO SSS 560 

a.sn Tyr Ser Pro Val Glu Met. Trp Asn Gly Gly Gys Gin Tie Val Ala 
565 570 575 

Leu Asn Phe Gin Thr Pro Gly Pro Glu Met Asp Val Tyr Gin Asp Arg 
580 585 590 

Phe Gin Asp Asn Gly Ala Cys Gly Tyi Val Leu Lys Pio Ala Phe Leu 
595 600 605 

Arg Asp Pro Asn Gly Thr Phe Asn Pro Arg Ala Leu Ala Gin Gly Pro 
610 615 620 

Trp Trp Ala Arg Lys Arg Leu Asn lie Arg Val lie Ser Gly Gin Gin 
625 630 635 640 

Leu Pro Lys Val Asn Lys Asn Lys Asn Ser Tie Val Asp Pro Lys Val 
645 650 655 

ihr Val Glu lie His Gly Val Ser Arg Asp Val Ala Ser Arg Gin Thr 
660 665 670 

Ala Val lie Thr Asn Asn Gly Phe Asn Pro Trp Trp Asp Thr Glu Phe 

675 030 685 

Ala Phe Glu Val Val Val Pro Asp Leu Ala Leu lie Arg Phe Leu Val 
690 695 700 

Glu Asp Tyr Asp Ala Ser Ser Lys Asn Asp Phe lie Gly Gin Ser Thr 
7 05 710 715 72 0 

lie Pro Leu Asn Ser Leu L.y o Glu Gly Tyi Aiy Hit. Val His Leu Met 
725 730 735 

Ser Lys Asn Gly Asp Gin His Pro Ser Ala Thr Leu Phe Val Lys lie 
740 745 750 

Set Leu Gin Asp 
755 



c 2 1 0 > 119 
c2 11 > 153 
<212? PRT 

<213> Homo sapiens 
< 4 0 0 > 119 

Asp Met Ser lie Pro Leu Ser His Tyr Phe lie Ser Ser Ser His Asn 
15 10 15 



Thr Tyr Leu Thr Gly Lye Gin Leu Tip Gly Lys Ser Ser Val Glu Ser 
2 0 S 3 0 

Tyr Arg Gin Gin Leu Asp Ala Gly Cys Arg Cys Val Glu Leu Asp Cys 
3 5 4 0 4 5 

Trp Asp Gly Lys Pro Asp Asp G! u Orn T 1 r 1 Tyr His Gly His Thr 
50 55 60 

Leu Thr Leu Glu Tie Lvs Leu Lvs Asp Val Leu Glu Ala Tie Lvs Asd 
65 70 75 80 

Phe Ala Phe Lys Pro Thr Ser Pro Tyr Pro Val lie Leu Ser Leu Glu 

85 90 95 

Asn His Cys Asn Ser Asp Asp Gin Gin Arg Lys Met Ala Lys Tyr Phe 
100 105 110 

Lys Glu lie Phe Gly Asp Met Leu Leu Thr Lys Pro Thr Leu Asp Ser 
115 120 125 

Leu Thr Thr Glu Pro Gly Leu Pro Leu Pro Ser Leu Lys Asp Leu Arg 
130 135 140 

Gly Lys lie Leu Leu Lys Asn Lys Lys 
145 150 



<210-, 120 
< 2 1 1 > 8 7 
2 12 PRT 

213^ Homo sapiens 
<400> 120 

Lys Leu Leu Lys Glu Ser Pro Val Glu Phe Val Lys Tyr Asn Lys Arg 
15 10 15 

Gin Leu Ser Arg Val Tyr Pro Lys Gly Thr Arg Val Asp Ser Ser Asn 

20 25 30 

Phe Met Pro Gin Val Phe Trp Asn Ala Gly Cys Gin Met Val Ala Leu 
35 40 45 

Asn Phe Gin Thr Ser Asp Leu Pro Met Gin lie Asn Asp Gly Met Phe 

50 55 60 

Glu Tyr Asn Gly Gly Gin Pro Asp Gly Ser Phe Lys Ser Gly Tyr Leu 
65 70 75 80 

Leu Lys Pro Glu Phe Leu Arg 

85 



<210> 121 

<2ll> 95 

<212> PRT 

< 2 1 3 ^ Homo sapiens 
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..... -jo,; - i :. l 

Leu Thr Vil Thr Val lie Glu Ala Arg A sr. Leu Pro Lys Met Asp Lys 

15 10 15 

Val Ann Glv Arq Leu Ser Asp Pro Tyr Val Lys Val Ser Leu Leu Gl y 

'? n 2 5 3 0 

Asp Lys Lys Asp L^u Lys Lys Phe Lys Thr Lys Val Val Lys Lys Thr 

35 40 45 

Asn Gly Leu Asn Pro Val Trp Asn Glu Glu Thr Phe Val Phe Glu Lys 

50 55 60 

Veil Pro Leu Plu Glu Leu Ala Ser Ly^ Tin Leu Aiy Phe Ala Val Tyr 

65 70 75 80 

Asp Glu Asp Arg Phe Ser Arg Asp Asp Phe lie Gly Gin Val Thr 

85 90 95 



<210> 122 
< 2 1 1 > 323 
-2 12^ PRT 

<213> Homo sapiens 

<4(J0> 122 

Met Asp Ser Lys Tyr Gin Cys Val Lys Leu Asn Asp Gly His Phe Met 
15 10 15 

Pro Val Lou Gly Phe Gly Thr Tyr Ala Pro Ala Glu Val Pro Lys Ser 
20 25 30 

Lys Ala Leu Glu Ala Val Lys Leu Ala lie Glu Ala Gly Phe His His 

35 40 45 

lie Asp Ser Ala His Val Tyr Asn Asn Glu Glu Gin Val Gly Leu Ala 

50 55 GO 

Tie Arg Ser Lys lie Ala Asp Gly Ser Val Lys Arg Glu Asp Tie Phe 
65 70 75 80 

Tyr Thr Ser Lys Leu Trp Ser Asn Ser His Arg Pro Glu Leu Val Arg 
85 90 95 

Pro Ala Leu Glu Arg Ser Leu Lys Asn Leu Gin Leu Asp Tyr Val Asp 
100 105 110 

Leu Tyr Leu lie His Phe Pro Val Ser Val Lys Pro Gly Glu Glu Val 
115 120 125 

Tie Pro Lys Asp Glu Asn Gly Lys lie Leu Phe Asp Thr Val Asp Leu 
130 135 140 

Cys Ala Thr Trp Glu Ala Met Glu Lys Cys Lys Asp Ala Gly Leu Ala 
145 150 155 160 
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Lys Ser He GLy Val Ser Asn Phe Asn His Arg Leu Leu Glu Met. Lie 
L 6 5 17 0 1 7 5 

Leu Asn Lys Pro Gly Leu Lys Tyr Lys Pro Val Cys Asn Gin Val Glu 
180 185 190 

fys H 1 ^ Pro Tyr Ph*=> Asn Gin Arg Lys Leu L«=>u Asp Ph^ Cys Lys Ser 
195 200 205 

Lvs Asd Tie Val Leu Val Ala Tvr Ser Ala Leu Gl v Ser His ArQ Glu 
2 10 215 220 

Glu Pro Trp Val Asp Pro Asn Ser Pro Val Leu Leu Glu Asp Pro Val 

225 230 235 240 

Leu Cys Ala Leu Ala Lys Lys His Lys Arg Thr Pro Ala Leu lie Ala 

245 250 255 

Leu Arg Tyr Gin Leu Gin Arg Gly Val Val Val Leu Ala Lys Ser Tyr 

260 265 270 

Asn Glu Gin Arg He Arg Gin Asn Val Gin Val Phe Glu Phe Gin Leu 

275 280 285 

Thr Ser Glu Glu Met Lys Ala He Asp Gly Leu Asn Arg Asn Val Arg 
290 295 300 

Tyr Leu Thr Leu Asp lie Phe Ala Gly Pro Pro Asn Tyr Pro Phe Ser 
305 310 315 320 

Asp Glu Tyr 



<210> 123 
<211> 323 
<212> PRT 

<213^ Homo sapiens 
<400> 123 

Met Asp Ser Lys Tyr Gin Cys Val Lys Leu Asn Asp Gly His Phe Met 
15 10 15 

Pro Val Leu Gly Phe Gly Thr Tyr Ala Pro Ala Glu Val Pro Lys Ser 

2 0 2 5 3 0 

Lys Ala Leu Glu Ala Val Lys Leu Ala He Glu Ala Gly Phe His His 
35 40 45 

He Asp Ser Ala His Val Tyr Asn Asn Glu Glu Gin Val Gly Leu Ala 

50 55 60 

He Arg Ser Lys He Ala Asp Gly Ser Val Lys Arg Glu Asp He Phe 
65 70 75 80 

Tyr Thr Ser Lys Leu Trp Ser Asn Ser His Arg Pro Glu Leu Val Arg 

8 5 9 0 9 5 
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Pro Ala Lou Gin Ai q 3er Leu Lys Asn Leu Gin L-..-U Asp Tyr Val Asp 

: o o 105 no 

Leu Tyr Leu lie His Phe Pro Val Ser Val Lys Pro Gly Glu Giu Val 
115 120 125 

He Pro Lys Asd Glu Asn Glv Lys He Leu Phe Asp Thr Val Asp Leu 
13 0 13 5 14 0 

Cys Ala Thr Trp Glu Ala Met Glu Lys Cys Lys Asp Ala Gly Leu Ala 
145 150 155 160 

Lys Ser He Gly Val Ser Asn Phe Asn His Arg Leu Leu Glu Met He 
165 170 175 

Leu Asn Glu Pro Gly Leu Lys Tyr Glu Pro Val Cys Asn Gin Val Glu 
180 185 190 

Cys His Pro Tyr Phe Asn Gin Arg Lys Leu Leu Asp Phe Cys Lys Ser 
195 200 205 

Lys Asp He Val Leu Val Ala Tyr Ser Ala Leu Gly Ser His Arg Glu 
210 215 220 

Glu Pro Trp Val Asp Pro Asn Ser Pro Val Leu Leu Glu Asp Pro Val 

225 230 235 240 

Leu Cys Ala Leu Ala Lys Lys His Lys Arg Thr Pro Ala Leu He Ala 

245 250 255 

Leu Arg Tyr Gin Leu Gin Arg Gly Val Val Val Leu Ala Lys Ser Tyr 
260 265 270 

Asn Glu Gin Arg He Arg Gin Asn Val Gin Val Phe Glu Phe Gin Leu 
275 280 285 

Thr Ser Glu Glu Met Lys Ala He Asp Gly Leu Asn Arg Asn Val Arg 
290 295 300 

Tyr Leu Thr Leu Asp He Phe Ala Gly Pro Pro Asn Tyr Pro He Ser 
305 310 315 320 

Asp Glu Tyr 



<210> 124 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 124 

Met Asp Ser Lys Tyr Gin Cys Val Lys Leu Asn Asp Gly His Phe Met 
lb" 10 15 

Pro Val Leu Gly Phe Gly Thr Tyr Ala Pro Ala Glu Val Pro Lys Ser 
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20 

Lys Ala Leu Glu 
35 

Tie Asp Ser Ala 
50 

Tie Arg Ser Lys 
65 

Tyr Thr Ser Lys 



Pro Ala Leu Glu 
100 

Leu Tyr Leu lie 
115 

lie Pro Lys Asp 
130 

Cys Ala Thr Trp 
145 

Lys Ser lie Gly 



Leu Asn Lys Pro 
180 

Cys His Pro Tyr 
195 

Lys Asp lie Val 
210 

Glu Pro Tip Val 

225 

Leu Cys Ala Leu 



Leu Arg Tyr Gin 
260 

Asn Glu Gin Arg 
275 

Thr Ser Glu Glu 

290 

Tyr Leu Thr Leu 
305 

Asp Glu Tyr 




Ala Thr Lys Leu 
40 

His Leu Tvr Asn 

Tie Ala Asp Gly 
70 

Leu Trp Cys Asn 
85 

Arg Sex Leu Lys 



His Phe Pro Val 
120 

Glu Asn Gly Lys 
135 

Glu Ala Val Glu 
150 

Val Ser Asn Phe 
165 

Gly Leu Lys Tyr 



Phe Asn Gin Arg 

200 

Leu Val Ala Tyr 

215 

A^p Pl<j Aaii Ser 
230 

Ala Lys Lys His 
245 

Leu Gin Arg Gly 



lie Arg Gin Asn 
280 

Met Lys Ala He 

295 

Asp He Phe Ala 
310 



2 5 

Ala lie Glu Ala 



Asn Glu Glu Gin 

£0 

Ser Val Lys Arg 
75 

Ser His Arg Pro 
90 

Asn Leu Gin Leu 
105 

Ser Val Lys Pro 



He Leu Phe Asp 
140 

Lys Cys Lys Asp 
155 

Asn Arg Arg Gin 
170 

Lys Pro Val Cys 
185 

Lys Leu Leu Asp 



Ser Ala Leu Gly 

220 

Pro Veil Leu Ltju 
2 3 5 

Lys Arg Thr Pro 
250 

Val Val Val Leu 
265 

Val Gin Val Phe 



Asp Gly Leu Asn 
300 

Gly Pro Pro Asn 
315 




3 0 

Gly Phe Arg His 
4 5 

Val Gly Leu Ala 



Glu Asp Tie Phe 
80 

Glu Leu Val Arg 
95 

Asp Tyr Val Asp 
110 

Gly Glu Glu Val 
125 

Thr Val Asp Leu 



Ala Gly Leu Ala 
160 

Leu Glu Met Tie 
175 

Asn Gin Val Glu 
190 

Phe Cys Lys Ser 
205 

Ser His Arg Glu 



Glu Asp Pro Vdl 
240 

Ala Leu He Ala 
255 

Ala Lys Ser Tyr 
270 

Glu Phe Gin Leu 

2 85 

Arg Asn Val Arg 



Tyr Pro Phe Ser 

320 
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< 2 1 0 > 12 5 

< 2 1 1 > 3 2 9 

<212> PRT 

3^ Homo sapiens 

< 4 0 0 > 12 5 

Met Asd Ser Lvs Tvr Gin Cvs Val Lvs Leu Asn Asd Glv His Phe Met 
1 5 10 15 

Pro Val Leu Gly Phe Gly Thr Tyr Ala Pro Ala Glu Val Pro Lys Ser 

20 25 30 

Lys Ala Leu Glu Ala Val Lys Leu Ala lie Glu Ala Gly Tyr His His 
35 40 45 

lie Asp Ser Ala His Val Tyr Asn Asn Glu Glu Gin Val Gly Leu Ala 
50 55 60 

lie Arg Ser Lys lie Ala Asp Gly Ser Val Lys Arg Glu Asp lie Phe 

6 5 70 7 5 8 0 

Tyr Thr Ser Lys Leu Trp Ser Asn Ser His Arg Pro Glu Leu Val Arg 

85 90 95 

Pro Ala Leu Glu Arg Ser Leu Lys Asn Leu Gin Leu Asp Tyr Ala Asp 
100 105 110 

Leu Tyr Leu lie His Phe Pro Val Scr Val Lys Pro Gly Glu Glu Val 
115 120 125 

lie Pro Lys Asp Glu Asn Gly Lys lie Leu Phe Asp Thr Val Asp Leu 
130 135 140 

Cys Ala Thr Trp Glu Ala Met Glu Lys Cys Lys Asp Ala Gly Leu Ala 
145 150 155 160 

Lys Ser Tie Gly Val Ser Asn Phe Asn His Arg Leu Leu Glu Met lie 
165 170 175 

Leu Asn Glu Pro Gly Leu Lys Tyr Glu Pro Val Cys Asn Gin Val Glu 
180 185 190 

Cys His Pro Tyr Phe Asn Gin Arg Lys Leu Leu Asp Phe Cys Lys Ser 
195 200 205 

Lys Asp lie Val Leu Val Ala Tyr Ser Ala Leu Gly Ser His Arg Glu 
210 215 220 

Glu Pro Trp Val Asp Pro Asn Ser Pro Val Leu Leu Glu Asp Pro Val 
225 230 235 240 

Leu Cys Ala Leu Ala Lys Lys His Lys Arg Thr Pro Ala Leu lie Ala 
245 250 255 
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Leu Arg Vyt Gin Leu Gin Arg Gly Val Val Val Leu Ala Lys Ser Tyt 

J! 6 0 2 6 5 2 V 0 

Asn Glu Gin Arg lie Arg Gin Asn Val Gin Val Phe Glu ?he Gin Leu 

2 /'5 28 0 2 85 

Thr Ser Glu r,hi Met Lys Ala Tie Asp Gly T.^u Asn A.rg ^ n 'm ! A.rg 
290 295 300 

Tvr Leu Thr Leu Asn He Leu Leu Ala Pro Leu Tie Tie Ara Ph<^ L<^u 

305 310 315 *20 

Met Asn He Asn Met Glu Gly lie Ala 

325 



< 2 1 0 > 126 
<211> 323 
<212> PRT 

c-213> Macaca fuscata 
<400> 126 

Met Asp Ser Lys His Gin Cys Val Lys Leu Asn Asp Gly His Phe Met 
15 10 15 

Pro Val Leu Gly Phe Gly Thr Tyr Ala Pro Ala Glu Val Pro Lys Asn 

20 25 30 

Lys Ala He Glu Ala Thr Lys Leu Ala He Glu Ala Gly Phe Arg His 



He Asp Ser Ala His Leu Tyr Asn Asn Glu Glu Tyr Val Gly Leu Ala 
50 55 60 

He Arg Ser Lys He Ala Asp Gly Thr Val Lys Arg Glu Asp He Phe 



Tyr Thr Ser Lys Leu Trp Cys Asn Ser His Arg Pro Glu Phe Val Arg 

85 90 95 

Pro Ala Leu Glu Arg Ser Leu Lys Asn Leu Gin Leu Asp Tyr Val Asp 

100 105 110 

Leu Tyr Leu He His Phe Pro Val Ser Leu Lys Pro Gly Glu Glu Leu 

115 120 125 

He Pro Lys Asp Glu Asn Gly Lys Leu Leu Phe Asp Thr Val Asp Leu 



Cys Ala Thr Trp Glu Ala Met Glu Lys Cys Lys Asp Ala Gly Leu Ala 

145 150 155 160 

Lys Ser He Gly Val Ser Asn Phe Asn Arg Arg Gin Leu Glu Met lie 

165 170 175 

Leu Asn Lys Pro Gly Leu Lys Tyr Lys Pro Val Cys Asn Gin Val Glu 

180 185 190 



Cys Hi:-.; Pk: Tyi Leu Ann Gin Arg Lys Leo Leu Asp Phe Gvs Lvs /Hi 
105 2 00 20 5 

Lys Asp lie Vdl Leu Va 1 Ala Tyr Ser Ala Leu Gly Ser His Arg Glu 
210 215 220 

Lvs Pro TrD Va 1 Asp Gin Asn Ser Pro Val Leu Leu Glu Ago Pro Val 

22S ?30 MS 240 

Leu Cys Ala Leu Ala Lys Lys His Lys Arg Thr Pro Ala Leu Tie Ala 
245 250 255 

Leu Arg Tyr Gin Leu Gin Arg Gly Val Val Val Leu Ala Lys Ser Tyr 
2ou 265 270 

Asn Glu Gin Arg He Arg Glu Asn Met Lys Val Phe Glu Phe Gin Leu 
275 280 285 

Thr Ser Glu Asp Met Lys Ala lie Asp Gly Leu Asp Arg Asn 11* Arg 
290 295 300 

Tyr Leu Thr Leu Asp He Phe Ala Gly Pro Pro Asn Tyr Pro Phe Ser 

305 310 315 ' 320 

Asp Glu Tyr 



<210> 127 

c 2 1 1 > 368 

<212> PRT 

<213> Homo sapiens 

<400> 127 

Leu Asn Asn Gly Leu Lys Leu Lys Met Pro Leu Leu Gly Leu Gly Thr 
1 5 10 15 

Txp Glu Thi Pio Gly Glu Glu Asp Tyr L c u Tip Gly A; g Val A^p Ly^ 

20 25 UJ 

Glu Glu Ala Lys Glu Ala Val Lys Ala Ala Leu Asp Ala Gly Tyr Arg 
3 5 4 0 4 5 

His He Asp Thi Ala Ala He Tyr Gly Asn Gly Gin Lys Pre Gly Gin 
50 55 60 

Ser Glu Glu Glu Val Gly Glu Ala He Lys Glu Ala Leu Glu Glu Gly 

65 70 75 80 

Ser Val Val Val He Thr Lys Tyr Lys Arg Glu Asp He Phe He Thr 

8 5 9 0 95 

Ser Asp Lys Leu Tip Asn Thr Phe Gly Pro Asp Leu Ser Glu Tyr Gly 
100 10 5 110 

His Ser Pro Lys His Val Arg Glu Ala Leu Glu Lys Ser Leu Lys Arg 



Leu Gly Leu Asp Tyr V.-j 1 A.sp Leu Tyr Leu Lie His I'tp Pro Asp Pro 
13 0 13 5 14 0 

Phe Lys Pro Gly lie Glu Asp Lys Tyr Pro Leu Gly Phe Pro Thr Asp 
14 5 !Sn ] 16 0 

Asp Asp Gly Lys L^u Tyr Glu Asp Va 1 Pro M~ Gin Glu Thr Trp 

165 170 175 

Lys Ala Leu Glu Lys Leu Va 1 Asp Glu Gly Lys Val Arg Ser lie Gly 
180 185 190 

Val Ser Asn Phe S<^r Ah> Glu Gla Leu Glu Glu L^u Leu Ser Tyr Ala 
195 200 205 

Gly Lys Leu Lys Leu He Pro Pro Val Val Asn Gin Val Glu Leu His 
210 2 15 22 0 

Pro Tyr Leu Arg Gin Asp Glu Leu Arg Lys Val Pro Leu Leu Pro Phe 
225 230 235 240 

Cys Lys Ser His Gly Tl° Ala Val Thr Ala Tyr Ser Pro Leu Gly Ser 
245 250 255 

Gly Leu Leu Thr Gly Lyx iyr Lys Thr Glu Glu Asp He Pro Gly Asp 
260 265 2 70 

Arg Arg Ser Leu Leu Gly Ala Asp Lys Gly Trp Ser Glu Leu Gly Ser 
275 280 285 

Pro Glu Leu Leu Glu Asp Pro Val Leu Lys Ala He Ala Glu Lys Tyr 

290 2 95 3 00 

Gly Tyr Lys Asp Lys Thr Pro Ala Gin Val Ala Leu Arg Trp Ala Leu 
3 05 310 315 320 

Gin Arg Gly Gly Gly Aid Gi / Veil Val Veil Veil lie Pi o Lys Ser Ser 
325 3 30 335 

Asn Pro Glu Arg He Lys Glu Asn Leu Lys Ala Phe Asp Asp Phe Glu 
340 34 5 350 

Leu Thr Glu Glu Asp Met Lys Ala He Asp Glu Leu Asp Arg Gly Lys 
355 360 365 



<210> 128 

<2l 1> 255 

<212> PRT 

<213> Staphylococcus aureus 

< 4 0 0 > 128 



234 



Met Thr Met Met Asp Met Asn Phe Lys Tyr Cys His Lys lie Met Lys 
1 [5 10 15 

Lys His Ser Lys Ser Phe Ser Tyr Ala Phe Asp Leu Leu Pro Glu Asp 
2 0 .L-i 3 0 

Gin Arg Lys Ala Val Tro A 1 a Ty» /\la \/a 1 Cys Arg Lys lie Asp 

3 5 4 0 4 5 

Asn Ser lie Asn Va 1 Tvr Olv Aso lie Gin Ph^ Leu Tie Gin lie Lvs 
50 55 60 

Glu Asp lie Gin Ser lie Glu Lys Tyr Pro Tyr Glu His His His Phe 
65 7 0 75 80 

Gin Ser Asp Arg Arg lie Met Met Ala Leu Gin His Val Ala Gin His 
85 90 95 

Lys Asn lie Ala Phe Gin Ser Phe Tyr Asn Leu lie Asp Thr Val Tyr 
100 105 110 

Lys Asp Gin His Phe Thr Met Phe Glu Thr Asp Ala Glu Leu Phe Gly 
115 120 125 

Tyr Cys Tyr Gly Val Ala Gly Thr Val Ser Glu Val Leu Thr Pro lie 
130 135 140 

Leu Ser Asp His Glu Thr His Gin Thr Tyr Asp Val Ala Arg Arg Leu 
145 150 155 160 

Gly Glu Ser Leu Gin Lou lie Asn lie Leu Arg Asp Val Gly Glu Asp 
165 170 175 

Phe Asp Asn Glu Arg lie Tyr Phe Ser Lys Gin Arg Leu Lys Gin Tyr 

180 185 190 

Glu Val Asp lie Ala Glu Val Tyr Gin Asn Gly Val Asn Asn His Tyr 

195 200 205 

He Asp Leu Trp Glu Tyr Tyr Ala Ala fie Ala Glu Lys Asp Phe Gin 
210 215 220 

Asp Val Met Asp Gin lie Lys Val Phe Ser lie Glu Ala Ser Pro lie 
225 230 235 240 

Tie Glu Leu Ala Ala Arg Tie Tyr Tie Glu Tie Leu Gly Arg Ser 
245 2 50 255 



<210> 129 
-211> 254 
<212> PkT 

<213> Staphylococcus aureus 
^400^ 129 

Met Thr Met Met Asp Met Asn Phe Lys Tyr Cys His Lys lie Met Lys 
15 10 15 
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H : s J-_-t [jVJ o--l Pi 1-3 Ser Tyr Ala Pile Asp Leu Leu f'n; Asp 



Gin Aiy Lys Ala V a 1 T rp Ala lie Tyr Ala Val Cys Ary Lys I i Asp 
3 5 4 0 4 5 

Asp Ser lie Asp Val Tvr Glv Asp lie Gin Phe Leu lie Gin lie Lvs 
5 0 5 5 6 0 

Glu Asp lie Gin Ser Tie Glu Lys Tyr Pro Tyr Glu His His His Phe 
65 70 75 80 

Gin Ser Asp Arg Arg lie Met Met Ala Leu Gin His Val Ala Gin His 

85 90 95 

Lys Asn lie Ala Phe Gin Ser Phe Tyr Asn Leu Tie Asp Thr Val Tyr 
100 105 110 

Lys Val Asn lie Leu Gin Cys Leu Lys Arg Thr Leu Glu Leu Phe Gly 
115 120 125 

Tyr Cys Tyr Gly Val Ala Gly Arg Arg Ser Ser lie Asp Ala Asp Phe 
110 135 140 

Ser Asp His Glu Thr His Gin Thr Tyr Asp Val Ala Arg Arg Leu Gly 
14^ 150 155 160 

Glu Ser Leu Gin Leu lie Asn lie Leu Arg Asp Val Gly Glu Asp Phe 
165 170 175 

Asp Asn Glu Arg lie Tyr Phe Ser Lys Gin Arg Leu Lys Gin Tyr Glu 
180 185 190 

Val Asp lie Ala Glu Val Tyr Gin Asn Gly Val Asn Asn His Tyr lie 
195 200 205 

Asp Leu Trp Glu Tyr Tyr Ala Ala lie Ala Glu Lys Asp Phe Gin Asp 
210 215 220 

Val Met Asp Gin lie Lys Val Phe Ser lie Glu Ala Ser Pro lie lie 
225 230 235 240 

Glu Leu Ala Ala Arg lie Tyr lie Glu lie Leu Gly Arg Ser 

245 250 



c2J0> 13 0 

■:211> 4 36 

<212^ PKT 

2 1 3 > Staphylococcus aureus 

<■ 4 0 0 1 5 0 

Mtit Ser Val Thr Leu Leu Tip Val Val Ser Pro Asn Ser Gin Leu Ser 
15 10 15 

Asn Cys Phe Gly Phe Val Asp Ser Val Arg Glu Glu Asn Arg Leu Phe 



236 



o 2 5 i o 

Tyr 5-<y Arq Phe Leu Tyr Gin His Gin Thr Arg Thr Ala V.ii Piw 

5 5 4 0 4 5 

Asn Ser Arcr Pro Lys Gin Phe Asn Asn Ser Asn Lys Gin Arq Arq Asn 
^ n 5 S 6 0 

Sf-r Tyr Pro L^u Asp Thr Asp Leu Arg His Pro Cys R**r Ser Gly lie 
65 70 75 80 

Asp Leu Pro Glu lie Ser Cys Met Val Ala Ser Thr Ala Gly Glu Val 
85 90 95 

Ala Mt_* L Stji jcl Glu Glu [-let Val Tyr Asa Val Val L^u Lys Glu Ala 
100 105 110 

Ala Leu Val Asn Lys Gin Pro Ser Gly Val Thr Arq Asp Leu Asp Val 
115 120 125 

Asn Pro Asp He Ala Leu Pro Gly Thr Leu Ser Leu L^u Ser Glu Ala 
130 135 140 

Tyr Asp Arg Cys Gly Glu Val Cys Ala Glu Tyr Ala Lys Thr Phe Tyr 
145 150 155 160 

Leu Gly Thr Leu Leu Met Thr Ser Glu Arg Arg Arg Ala lie Trp Ala 
165 170 175 

lie Tyr Val Trp Cys Arg Arg Thr Asp Glu Leu Val Asp Gly Pro Asn 
180 185 190 

Ala Set His lie Thr Pro Thr Ala Leu Asp Arg Trp Glu Ser Arg Leu 

195 200 205 

Glu Asp Leu Phe Arg Gly Arg Pro Phe Asp Met Leu Asp Ala Ala Leu 
210 215 220 

Ser A^>p Tin Veil Till Ly& Phe Piu Val Aop lie Glu Pro Phe Arg Aop 

225 230 235 240 

Met lie Glu Gly Met Arg Met Asp Leu Arg Lys Ser Arg Tyr Lys Asn 
245 250 255 

Phe Asp Glu Leu Tyr Leu Tyr Cys Tyr Tyr Val Ala Gly Thr Val Gly 
260 265 270 

Leu Met: Ser Val Pro Val Met Gly lie Ala Pro Asp Ser Gin Ala Thr 

2 75 280 285 

Thr Glu Ser Val Tyr Asn Ala Ala Leu Ala Leu Gly lie Ala Asn Gin 
29 0 295 300 

Leu Thr Asn lie Leu Arg Asp Val Gly Glu Asp Ala Arg Arg Gly Arg 
305 310 315 320 

Val Tyr Leu Pro Gin Asp Glu Leu Ala Gin Ala Gly Leu Ser Asp Asp 
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3 2 5 J 3 0 3 3 5 

Asp He Phe Ala Gly Glu Va 1 Thf He Lys Tip Arg Asn Phe Met Lyn 
340 345 350 

Asn Gin He Lys Arq Ala Arq Met Phe Phe Asp Met Ala Glu Asn Gly 

3^5 ^560 365 

Val Thr Glu Leu Ser Glu Ala Ser Arg Trp Pro Va 1 Trp Ala Ser Leu 
370 375 3R0 

Leu Leu Tyr Arg Gin He Leu Asp Glu He Glu Ala Asn Asp Tyr Asn 
385 390 395 400 

Asn Phe Tin Ly;j Aiy Ala Tyr Vdl Sex Lys Aid Lys Lys He Aid Ala 
405 410 415 

Leu Pro He Ala Tyr Ala Lys Ser Leu Leu Arg Pro Ser Arg He Tyr 
420 425 430 

Thr Ser Lys Ala 
435 



<210> 131 
<211> 410 

<212> PRT 

<213> Citrus unshiu 
< 4 0 0 > 131 

Met Ala He He Leu Val Arg Ala Ala Ser Pro Gly Leu Scr Ala Ala 
15 10 15 

Asp Ser He Ser His Gin Gly Thr Leu Gin Cys Ser Thr Leu Leu Lys 

20 25 30 

Thr Lys Arg Pro Ala Ala Arg Arg Trp Met Pro Cys Ser Leu Leu Gly 
3 5 4 0 4 5 

Leu His Pro Trp Glu Ala Gly Arg Pro Ser Pro Ala Val Tyr Ser Ser 
50 55 60 

Leu Pro Val Asn Pro Ala Gly Glu Ala Val Val Ser Ser Glu Gin Lys 
65 70 75 80 

Val Tyr Asp Val Va 1 Leu Lys Gin Ala Ala Leu Leu Lys Arg Gin Leu 
35 90 95 

Arg Thr Pro Val Leu Asp Ala Arg Pro Gin Asp Met Asp Met Pro Arg 
10 0 105 110 

Asn Gly Leu Lys Glu Ala Tyr Asp Arg Cys Gly Glu He Cys Glu Glu 
115 120 125 

Tyr Ala Lys Thr Phe Tyr Leu Gly Thr Met Leu Met Thr Glu Glu Arg 
130 135 140 
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Arg Arg Ala lie Trp Ala lie Tyr "Ml Trp Cys Arg Arg Thr Asp Glu 
14 5 1 '■->'■) 155 L60 

Leu Val Asp Gly Pro Asn Ala Asn Tyr lie Thr Pro Thr Ala Leu Asp 
lo5 L 7 0 17 5 

Arg Trp Glu Lys Arg L^u Gin Asp L^u Ph^ Thr Gly Arg Pro Tyr Asp 
180 185 190 

Met Leu Asp Ala Ala L^u Ser Asp Thr T 1 <=> Ser Arq Phe Pro lie Asp 
195 200 205 

lie Gin Pro Phe Arg Asp Met lie Glu Gly Met Arg Ser Asp Leu Arg 

210 215 220 

Lys Thr Arg Tyr Asn Asn Phe Asp Glu Leu Tyr Met Tyr Cys Tyr Tyr 
225 230 235 24 0 

Val Ala Gly Thr Val Gly Leu Met Ser Val Pro Val Met Gly lie Ala 

245 250 255 

Thr Glu Ser Lys Ala Thr Thr Glu Ser Val Tyr Ser Ala Ala Leu Ala 
260 265 270 

Leu Gly lie Ala Asn Gin Leu Thr Asn lie Leu Arg Asp Val Gly Glu 
275 280 285 

Asp Ala Arg Arg Gly Arg lie Tyr Leu Pro Gin Asp Glu Leu Ala Gin 

290 295 300 

Ala Gly Leu Ser Asp Glu Asp lie Phe Lys Gly Val Val Thr Asn Arg 
305 310 315 320 

Trp Arg Asn Phe Met Lys Arg Gin He Lys Arg Ala Arg Met Phe Phe 

325 330 335 

Glu Glu Ala Glu Arg Gly Val Asn Glu Leu Ser Gin Ala Ser Arg Trp 

3-10 345 350 

Pro Val Trp Ala Ser Leu Pen Leu Tyr Arg Gin He Leu Asp Glu Tie 
355 360 365 

Glu Ala Asn Asp Tyr Asn Asn Phe Thr Lys Arg Ala Tyr Val Gly Lys 
370 375 380 

Gly Lys Lys Leu Leu Ala Leu Pro Val Ala Tyr Gly Lys Ser Leu Leu 
385 390 395 400 

Leu Pro Cys Ser Leu Arg Asn Gly Gin Thr 
4 0 5 4 10 



<2 10> 132 

<211> 38 

<212> PRT 

<213> Homo sapiens 
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<-400.» 112 

Leu Ala Gin Giy Ser Lys St- r. Phe Ala Lea Aid lie Arg Leu Leu Pro 
1 5 LO 15 

Pro Glu Leu Arg Arg Ala Val Leu Ala Leu Tyr Leu Tip Cys Arg Ala 
2 0 2 5 3 0 

Ala Asu Asp Val Val Asp 
3 5 



<210> 133 
<211> 225 
<212> PRT 

<-213> Homo sapiens 
<400> 133 

Asp Ala Pro Val Asp Arq Ala Phe Ala Pro Cys Ala Tyr Gin Ala Leu 
15 10 15 

Asp Val Leu Glu Glu Phe A^p lie Pro Arg Glu Pro Phe Arg Asp Leu 
20 25 30 

Tie Glu Asp lie Thr Lys Arg Met Gly Ala Gly Met Ala Met Asp Leu 
35 40 45 

biu Lys Arg Glu Lys Asn Leu Gin Tyr Arg Tyr Ala Thr Phe Glu Asp 
50 55 60 

Leu Leu Arg Tyr Cys Tyr Tyr Val Ala Gly Thr Val Gly Leu Met Met 

6 5 7 0 7 5 8 0 

Ala Arg Leu Met Gly Val Arg Lys Leu Glu Asp Pro Ala Asp Trp Gin 
85 90 95 

Leu Glu Glu Val Leu Asp Leu Arg Ala Cys Asp Leu Gly Leu Ala Leu 
100 105 110 

Giu Leu Tin At.il lie Ala Ai g A^p Val Gly Glu A^p Ala Ary Arg Gly 
115 120 125 

Pro Cys Arg Val Tyr Leu Pro Thr Glu Trp Leu Ser Gin Tyr Gly Leu 
130 135 140 

Ser Leu Glu Asp Leu Leu Ala Pro Glu Asn Thr Asp Lys Arg lie Arg 
145 150 155 160 

Arg Val Leu Arg Arg Leu Leu Asp Asn Ala Arg Ala Tyr Tyr Glu Asp 
165 170 175 

Ala Leu Thr Gly Leu Ala Gly Leu Pro Pro Gin Ser Arg Phe Pro lie 
180 185 190 

Aia Ala Ala Pro Gin Val Tyr Ala Gly lie Gly Asp Ala lie Glu Ala 
195 200 205 

Asn Gly Tyr Asp Val Phe Arg Arg Arg Ala Lys Thr Arg Lys Gly Glu 
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2 10 



• ■? in. n 4 

2 \ l ' 6 6 1 

• :>. 1 "> .= PRT 

<:2 1b Homo saoiens 
<400> 134 

Met Ala Phe Asp Val Ser Cys Phe Phe Trp Val Val Leu Phe Ser Ala 
15 10 15 

Gly Cys Lys Val lie Thr Ser Trp Asp Gin Met Cys lie Glu Lys Glu 
20 25 30 

Ala Asn Lys Thr Tyr Asn Cys Glu Asn Leu Gly Leu Ser Glu lie Pro 
35 40 45 

Asp Thr Leu Pro Asn Thr Thr Glu Phe Leu Glu Phe Ser Phe Asn Phe 

50 55 60 

Leu Pro Thr lie His Asn Arg Thr Phe Ser Arg Leu Met Asn Leu Thr 

65 70 75 80 

Phe Leu Asp Leu Thr Arg Cys Gin lie Asn Trp lie His Glu Asp Thr 

85 90 95 

Phe Gin Ser His His Gin Leu Ser Thr Leu Val Leu Thr Gly Asn Pro 
100 105 110 

Leu lie Phe Met Ala Glu Thr Ser Leu Asn Gly Pro Lys Ser Leu Lys 
115 120 125 

His Leu Phe Leu lie Gin Thr Gly lie Ser Asn Leu Glu Phe lie Pro 
130 135 140 

Val His Asn Leu Glu Asn Leu Glu Ser Leu Tyr Leu Gly Ser Asn His 
145 150 155 160 

He Ser Ser He Lys Phe Pro Lys Asp Phe Pro Ala Arg Asn Leu Lys 
165 170 175 

Val Leu Asp Phe Gin Asn Asn Ala He His Tyr He Ser Arg Glu Asp 
180 185 190 

Met Arg Ser Leu Glu Gin Ala He Asn Leu Ser Leu Asn Phe Asn Gly 
195 200 205 

Asn Asn Val Lys Gly lie Glu Leu Gly Ala Phe Asp Ser Thr Val Phe 
210 215 220 

Gin Ser Leu Asn Phe Gly Gly Thr Pro Asn Leu Ser Val He Phe Asn 

225 230 235 240 
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Gly Leu Gin Asn Ser Thr Thr Gin Ser Leu Trp Leu Gly Thr Phe Giu 

2 4 5 2 5 0 2 5 5 

Asp lie Asp Asp Glu Asp lie Ser Ser Ala Met Leu Lys Gly Leu Cys 

26 0 26 5 2 70 

n\ n M^t- s^r Val Glu Ser Leu Asn L^u Gin Gl\i His Arg Ph" S-*r Asp 
275 280 285 

Tie Ser Ser Thr Thr Phe Gin Cvs Phe Thr Gin Leu Gin Glu Leu Asn 

29 0 295 300 

Leu Thr Ala Thr His Leu Lys Gly Leu Pro Ser Gly Met Lys Gly Leu 

305 310 315 320 

Asn Leu Leu Lys Lys Leu Val Leu Ser Val Asn His Phe Asp Gin Leu 
325 330 335 

Cys Gin lie Ser Ala Ala Asn Phe Pro Ser Leu Thr His Leu Tyr lie 

340 345 ^50 

Arg Gly Asn Val Lys Lys Leu His Leu Gly Val Gly Cys Leu Glu Lys 
355 360 365 

Leu Gly Asn Leu Gin Thr Leu Asp Leu Ser His Asn Asp lie Glu Ala 
370 375 380 

Ser Asp Cys Cys Ser Leu Gin Leu Lys Asn Leu Ser His Leu Gin Thr 
385 390 395 400 

Leu Asn Leu Ser His Asn Glu Pro Leu Gly Leu Gin Ser Gin Ala Phe 
405 410 415 

Lys Glu Cys Pro Gin Leu Glu Leu Leu Asp Leu Ala Phe Thr Arg Leu 

4 20 425 430 

His lie Asn Ala Pro Gin Ser Pro Phe Gin Asn Leu His Phe Leu Gin 
435 440 445 

Val Leu Asn Leu Thr Tyr Cys Phe Leu Asp Thr Ser Asn Gin His Leu 
450 455 460 

Leu Ala Gly Leu Pro Val Leu Arg His Leu Asn Leu Lys Gly Asn His 
465 470 475 480 

Ph^ Gin Asp Gly Thr lie Thr Lys Thr Asn Leu Leu Gin Thr Val Gly 
485 490 495 

Ser Leu Glu Val Leu lie Leu Ser Ser Cys Gly Leu Leu Ser lie Asp 
500 505 510 

Gin Gin Ala Phe His Ser Leu Gly Lys Met Ser His Val Asp Leu Ser 
515 520 525 

His Asn Ser Leu Thr Cys Asp Ser lie Asp Ser Leu Ser His Leu Lys 
530 535 540 
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Gly lie Tyr Leu Asn Leu Ala Ala Asn Ser lie Asn He Tie Set Pro 

5 4 5 5 5 0 : j 5 : j 5 6 3 

Arg Leu Leu Pro He Leu Ser Gin Gin Ser Thr lie Asn Leu Ser His 

56 5 5 7 0 5 7 5 

Asn Pro Leu Asp <^ys Thr ry^ q e r A^n lie His Phe r,«?u Thr Trp Tyr 
580 585 590 

Lvs Glu Asn Leu His Lvs Leu Glu Glv Spr Glu Glu Thr Thr Cvs Ala 
595 600 605 

Asn Pro Pro Ser Leu Arg Gly Val Lys Leu Ser Asp Val Lys Leu Ser 

610 615 620 

Cys Gly Tie Thr Ala Tie Gly He Phe Phe Leu He Val Phe Leu Leu 

625 630 635 640 

Leu Leu Ala He Leu Leu Phe Phe Ala Val Lys Tyr Leu Leu Arg Trp 

645 650 655 

Lys Tyr Gin His He 

660 



<210> 135 
<211> 661 
<212> PRT 

<213> Mus musculus 
<400> 135 

Met Ala Pro Asp He Ser Cys Phe Phe Leu Val Ala Leu Phe Leu Ala 
15 10 15 

Ser Cys Arg Ala Thr Thr Ser Ser Asp Gin Lys Cys He Glu Lys Glu 
20 25 30 

Val Asn Lys Thr Tyr Asn Cys Glu Asn Leu Gly Leu Asn Glu He Pro 
35 40 45 

Gly Thr Leu Pro Asn Ser Thr Glu Cys Leu Glu Phe Ser Phe Asn Val 
50 55 60 

Leu Pro Thr He Gin Asn Thr Thr Phe Ser Arg Leu He Asn Leu Thr 

65 70 75 80 

Phe Leu Asp Leu Thr Arg Cys Gin He Tyr Trp He His Glu Asp Thr 
85 90 95 

Phe Gin Ser Gin His Arg Leu Asp Thr Leu Val Leu Thr Ala Asn Pro 
100 105 110 

Leu He Phe Met Ala Glu Thr Ala Leu Ser Gly Pro Lys Ala Leu Lys 
115 120 125 

His Leu Phe Phe He Gin Thr Gly He Ser Ser He Asp Phe He Pro 
130 13 5 14 0 
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Leu His Asn Gin Lyj Thr Leu Glu Ser Lei. Ty l L-.hi G 1 y Ser Aim Mi:; 
14 5 150 15 5 16 0 

lie Ser Ser lie Lys Leu Pro Lys Gly Pile Pro Thr Glu Lys Leu Lys 
165 170 175 

Val Leu Asd Phe Gin Asn Asn Ala lie His Tvr Leu Ser Lvs Glu Asd 
180 185 190 

Met Ser Ser Leu Gin Gin Ala Thr Asn Leu Ser Leu Asn Leu Asn Gly 
195 200 205 

Asn Asp lie Ala Gly lie Glu Pro Gly Ala Phe Asp Ser Ala Val Phe 
210 215 220 

Gin Ser Leu Asn Phe Gly Gly Thr Gin Asn Leu Leu Val lie Phe Lys 
225 230 235 240 

Gly Leu Lys Asn Ser Thr Tie Gin Ser Leu Trp I.pu Gly Thr Phe Glu 
245 250 255 

Asp Met Asp Asp Glu Asp lie Ser Pro Ala Val Phe Glu Gly Leu Cys 

260 265 270 

Glu Met Ser Val Glu Ser lie Asn Leu Gin Lys His Tyr Phe Phe Asn 

2 75 280 285 

lie Ser Ser Asn Thr Phe His Cys Phe Ser Gly Leu Gin Glu Leu Asp 

290 295 300 

Leu Thr Ala Thr His Leu Ser Glu Leu Pro Ser Gly Lou Val Gly Leu 
305 310 315 320 

Ser Thr Leu Lys Lys Leu Val Leu Ser Ala Asn Lys Phe Glu Asn Leu 
325 330 335 

Cys Gin lie Ser Ala Ser Asn Phe Pro Ser Leu Thr His Leu Ser lie 
340 34 5 350 

Lys Gly Asn Thr Lys Arg Leu Glu Leu Gly Thr Gly Cys Leu Glu Asn 
355 360 365 

Leu Glu Asn Leu Arg Glu Leu Asp Leu Ser His Asp Asp lie Glu Thr 

370 375 380 

Ser Asp Cys Cys Asn Leu Gin Leu Arg Asn Leu Ser His Leu Gin Ser 
385 390 395 4 00 

Leu Asn Leu Ser Tyr Asn Glu Pro Leu Ser Leu Lys Thr Glu Ala Phe 
405 410 4 15 

Lys Glu Cys Pro Gin Leu Glu Leu Leu Asp Leu Ala Phe Thr Arg Leu 
420 425 430 

Lys Val Lys Asp Ala Gin Ser Pro Phe Gin Asn Leu His Leu Leu Lys 
435 44 0 445 
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Val Leu Asn Leu Ser His Ser Leu L-.;ii Asp lie Sei S--l Giu Gin Leu 
4 5 0 4 5 5 4 6 0 

Phe Asp Gly Leu Pro Ala Leu Gin His Leu Asn Leu Gin Gly Asn His 
465 470 475 480 

Phe Pro Lvs Glv Asn lie Gin Lvs Thr Asn Ser Leu Gin Thr Leu Glv 
4 8 5 4 9 0 4 9 5 

Arg Leu Glu lie Leu Val Leu Ser Phe Cys Asp Leu Ser Ser lie Asp 
500 505 510 

Gin His Ala Phe Thr Ser Leu Lys Met Met Asn His Val Asp Leu Ser 

515 520 525 

His Asn Arg Leu Thr Ser Ser Ser lie Glu Ala Leu Ser His Leu Lys 
530 535 540 

Gly lie Tyr Leu Asn Leu Ala Ser Asn His lie Ser Tie lie Leu Pro 
545 550 555 560 

Ser Leu Leu Pro lie Leu Ser Gin Gin Arg Thr lie Asn Leu Arg Gin 

565 570 575 

Asn Pro Leu Asp Cys Thr Cys Ser Asn lie Tyr Phe Leu Glu Trp Tyr 

580 585 590 

Lys Glu Asn Met Gin Lys Leu Glu Asp Thr Glu Asp Thr Leu Cys Glu 
595 600 605 

Asn Pro Pro Leu Leu Arg Gly Val Arg Leu Ser Asp Val Thr Leu Ser 
610 615 620 

Cys Ser Met Ala Ala Val Gly lie Phe Phe Leu lie Val Phe Leu Leu 
625 630 635 640 

Val Phe Ala lie Leu Leu lie Phe Ala Val Lys Tyr Phe Leu Arg Trp 

645 650 655 

Lys Tyr Gin His lie 

660 



^210> 136 
< 211 > 25 
<212> PRT 

<213> Homo sapiens 

<400> 136 

Asn Leu Glu Glu Leu Asp Leu Ser Asn Asn Asn Leu Ser Gly Ser Leu 
15 10 15 

Pro Pro Glu Ser Phe Gly Asn Leu Pro 

20 25 
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210.- 1 I 7 

2 11- 2 5 

2 12, PRT 

<213> Homo sapiens 

< 4 0 0 > 13 7 

Asn L»u Gin Glu Leu Asp Leu Ser Asn Asn &sn L<=ni S-=>r Gly S^r T.^u 
15 10 15 

Pro Pro Glu Ser Phe Glv Asn Leu Pro 

20 25 



< 2 1 0 > 138 
^211^ 25 
<212> PRT 

<213> Homo sapiens 
<400> 138 

Asn Leu Glu Glu Leu Asp Leu Ser Asn Asn Asn L<=»u Ser Gly Ser Leu 
15 10 15 

Pro Pro Glu Ser Phe Gly Asn Leu Pro 

20 25 



<210> 139 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<-400> 139 

Asn Leu Glu Glu Leu Asp Leu Ser Asn Asn Asn Leu Ser Gly Ser Leu 
1 5 10 15 



Pro Pro Glu Ser Phe Gly Asn Leu Pro 

20 25 



<2\0> 14 0 
<211> 54 
c212> PRT 

<213> Homo sapiens 

.400^ 140 

Asn Pro Phe Asn Cys Asp Cys Glu Leu Aro Trp Leu Leu Arg Trp Leu 
15 10 15 

Arg Glu Thr Asn Pro Arg Arg Leu Glu Asp Gin Glu Asp Leu Arg Cys 

20 25 30 

Ala Ser Pro Glu Ser Leu Arg Gly Gin Pro Leu Leu Glu Leu Leu Pro 
35 40 45 

Ser Asp Phe Ser Cys Pro 
50 
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■• 2 1 O • 14 L 

■ 2 i 1 < MO 

<212.> PRT 

<. 2 I i > Homo sapiens 

- 4 n n . 14 1 

Met Pro Glv Pro Ala Thr Asd Ala Glv Lvs He Pro Phe Cvs Asd Ala 
1 s 10 IS 

Lys Glu Glu He Arg Ala Gly Leu Glu Ser Ser Glu Gly Gly Gly Gly 
20 25 30 

Pro Glu Arg Pro Gly Ala Arg Gly Gin Arg Gin Asn Tie Val Trp Arg 

3 5 4 0 4 : J 

Asn Val. Val Leu Met Ser Leu Leu His Leu Gly Ala Val Tyr Ser Leu 
50 55 60 

Val Leu He Pro Lys Ala Lys Pro Leu Thr L^u L^u Trp Ala Tyr Phe 
G5 70 75 80 

Cys Phe Leu Leu Ala Ala Leu Gly Val Thr Ala Gly Ala His Arg Leu 

35 90 ^5 

Trp Ser His Arg Ser Tyr Arg Ala Lys Leu Pro Leu Arg He Phe Leu 
100 105 110 

Ala Val Ala Asn Ser Met Ala Phe Gin Asn Asp He Phe Glu Trp Ser 
115 120 125 

Arg Asp His Arg Ala His His Lys Tyr Ser Glu Tin Asp Ala Asp Pro 
130 13 5 14 0 

His Asn Ala Arg Arg Gly Phe Phe Phe Ser His He Gly Trp Leu Phe 
145 150 155 160 

Val Arg Lys His Arg Asp Val He Glu Lys Gly Arg Lys Leu Asp Val 
155 170 175 

Thr Asp Leu Leu Ala Asp Pro Val Val Arg He Gin Arg Lys Tyr Tyr 
180 185 190 

Lys He Ser Val Val Leu Met Cys Phe Val Val Pro Thr Leu Val Pro 

195 200 205 

Trp Tyr He Trp Gly Glu Ser Leu Tip Asn Ser Tyr Phe Leu Ala Ser 

210 215 220 

lie Leu Arg Tyr Thr He Ser Leu Asn He Ser Trp Leu Val Asn Ser 

225 230 235 24 0 

Ala Ala His Met Tyr Gly Asn Arg Pro Tyr Asp Lys His He Ser Pro 
245 250 255 

Arg Gin Asn Pro Leu Val Ala Leu Gly Ala He Gly Glu Gly Phe His 

260 265 270 
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Asn Tyi Hi- Hi.; Thr Phi: Pro Pho T\ : Sor Aid Giu Pho Gly 

2^5 230 285 

Leu Asu Phe Asn Pro Thr Thr Tip Ph<- j iie Asp Phe Met. Cys Trp Leu 
290 295 300 

Glv Leu Ala Thr Asp Arq Lvs Arq Ala Thr Lvs Pro Met lie Glu Ala 
305 MO 3 15 320 

Arg Lys Ala Arg Thr Gly Asp Ser Ser Ala 

3 2 5 3 3 0 



<210^ 142 

<211> 357 

<212> PRT 

<213> Gallus gallus 

< 4 0 0 14 2 

Met Pro Ala His Leu Lou Gin Glu Glu Glu Phc Ser Ser Ala Ser Ser 
1 5 10 15 

Thr Thr Thr Val Thr Ser Arg Val Thr Lys Asn Gly Asn Val Tie Met 
2 0 2 5 3 0 

Glu Lys Asp Leu Leu Asn Hrs Asp Asp Val Ala Ala Glu Arg Gly Met 
35 40 45 

Val Asp Asp Leu Phe Asp Glu Thr Tyr Arg Glu Lys Glu Gly Pro Lys 

50 55 60 

Pro Pro Leu Arq Tyr Val Trp Arg Asn lie lie Leu Met Ser Leu Leu 

65 70 75 80 

His Leu Gly Ala lie lie Gly Leu Thr Leu lie Pro Ser Ala Lys lie 

85 90 95 

Gin Thi Lou Ale* Trp Ala lie Lou C'jj Phe Val Luu 3ci Ala Lou Gly 
100 105 110 

lie Thr Ala Gly Ser His Arg Leu Trp Ser His Arg Ser Tyr Lys Ala 
115 120 125 

Thr Leu Pro Leu Arg lie Phe Leu Thr lie Ala Asn Ser Met Ala Phe 
13 0 135 140 

Gin Asn Asp lie Tyr Glu Trp Ala Arg Asp His Arg Val His His Lys 
145 150 155 160 

Phe Ser Glu Thr His Ala Asp Pro His Asn Ala Met Arg Gly Tyr Phe 
165 170 17b 

Phe Ser His Met Ala Trp Leu Leu Val Arg Lys His Pro Asp Val lie 
130 185 190 

Glu Lys Gly Gin Lys Leu Asp Leu Ser Asp Leu Lys Ala Asp Lys Val 
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Val Mel'. Phe .3 1 r . A> g Arg Tyi Tyi Lys Pio 3ei Val Val Leu Leu Cy.~j 
2 10 2 1 "3 2 2 0 

Phe Thr Leu Pro Thr Leu Val Pro Trp Tyr Phe Trp Asp Glu Ser lie 

2 2 S ?M 2 3 5 2 4 n 

He Tie Ser Plv- P»i^ H^ Pro Ala He Leu Arg Tyr Thr Leu Gly Leu 
2 4 S 2 5 0 2 5 5 

Asn Ala Thr Trp Leu Val Asm Ser Ala Ala His Met Phe Gly Asn Arg 
260 265 270 

Pio Tyi Asp Gin Aoii lie Asn Pio Arg Glu A^n Pro Leu Val Ser Val 
275 280 285 

Gly Ala Leu Gly Glu Gly Phe His Asn Tyr His His Thr Phe Pro Tyr 
290 295 300 

Asp Tyr Ser Thr" Ser Glu Phe Gly Trp Arg Phe Asn Leu Thr Thr Ala 
305 310 315 320 

Phe He Asp Leu Met Cys Leu Leu Gly Leu Ala Ser Asp Arg Lys Lys 
325 330 335 

Val Ser Lys Glu Val ile Leu Ala Arg Lys Met Arg i'hr Gly Asp Gly 
34 0 345 350 

Ser His Lys Ser Gly 
355 



<210> 143 
< 2 1 1 > 3 2 4 
<212> PRT 

<213> Ctenopharyngodon idella 
<.400^ 143 

Met Pro Asp M^t Asp I 1 ^ Lys Ala Gin Ala Arg Arg Ala Glu Thr Val 
15 10 15 

Glu Asp Val Phe Asp His Thr Tyr Lys Glu Lys Glu Gly Pro Lys Pro 
20 25 30 

Pro Tie Val Val Val Trp Arg Asn Val Tie Leu Met Thr Leu Leu Hrs 
35 40 45 

Thr Gly Ala Leu Tyr Gly Leu Leu Leu He Pro Ser Ala Ser Phe Leu 
50 55 60 

Thr Leu He Tip Thr Phe Ala Cys Phe Val Tyr Ser Ala Leu Gly He 
65 7 0 75 80 

Thr Ala Gly Ala His Arg Leu Trp Ser His Arg Ser Tyr Lys Ala Ser 

85 90 95 
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L eu p r:> At.-.j He Phe Leu Ala Phe Ala Asa Set Met Ala Phe Gin 

1 •„ 10 5 110 

Asa Asp lie Tyt Glu Tip Ser Arg Asp His Arg Val His His Lys Tyr 
115 12 0 12 5 

Ser Glu Thr Asp Ala Asp Pro His Asn Ala Val Arg Oly Ph« Phe Phe 
130 135 140 

Ala His Tl<=« Glv Trn Leu Leu Val Ara I,vs His Pro Asn Val lie Glu 
145 150 155 160 

Lys Gly Arg Lys Leu Glu lie Ser Asp Leu Lys Ala Asp Lys Val Val 

165 170 175 

Met Phe Gin Arg Arg His Tyr Lys Pro Ser Val Leu Leu Met Cys Phe 
180 185 190 

Phe Val Pro Met Phe Val Pro Trp Phe Phe Trp Gly Glu Thr Leu Trp 

195 2 00 205 

Val Ala Tyr Phe Val Pro Thr Val Leu Arg Tyr Thr Leu Val Leu Asn 
210 215 220 

Ala Thr Trp Leu Val Asn Ser Ala Ala His Met Trp Gly Asn Arg Pro 
225 230 235 240 

Tyr Asp Ser Thr lie Asn Pro Arg Glu Asn Arg Phe Val Thr Phe Ser 

245 250 255 

Ala lie Gly Glu Gly Phe His Asn Tyr His His Thr Phe Pro Phe Asp 
260 265 270 

Tyr Ser Thr Ser Glu Tyr Gly Trp Lys Leu Asn Leu Thr Thr Cys Phe 

275 280 285 

lie Asp Leu Met Cys Phe Leu Gly Leu Ala Ser Asp Pro Lys Arg Val 

290 295 300 

Ser Arg Glu Ala Val Leu Ala Arg Val Gin Arg Thr Gly Asp Gly Ser 
305 310 315 320 

His Arg Ser Gly 



< 2 1 0 > 14 4 
<211> 327 
<212> PRT 

<213> Cyprinus carpi o 
c400> 144 

Met Pro Asp Arg Glu lie Lys Ser Pro lie Trp His Pro Glu Pro Gly 
15 10 15 

Thr Val Glu Asp Val Phe Asp His Thr Tyr Lys Glu Lys Glu Gly Pro 

20 25 30 
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Lys I'fo P i o Thr Val lie Val Trp Arg Asn Va I II- Leu Met. Ser Leu 
J 5 4 0 4 5 

Leu Hi:-; Leu Gly Ala Leu Tyr Gly Leu Phe Leu Pile Pro Ser Ala Arg 
SO 5 5 6 0 

Ala Leu Thr Trp lie Trp Phe Phe Gly Cvs Leu Leu Phe Ser Ala Leu 
6 5 7 0 7S 8 0 

fUy lie Thr Ala Gly Ala His Arg Leu Trp Ser His Arg Ser Tyr Lys 
85 90 95 

Ala Ser Leu Pro Leu Gin lie Phe Leu Ala Leu Gly Asn Ser Met Ala 
100 105 110 

Phe Gin Asn Asp II Tyr Glu Trp Ser Arg Asp His Arg Val His His 
115 120 125 

Lys Tyr Ser Glu Thr Asp Ala Asp Pro His Asn A La Val Arg Gly Phe 
130 13 5 1-10 

Phe Phe Ser His Val Gly Trp Leu Leu Val Arg Lys His Pro Asp Val 
145 150 155 160 

lie Glu Lys Gly Arg Lys Leu Glu Leu Ser Asp Leu Lys Ala Asp Lys 

16b 170 175 

val Val Met Phe Gin Arg Arg Phe Tyr Lys Pro Ser Val Leu Leu Met 
180 185 190 

Cys Phe Phe Val Pro Thr Phe Val Pro Trp Tyr Val Tip Gly Glu Ser 
19 5 200 205 

Leu Trp Val Ala Tyr Phe Val Pro Ala Leu Leu Arg Tyr Ala Leu Val 
210 215 220 

Leu Asn Ala Thr Trp Leu Val Asn Ser Ala Ala His Met Trp Gly Asn 

225 23 0 235 240 

Arg Pro Tyr Asp Ser Ser lie Asn Pro Arg Glu Asn Arg Phe Val Thr 
245 250 255 

Phe Ser Ala lie Gly Glu Gly Phe His Asn Tyr His His Thr Phe Pro 

260 2G5 270 

Phe Asp Tyr Ala Thr Ser Glu Phe Gly Cys Lys Leu Asn Leu Thr Thr 
275 280 285 

Cys Cys Phe lie Asp Leu Met Cys Phe Leu Gly Leu Ala Arg Glu Pro 

290 295 300 

Lys Arg Val Ser Arg Glu Ala Val Leu Ala Arg Ala Gin Arg Thr Gly 
305 310 315 320 

Asp Gly Ser His Trp Ser Gly 
325 
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. 1 . ■ ■ L -1 5 

. 2 1 i > 3 2 4 

i > PR! 

; 2 1 3 *> Cyprinus carpio 



■400, 145 

Met Pro Asp Arg Asp Tie 
1 5 



Lys Ser Pro Tie Trn His Pro GLu Thr Val 
10 IS 



Glu Asp Val Phe Asp His 
20 



Thr Tyr Lys Glu Lys Glu Glv Pro Lys Pro 
25 30 



?iu Thr Val lie Val Tip 
35 



Arg Atui Val Leu Leu Me L A lei Phe LcU His 
40 45 



Thr Gly Ala Leu Tyr Gly 
50 



Leu Val Leu Phe Pro Ser Ala Ser Val Leu 
55 60 



Tht Trp lie Tip Phe Leu 
65 70 



Ala Cys Phe Val Phe Set Ala Leu Gly Val 
75 80 



Thr Ma Gly Ala His Arg 
85 



Leu Trp Ser Arg Arg Ser Tyr Lys Ala Ser 
90 95 



Leu Pro Leu Arg lie Phe 
100 



Leu Ala Phe Ala Asu ber Me c Gly Phe Gin 
105 110 



Asn Asp lie Tyr Glu Trp 
115 



Ser Arg Asp His Arg Val Hrs His Lys Tyr 
12 0 12 5 



Ser Glu Thr Asp Ala Asp 
130 



Pro His Asn Ala Val Arg Gly Phe Phe Phe 
135 140 



Ser His lie Gly Trp Leu 
145 150 



Leu Val Arg Lys His Pro Asp Val lie Glu 
155 160 



L)o Gly A.i_>-J Ly'i) LcL» Glu 

165 



Lc-:U Sel A^p IcU Ly lj Aid A^.p L;/b Veil Vu.1 
170 175 



Met Phe Gin Arg Arg Phe 
180 



Tyr Lys Ser Ser Val Leu Leu Met Gys Phe 
185 190 



Phe Val Pro Thr Phe Val 
19S 



Pro Trp Tyr Val Trp Gly Glu Ser Leu Trp 
200 205 



Val Ala Tyr Phe Val Pro 

2 10 



Ala Val Leu Arg Tyr Ala Leu Val Leu Asn 
215 220 



Ala Thr Trp Leu Val Asn 

225 230 



Ser Ala Ala His Met Trp Gly Asn Arg Pro 
235 240 



Tyr Asp Ser Ser lie Asn 
245 



Pro Arg Glu Asn Arg Phe Val Ala Phe Ser 
250 255 



Ala lie Gly Glu Gly Phe His Asn Tyr His His Thr Phe Pro Phe Asp 
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2 6 0 2 6 5 2 7 0 

Tyr Ala rhr Ser Glu Phe Gly Cys Lys Leu Asn Leu Thr Thr Cys Phe 
275 2S0 285 

lie Asp Leu Met Cys Phe Leu Gly Leu Ala Arq Glu Pro Lys Arq Val 

2^0 295 300 

Ser Arg Glu Ala Ala Leu Ala Arg Ala Gin Arg Thr Gly Asp Gly Ser 
305 310 315 320 

His Arg Thr Gly 



<210> 146 
<211> 248 
<212> PRT 

<213> Homo sapiens 
<400> 146 

lie Leu Leu Gly Ala Leu His Leu Gly Ala Leu Tyr Leu Leu Ala Leu 
15 10 15 

Leu Pro Thr Glu Leu Lys Trp Lys Thr Val lie Val Ala Leu Leu Leu 
20 25 30 

Tyr Val He Thr Gly Gly Leu Gly He Thr Ala Gly Tyr His Arg Leu 
ib 40 45 

Trp Ser His Arg Ser Tyr Lys Ala Lys Leu Pro Leu Arg He Phe Leu 
50 55 60 

Ala He Phe Gly Thr Leu Ala Val Gin Gly Ser He Tyr Glu Trp Ala 
65 70 75 80 

Arg Asp His Arg Ala His His Lys Tyr Ser Asp Thr Asp Ala Asp Pro 

8 5 DO 3 5 

His Asp Ala Asn Arg Gly Phe Phe Phe Ser His Val Gly Trp Leu Leu 
10 0 105 110 

Val Lys Lys His Pro Ala Val Lys Glu Lys Gly Lys Lys Leu Asp Leu 
115 120 125 

Ser Asp Leu Lys Ala Asp Pro Val Val Arg Phe Gin His Arg Tyr Tyr 
130 135 140 

He Pro Leu Met Val Leu Met Gly Phe He Leu Pro Thr Leu Val Pro 
145 150 155 160 

Gly Tyr Leu Trp Gly Glu Thr Phe Trp Gly Gly Phe Val Trp Ala Gly 
165 170 175 

Phe Leu Arg Leu Val Phe Val Leu His Ala Thr Trp Cys Val Asn Ser 
180 185 190 
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Ala Ala Hi:.; Lys Phe Gly Tyr At 9 Pro Tyr Asp Ser Arg lie Thr Pro 

1 ■) c : :-: 0 0 205 

Arg Asn Asn Trp Leu Val Ala Leu Va 1 Thr Phe Gly Glu Gly Trp His 

210 215 220 

Asn Ph^ His H 1 s Thr Ph^ Pro Tyr Asp Tyr Arg Asn Ala Glu Lys Trp 
225 230 235 240 

Lvs Tro Glu Tvr Asn Leu Thr Lvs 
24 5 



<210> 14 7 
<211-> 383 
<212> PRT 

<213> Homo sapiens 
<400> 147 

Met Leu Glu Glu Pro Arg Pro Arg Pro Pro Pro Ser Gly Leu Ala Gly 
15 10 15 

Leu Leu Phe Leu Ala Leu Cys Ser Arg Ala Leu Ser Asn Glu lie Leu 
20 25 30 

Gly Leu Lys Leu Pro Gly Glu Pro Pro Leu Thr Ala Asn Thr Val Cys 

3^ 40 45 

Leu Thr Leu Ser Gly Leu Ser Lys Arg Gin Leu Gly Leu Cys Leu Arg 
50 55 60 

Asn Pro Asp Val Tht Ala Ser Ala Leu Gin Gly Leu His lie Ala Val 
65 7 0 75 80 

His Glu Cys Gin His Gin Leu Arg Asp Gin Arg Trp Asn Cys Ser Ala 
85 90 95 

Leu Glu Gly Gly Gly Arg Leu Pro His His Ser Ala lie Leu Lys Arg 

100 105 110 

Gly Phe Arg Glu Ser Ala Phe Ser Phe Ser Met Leu Ala Ala Gly Val 
115 120 125 

Met Hrs Ala Val Ala Thr Ala Cys Ser Leu Gly Lys Leu Val Ser Cys 
130 135 140 

Gly Cys Gly Trp Lys Gly Ser Gly Glu Gin Asp Arg Leu Arg Ala Lys 
145 150 155 160 

Leu Leu Gin Leu Gin Ala Leu Ser Arg Gly Lys Ser Phe Pro His Ser 
165 170 175 

Leu Pro Ser Pro Gly Pro Gly Ser Ser Pro Ser Pro Gly Pro Gin Asp 
180 185 190 

Thr Trp Glu Trp Gly Gly Cys Asn Hrs Asp Met Asp Phe Gly Glu Lys 
195 200 205 
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Phe Ser At q Asp Ph*.- Leu Asp Ser Ary Glu Ala Pro Ar. y Asp lie Gin 
2 L 0 2 15 2 2 0 

Ala Ary Met Ary lie His Asn Asn Ary Val Gly Ary Gin Val Val Thr 
225 230 235 240 

Glu Asn Leu Lys Arq Lvs Cys Lvs Cys His Gly Thr Ser Gly Ser Cys 
245 250 255 

Gin Phe Lys Thr Cys Trp Arg Ala Ala Pro Glu Phe Arg Ala Val Gly 
260 265 270 

Ala Ala Leu Arg Glu Arg Leu Gly Arg Ala lie Phe lie Asp Thr His 

275 280 285 

Asn Arg Asn Ser Gly Ala Phe Gin Pro Arg Leu Arg Pro Arg Arg Leu 
290 295 300 

Ser Gly Glu Leu Val Tyr Phe Glu Lys Ser Pro Asp Phe Cys Glu Arg 
305 310 315 320 

Asp Pro Thr Met Gly Ser Pro Gly Thr Arg Gly Arg Ala Cys Asn Lys 
325 330 335 

Thr Ser Arg Leu Leu Asp Gly Cys Gly Ser Leu Cys Cys Gly Arg Gly 

340 345 350 

His Asn Val Leu Arg Gin Thr Arg Val Glu Arg Cys His Cys Arg Phe 
355 360 365 

His Trp Cys Cys Tyr Val Leu Cys Asp Glu Cys Lys Val Thr Glu Trp 
370 375 380 

Val Asn Val Cys Lys 
385 



2 1 0 - 14 3 
<2 1 1 > 389 
<212> PRT 

<213> Homo sapiens 
<400> 148 

Met Leu Glu Glu Pro Ary Pro Ary Pro Pro Pro Ser Gly Leu Ala Gly 
15 10 15 

Leu Leu Phe Leu Ala Leu Cys Ser Ary Ala Leu Ser Asn Glu lie Leu 

20 25 30 

Gly Leu Lys Leu Pro Gly Glu Pro Pro Leu Thr Ala Asn Thr Val Cys 
35 40 45 

Leu Thr Leu Ser Gly Leu Ser Lys Ary Gin Leu Asp Leu Cys Leu Ary 
50 55 60 

Asn Pro Asp Val Thr Ala Ser Ala Leu Gin Gly Leu His lie Ala Val 
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His Glu Cys Gin His Gin Leu Arg Asp Gin Arg Trp Asn Cys Sor Ala 
85 90 95 

Leu Glu Gly Gly Gly Arg Leu Pro His His Ser Ala lie Leu Lys Arg 
100 10? 110 

Gly Phe Arg Glu Ser Ala Phe Ser Phe Ser Met. Leu Ala Ala Gly Va 1 
1 1 5 120 125 

Met His Ala Val Ala Thr Ala Cys Ser Leu Gly Lys Leu Val Ser Cys 
130 135 140 

Gly Cys Gly Trp Lys Gly Ser Gly Glu Glu Asp Arg Leu Aig Ala Lys 
145 150 155 160 

Leu Leu Gin Leu Gin Ala Leu Ser Arg Gly Lys Ser Phe Pro His Ser 
165 170 175 

Leu Pro Ser Pro Gly Pro Gly Ser Ser Pro Ser Pro Gly Pro Gin Asp 
180 185 190 

Thr Trp Glu Trp Gly Gly Cys Asn His Asp Met Asp Phe Gly Glu Lys 
195 200 205 

Phe Ser Arg Asp Phe Leu Asp Ser Arg Glu Ala Pro Arg Asp lie Gin 
210 215 220 

Ala Arg Met Arg lie His Asn Asn Arg Val Gly Arg Gin Val Val Thr 
22 5 230 235 2 10 

Glu Asn Leu Lys Arg Lys Cys Lys Cys Hrs Gly Thr Ser Gly Ser Cys 
245 250 255 

Gin Phe Lys Thr Cys Trp Arg Ala Ala Pro Glu Phe Arg Ala Val Gly 

260 265 270 

Ala Ala Leu Arg Glu Arg Leu Gljr Aig Ala lie Phe lie A^p Thr His 
275 280 285 

Asn Arg Asn Ser Gly Ala Phe Gin Pro Arg Leu Arg Pro Arg Arg Leu 
290 295 300 

Ser Gly Glu Leu Val Tyr Phe Glu Lys Ser Pro Asp Phe Cys Glu Arg 
305 310 315 320 

Asp Pro Thr Met Gly Ser Pro Gly Thr Arg Gly Arg Ala Cys Asn Lys 
325 330 335 

Thr Ser Arg Leu Leu Asp Gly Cys Gly Ser Leu Cys Cys Gly Arg Gly 
340 345 350 

His Asn Val Leu Arg Gin Thr Arg Val Glu Arg Cys His Cys Arg Phe 
355 360 365 

His Trp Cys Cys Tyr Val Leu Cys Asp Glu Cys Lys Val Thr Glu Trp 
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7a 1 Asn Veil Cys Lys 
385 



-••?in-. 149 

<211> 389 
< 2 1 2 > PRT 

c 2 1 3 > Mus mus cuius 
<400> 149 

Met Leu Glu Glu Pro Arg Ser Arg Pro Pro Pro Leu Gly Leu Ala Gly 
15 10 15 

Leu Leu Phe Leu Ala Leu Phe Ser Arg Ala Leu Ser Asn Glu lie Leu 
20 25 30 

Gly Leu Lys Leu Pro Gly Glu Pro Pro Leu Thr Ala Asn Thr Val Cys 
35 40 45 

Leu Thr Leu Ser Gly Leu Ser Lys Arg Gin Leu Gly Leu Cys Leu Arg 
50 55 60 

Ser Pro Asp Val Thr Ala Ser Ala Leu Gin Gly Leu His lie Ala Val 
65 70 75 80 

His Glu Cys Gin His Gin Leu Arg Asp Gin Arg Trp Asn Cys Ser Ala 

85 90 95 

Leu Glu Gly Gly Gly Arg Leu Pro His His Scr Ala lie Leu Lys Arg 
100 105 110 

Gly Phe Arg Glu Ser Ala Phe Ser Phe Ser Met Leu Ala Ala Gly Val 
115 120 125 

Met His Ala Val Ala Thr Ala Cys Ser Leu Gly Lys Leu Val Ser Cys 

130 135 140 

Gly Cys Gly Trp Lys Gly Ser Gly Glu Gin Asp Arg Levi Arg Ala Lys 
145 150 155 160 

Leu Leu Gin Leu Gin Ala Leu Ser Arg Gly Lys Thr Phe Pro lie Ser 
165 170 175 

Gin Pro Ser Pro Val Pro Gly Ser Val Pro Ser Pro Gly Pro Gin Asp 
180 185 190 

Thr Trp Glu Trp Gly Gly Cys Asn His Asp Met Asp Phe Gly Glu Lys 
195 200 205 

Pile Ser Arg Asp Phe Leu Asp Ser Arg Glu Ala Pro Arg Asp lie Gin 
210 215 220 

Ala Arg Met Arg lie His Asn Asn Arg Val Gly Arg Gin Val Val Thr 

225 230 235 240 
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Giu Asn Leu Lys Arg Lys Cys Lys Cys His Gly Thr Set Gly Ser Cys 
245 250 2 5 5 

Gin Phe Lys Thr Cys Trp Arg Ala Ala Pro Glu Phe Arg Ala He Gly 

260 265 270 

«U 0,1 a Leu Arg Glu Arg L^u S~r Arg Ala Tie Ph~ T 1 <=> A^p Thr Hi^ 
275 280 285 

Asn Arq Asn Ser Glv Ala Phe Gin Pro Arq Leu Ara Pro Ara Ara Leu 
290 295 300 

Ser Gly Glu Leu Val Tyr Phe Glu Lys Ser Pro Asp Phe Cys Glu Arg 
305 310 315 320 

Asp Pro Thr Leu Gly Ser Pro Gly Thr Arg Gly Arg Ala Cys Asn Lys 
325 330 335 

Thr Ser Arg Leu Leu Asp Gly Cys Gly Ser Leu Cys Cys Gly Arg Gly 

340 3 45 350 

His Asn Val Leu Arg Gin Thr Arg Val Glu Arg Cys His Cys Arg Phe 

355 360 365 

His Trp Cys Cys Tyr Val Leu Cys Asp Glu Cys Lys Val Thr Glu Trp 
370 375 380 

Val Asn Val Cys Lys 

38b 



.210^ 150 
< 2 1 1 > 3 9 0 
<212> PRT 

r213> Takifugu rubripes 

<: 4 0 0 > 150 

Met Glu Pro Pro His Lys Phe Arg Trp Asp Lys Phe Leu He Leu Ala 
15 10 15 

Thr Ala Leu Met Ser Pro Ala Phe Thr Val Leu Cys Asn Asp He Leu 

20 25 30 

Ser Leu Lys Val Ala Gly Glu Pro Val Leu Thr Pro Asn Ser Val Cys 

35 40 45 

Leu Lys Leu Ala Gly Leu Ser Lys Arg Gin Met Arg Met Cys Val Arg 
50 55 60 

ser Pro Asp Ala Thr Ala Ser Aia Leu Gin Gly He Gin Val Ala He 
65 70 75 80 

His Glu Cys Gin Tyr Gin Leu Arg Asp Gin Arg Trp Asn Cys Ser Ser 
85 90 95 

Leu Glu Gly Leu Gly Lys Leu Pro His His Asn Thr lie Leu Asn Arg 
100 105 110 
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Gl y Phe Aig Glu 5-ir Ala Phe S-r L-ru A La Mot Leu Ala Ala Giy '/_« L 
115 120 L25 

Ala His Sei Val Ala Set Ala Cys Sei Met Gly Lys Leu Ary Gly Cys 
130 135 140 

Gly Cvs Glu Ala Lys Arq Arq Gin Ago Asp Asp Lvs lie Arq Leu Lvs 
14 5 15 0 15 5 16 0 

Leu Thr Gin Leu Gin Leu Gin Ser Leu Gin Lys Asp Asp Leu Ser Ser 
165 170 175 

Met Gin Glu Thr Trp Glu Trp Gly Gly Cys Ser His Asp Val Arg Tyr 
180 1S5 190 

Gly Asp Arg Phe Ser Arg Asp Trp Leu Asp Ser Arg Gly Ser Pro Arq 
195 200 205 

Asp lie His Ala Arg Met Lys He His Asn Asn Arg Val Gly Arg Gin 
210 215 220 

lie Val Thr Asp Asn Met Lys Arg Lys Cys Lys Cys His Gly Thr Ser 
225 230 235 24 0 

Gly Ser Cys Gin Phe Gin Thr Cys Trp His Val Ser Pro Glu Phe Arg 

^4 5 250 25b 

Leu Val Gly Ser Leu Leu Lys Glu Lys Phe Leu Ser Ala lie Leu Val 

260 265 270 

Asn Ser Gin Asn Lys Asn Asn Gly Val Phe Asn Pro Arg lie Gly Sei 
2 75 280 285 

Gly Val Ser Gly Ser Thr Gly Gly Leu Asn Gly Gly Arg Arg Arg Ser 
290 295 300 

Met Ser Arg Glu Leu Val Tyr Phe Glu Lys Ser Pro Asp Phe Cys Glu 
3 05 310 315 320 

Pro Asn Leu Ser Val Asp Ser Ala Gly Thr Gin Gly Arg lie Cys Asm 
325 330 335 

Lys Thr Ser Gin Ser Thr Asp Ser Cys Gly Ser Leu Cys Cys Gly Arg 

340 345 350 

Gly His Asn lie Leu Lys Lys Thr His Ser Glu Arg Cys Asn Cys Arg 
355 360 365 

Phe His Trp Cys Cys Tyr Val Leu Cys Glu Glu Cys Arg Leu Thr Glu 
370 375 380 

Trp Val Asn Val Cys Lys 
385 390 



<210> 151 
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■ 2 11 > 4 17 
.: 1 .. - PPT 

2 13 ■ > M u s m u 13 cuius 
< 4 0 0 > 1 5 1 

Met Gly Ser Ala His Pro Arg Pro Trp Leu Arq Leu Pro Gin Gly Pro 
1 S in IS 

Gin Pro Arq Pro Glu Phe Trp Ala L^u T,*»n Phe Phe Leu Leu L^u T.^u 
2 0 2 5 3 0 

Ala Ala Ala Val Pro Arg Ser Ala Pro Asn Asp lie Leu Gly Leu Arq 
35 40 45 

Leu Pro Pro Glu Pro Val Leu A^n Ala Aon Thr Val Cys Leu Thr Leu 
50 55 60 

Pro Gly Leu Ser Arg Arg Gin Met Glu Val Cys Val Arg His Pro Asp 
65 70 75 80 

Val Ala Ala Ser Ala He Gin Gly He Gin He Ala He His Glu Cys 
85 90 95 

Gin His Gin Phe Arg Asp Gin Arg Trp Asn Cys Ser Ser Leu Glu Thr 
100 105 . 110 

Arg Asn Lys Val Pro Tyr Glu Ser Pro He Phe Ser Arg Gly Phe Arg 
115 12 0 12 5 

Glu Ser Ala Phe Ala Tyr Ala He Ala Ala Ala Gly Val Val His Ala 
130 135 140 

Val Ser Asn Ala Cys Ala Leu Gly Lys Leu Lys Ala Cys Gly Cys Asp 
145 150 155 160 

Ala Ser Arg Arg Gly Asp Glu Glu Ala Phe Arg Arg Lys Leu His Arg 
165 170 175 

Leu Glu Leu Aop Ala Leu Glu A^_^ Gly Ly Gly Lea Ser Hio Gly Vul 
180 185 190 

Pro Glu His Pro Ala He Leu Pro Ala Ser Pro Gly Leu Gin Asp Ser 
195 200 205 

Trp Glu Trp Gly Gly Cys Ser Pro Asp Val Gly Phe Gly Glu Arg Phe 
^210 215 220 

Ser Lys Asp Phe Leu Asp Ser Arg Glu Pro His Arg Asp He His Ala 
225 230 235 240 

Arg Met Arg Leu His Asn Asn Arg Val Gly Arg Gin Ala Val Met Glu 
245 250 255 

Asn Met Arg Arg Lys Cys Lys Cys His Gly Thr Ser Gly Ser Cys Gin 

260 265 270 

Leu Lys Thr Cys Trp Gin Val Thr Pro Glu Phe Arg Thr Val Gly Ala 



260 



2 75 



280 



28b 



Leu Leu Arg Asn Arg Phe His Arg Ala Tin Leu lie A:g Pro His A sr. 
290 295 3 00 

Arg Asn Gly Gly Gin Leu Glu Pro Glv Pro Ala Gly Ala Pro Ser Pro 
} 0 " mo \ ) ! , * 5 0 

Ala Pro Gly Thr Pro Gly Leu Arg Arg Arg Ala Ser H i s S-^r Asn Leu 
3 2 5 ^0 3 3 5 

Val Tyr Phe Glu Lys Ser Pro Asn Phe Cys Glu Arg Glu Pro Arg Leu 
340 345 350 

A^p Sei Ala Gly Thr Veil Gly Ai.g Lou Cy^ Asn Lys Srji 3d Tin Gly 
355 360 365 

Pro Asp Gly Cys Gly Ser Met Cys Cys Gly Arg Gly His Asn lie Leu 
370 375 380 

Arg Gin Thr Arg Ser Glu Arg Cys His Cys Arg Phe His Tip Cys Cys 
385 390 395 400 

Phe Val Val Cys Glu Glu Cys Arg Tie Thr Glu Trp Val Ser Val Cys 
405 410 415 

Lys 



.210, 15 2 
<211^ 115 
<212> PRT 

<213> Homo sapiens 
<400> 152 

Leu Cys Arg Ser Leu Pro Gly Leu Ser Pro Arg Gin Arg Gin Leu Cys 
15 10 15 

Arg Arg Asn Pro Asp Val Met Ala Ser Val Ser Glu Gly Ala Gin Leu 
20 25 30 

Ala lie Gin Glu Cys Gin His Gin Phe Arg Gly Arg Arg Trp Asn Cys 
35 40 45 

Ser Thr Leu Asp Ser Leu Asn Glu Arg Ser Val Phe Gly Lys Val Leu 
5 0 5 5 6 0 

Lys Lys Gly Thr Arg Glu Thr Ala Phe Val Tyr Ala lie Ser Ser Ala 
65 70 7 5 80 

Gly Val Ala His Ala Val Thr Arg Ala Cys Ser Glu Gly Glu Leu Glu 
85 90 95 

Ser Cys Gly Cys Asp Asp Lys Arg Lys Ala Asp Glu Glu Arg Leu Arg 
100 105 110 
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lie Lys Leu 

1 15 



<.^10> 153 
<211> 85 
<■ ? 1 ? -» PPT 

<213> Homo saoiens 
<400> 153 

Met Ser Cys Ser Cys Gly Gly Asn Cys Gly Cys Gly Ser Gly Cys Lys 
15 10 15 

Cys Gly Ser Gly Cys Gly Gly Cys Lys Met Tyr Pro Asp Leu Ser Glu 
20 25 30 

Thr Thr Ser Ser Thr Thr Thr Glu Ala Thr Thr Leu Val Leu Gly Val 
35 40 45 

Ala Pro Glu Lys Lys Ala Gin Ph*» Glu Gly Ser Glu Met: Gly Val Ala 
50 55 60 

Val Ala Ala Glu Glu Asn Gly Cys Lys Cys Gly Ser Asn Cys Lys Cys 
65 70 ^5 80 

Asp Pro Cys Asn Cys 

85 



<210> 154 
; 2 1 1 19 3 
<212> PRT 

<213> Homo sapiens 
<400> 154 

Arg Asp Arg Asp Ala Arg Ser Leu Met Asn Leu His Asn Asn Glu Ala 
15 10 15 

Gly Arg Lyo Ala V<*1 L y _> Sei Hio M«L Aiy Aig Glu Cy^ Lyo Cyt* His 
20 25 30 

Gly Val Ser Gly Ser Cys Ser Leu Lys Thr Cys Trp Leu Ser Leu Pro 
35 40 45 

Asp Phe Arg Glu Val Gly Asp Leu Leu Lys Glu Lys Tyr Asp Gly Ala 
50 55 60 

lie Glu Val Glu Val Asn Lys Arg Gly Lys Gly Gin Arg Ser Leu Ser 
65 70 75 80 

Ser Arg Lys Gin Ala Ser Ala Leu Glu Ala Ala Asn Glu Arg Phe Lys 

85 90 95 

Lys Pro Thr Arg Asn Gin Tyr Thr Asp Leu Val Tyr Leu Glu Lys Ser 
100 105 110 

Pro Asp Tyr Cys Glu Arg Asp Arg Glu Thi Gly Ser Leu Gly Thr Gin 
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Gly Arg Val Cys Asn Lys Tin: Ser Lys Giy Leu 'Jin Trp Arg Asp Gly 

130 135 140 

Cvs Glu Leu Leu Gys Cys Gly Arg Gly Tyr Asn Thr Glu Gin Lys Val 

14^ l sn ] ^ 160 

Glu Arg Thr Glu Lys Cys Asn Gys Lys Phe His Asn Gly Trp rys Cys 
1 6 S 17 0 17 5 

Tvr Val Lys Cys Glu Glu Cys Thr Glu Val Val Glu Val His Thr Cys 

180 185 190 

Lys 



<210> 155 

..- 2 1 1 -> 3 4 8 
<212*> PRT 

<213> Rattus norvegicus 
^400-- 155 

Met Val Leu Leu Ala Gin Gly Ala Cys Cys Ser Asn Gin Trp Leu Ala 
15 10 15 

Ala Val Leu Leu Ser Leu Cys Ser Cys Leu Pro Ala Gly Gin Ser Val 

20 25 30 

Asp Phe Pro Trp Ala Ala Val Asp Asn Met Leu Val Arg Lys Gly Asp 
3 5 4 0 4 5 

Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp Gly Ala Ser Lys Gly Ala 

50 55 60 

Trp Leu Asn Arg Ser Ser lie lie Phe Ala Gly Gly Asp Lys Trp Ser 
65 70 75 80 

Val Asp Pro Arg Val Ser Tie Ser Thr Leu Asn Lys Arg Asp Tyr Ser 
85 90 95 

Leu Gin lie Gin Asn Val Asp Val Thr Asp Asp Gly Pro Tyr Thr Cys 
100 105 110 

Ser Val Gin Thr Gin His Thr Pro Arg Thr Met Gin Val His Leu Thr 
115 120 125 

Val Gin Val Pro Pro Lys lie Tyr Asp He Ser Asn Asp Met Thr He 
130 135 140 

Asn Glu Gly Thr Asn Val Thr Leu Thr Cys Leu Ala I'hr Gly Lys Pro 
145 150 155 160 

Glu Pro Ala He Ser Trp Arg His He Ser Pro Ser Ala Lys Pro Phe 
165 170 175 
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Glu Asn Gly C.; In Tyi Leu Asp Tie Tyr Gly lie Thr Arg Asp Gin Ala 
i B 0 18 5 L ') 0 



Gly Glu Tyr. Giu C'ViJ Srj l" Ala Glu Asn Asp Val Ser Phe Pro Asp 7a 1 

1 y 5 2 u 0 205 

T.y^ I.ys Va ! Arg Va ! VMl V^l Asn Phe Ala Pro Thr T ! *=> »i G 1 m n- 
210 215 220 

[.'/«-» S#»r Glv Thr Val Thr Pro Glv Ara Ser Glv Leu Tl^ Arn Cv<j Glu 
225 23 0 235 240 

Gly Ala Gly Val Pro Pro Pro Ala Phe Glu Trp Tyr Lys Gly Glu Lys 
245 250 255 

Arg Leu Phe Asn Gly Gin Gin Gly lie lie lie Gin Asn Phe Ser Thr 
260 2 65 2 70 

Arg Ser lie Leu Thr Val Thr Asn Val Thr Gin Glu His Phe Gly Asn 

2 7 S 280 285 

Tyr Thr Cys Val Ala Ala Asn Lys Leu Gly Thr Thr Asn Ala Ser Leu 

290 295 300 

Pro Leu Asn Pro Pro Ser Thr Ala Gin Tyr Gly lie Thr Gly Ser Ala 
305 310 315 320 

Cys Asp Leu Phe Ser Cys Trp Ser Leu Ala Leu Thr Leu Ser Ser Val 

325 330 3 35 

lie Cor lie Phe Tyr Leu Lys Asn Ala lie Leu Gin 
340 345 



•210-- 156 
<211> 352 
<212> PRT 

-.2 1 3. > Gall us gall us 
< 4 0 0 > 156 

Met Val Pro Leu Val Arg Gly Ala Gly Gly Ser His Gin Trp Leu Ala 
15 10 15 

Ala Val Leu Leu Gly Leu Cys Cys Leu Leu Pro Ala Gly Arg Leu Ala 

20 25 30 

Ala Pro Gly Gly Asp Phe Pro Gly Ala Ala Ala Asp Ser Leu Val Val 
3 5 4 0 4 5 

Arg Lys Gly Asp Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp Gly Ala 

50 55 60 

Ser Lys Gly Ala Trp Leu Asn Arg Ser Ser lie lie Phe Ala Gly Ser 
65 70 75 80 

Asp Lys Trp Ser Val Asp Pro Arg Val Ser lie Ala Thr Ala Asn Arg 

85 90 95 
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Ai j GI u Tyr Ser Leu Gin lie Gin Asp Val Asp Val Tin Asp Asp G 1 y 
IOC 105 110 

Pro l'yt Thr Cys Set Val Gin Thr Gin His Thr Pro Aty fht Met Gin 
1 1 5 120 125 

Val His [,eu Thr Val Gin Val Ser Pro Lvs He Phe Arc? He Ser Ser 
1*0 13 5 140 

Asp Tie Val Val Asn Glu Gly Ser Asn Val Thr Leu Val Cys Leu Ala 
145 150 155 160 

Thr Gly Lys Pro Glu Pro Ser He Ser Trp Arg His He Ser Pro Ser 

165 170 175 

Ala Lys Pro Phe Glu Ser Gly Gin Tyr Leu Asp He Tyr Gly He Thr 
180 185 190 

Arg Asp Gin Ala Gly Glu Tyr Glu Cys Ser Ala Glu Asn Asp Val Ser 
135 200 205 

Val Pro Asp Val Lys Lys Val Lys Val Thr Val Asn Phe Ala Pro Thr 
210 215 220 

He Gin Glu Leu Lys Ser Ser Gly Val Met Leu Gly Gly Asn Gly Leu 

225 230 235 240 

He Arg cys Glu Gly Ala Gly Val Pro Ala Pro Val Phe Glu Trp Tyr 
245 250 255 

Arg Gly Glu Arg Lys Leu He Ser Gly Gin Gin Gly He Thi He Lys 

260 265 270 

Asn Tyr Ser Thr Arg Ser Leu Leu Thr Val Thr Asn Val Thr Glu Glu 
275 280 285 

His Phe Gly Asn Tyr Thr Cys Val Ala Ala Asn Lys Leu Gly Met Thr 
2 JO 235 300 

Asn Ala Ser Leu Pro Leu Asn Pro Pro Ser Thr Ala Gin Tyr Gly He 
305 310 315 320 

Thr Gly Asp Ala Glu Val Leu Phe Ser Cys Trp Tyr Leu Val Leu Thr 

325 330 335 

Leu Ser Ser Leu Thr Ser He Phe Tyr Leu Lys Asn He He Leu His 
340 345 350 



< 2 1 0 ^ 157 

< 2 1 1 > 2 61 
<212> PRT 

< 2 1 3 j> Gall us gall us 
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■ ; .)<) ■ v.- 

Mer. V.-iI L : i- ; ..- i/ju Val Arg Gly Ala Gly Gly Set His Gin Tip Leu Ala 
15 10 15 

Ala Val L^u Leu Gly Leu Cys Cvs Leu Leu Pro Ala Gly Arq Leu Ala 

2 0 30 

Ala Pro nly Gly Asp Phe Pro Gly Ala Ala Ala Asp S*^r Leu Val Val 
}5 40 45 

Arq Lys Gly Asp Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp Gly Ala 
50 55 60 

Sei Lyi Gly Ala Tip Leu A^n Ai y Jei Sex lie lie Phe Aid Gly Set 
65 70 75 80 

Asp Lys Trp Ser Val Asp Pro Arg Val Ser lie Ala Thr Ala Asn Arg 
85 90 95 

Arg Glu Tyi Ser Leu Gin lie Gin Asp Val Asp Val Thr Asp Asp Gly 
100 105 110 

Pro Tyr Thr Cys Ser Val Gin Thr Gin His Thr Pro Arg Thr Met Gin 
115 120 125 

Val His Leu Thr Val Gin Val Ser Pro Lys lie Phe Arg lie Ser Ser 
130 135 140 

Asp lie Val Val Asn Glu Gly Ser Asn Val Thr Leu Val Cys Leu Ala 
115 150 155 160 

Thr Gly Lys Pro Glu Pro Ser lie Ser Trp Arg His lie Ser Pro Ser 
165 170 175 

Ala Lys Pro Phe Glu Ser Gly Gin Tyr Leu Asp lie Tyr Val lie Thr 
180 185 190 

At y A^p Glu Ala Gly Glu Tyi Glu C> _ Set Ala Glu A^n A^p Val Set 
195 200 205 

Val Pro Asp Val Lys Lys Val Lys Val Thr Val Asn Ser Pro Ser Thr 
210 215 220 

Ala Gin Tyr Gly lie Thr Gly Asp Ala Glu Val Leu Phe Ser Cys Trp 

225 230 236 240 

Tyr Leu Val Leu Thr Leu Ser Ser Leu Thr Ser lie Phe Tyr Leu Lys 
24 5 250 255 

Asn lie lie Leu His 

260 



<210> 158 
< 2 1 1 > 338 
<.212> PRT 
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• 2 13- Homo sap iens 
■ 4 U 0 > 1 5 3 

Met Va 1 Gly At" g V a 1 Gin Pro Asp Arg Lys Gin Leu Pro L*:u Va 1 Leu 
i 5 10 15 

r .*=»•! *\rg L^u r.^ii n y^ Leu Leu Pro Thr Gly I^u P>-n Val Arg S^r Val 
20 25 30 

Asd Ph^ Asn Ara Glv Thr Asd Asn Tie Thr Val Ara Gin Glv Asn Thr 
35 40 45 

Ala lie Leu Arg Cys Val Leu Glu Asp Lys Asn Ser Lys Val Ala Trp 

50 55 60 

Leu Asn Arg Ser Gly Tie lie Phe Ala Gly His Asp Lys Trp Ser Leu 
65 70 75 80 

Asp Pro Arg Val Glu Leu Glu Lys Arg His Ser Leu Glu Tyr Ser Leu 

85 90 95 

Arg lie Gin Lys Val Asp Val Tyr Asp Glu Gly Ser Tyr Thr Cys Ser 
100 105 110 

Val Gin Thr Gin His Glu Pro Lys Thr Ser Gin Val Tyr Leu He Val 
115 120 125 

Gin Val Pro Pro Lys He Ser Asn He Ser Ser Asp Val Thr Val Asn 
130 135 140 

Glu Gly Ser Asn Val Thr Leu Val Cys Met Ala Asn Gly Arg Pro Glu 
145 150 155 160 

Pro Val He Thr Trp Arg His Leu Thr Pro Thr Gly Arg Glu Phe Glu 
165 170 175 

Gly Glu Glu Glu Tyr Leu Glu He Leu Gly He Thr Arg Glu Gin Ser 
180 185 130 

Gly Lys Tyr Glu Cys Lys Ala Ala Asn Glu Val Ser Ser Ala Asp Val 
195 200 205 

Lys Gin Val Lys Val Thr Val Asn Tyr Pro Pro Thr Tie Thr Glu Ser 
210 215 220 

Lys Ser Asn Glu Ala Thr Thr Gly Arg Gin Ala Ser Leu Lys Cys Glu 
225 230 235 240 

Ala Ser Ala Val Pro Ala Pro Asp Phe Glu Trp Tyr Arg Asp Asp Thr 
245 250 255 

Arg He Asn Ser Ala Asn Gly Leu Glu He Lys Ser Thr Glu Gly Gin 

260 265 270 

Ser Ser Leu Thr Val Thr Asn Val Thr Glu Glu His Tyr Gly Asn Tyr 

275 280 285 
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Thr Cys Val Ala Ala Asn Lys Leu Gly Val Thr Asn Ala Ser Leu Val 

290 2 95 300 

Leu Phe Arg Pro Gly Ser Val Arg Gly lie Asn Gly Ser Tie Ser Leu 

} 0 5 310 315 320 

flhi vnl Dr^ r,*>n Trp T=«™n L^u Ala Ala ^er Leu T.»u r 'y^ L~u T.«u 

32 5 33 0 335 



<210> 159 
c 2 i 1 333 
<-212> PRT 

<213> Gallus gallus 
<400> 159 

Met Val Ala Arg Ala Gin Pro Asp Arg Lys Gin Leu Pro Leu Val Leu 
15 10 15 

Leu Arg Leu Leu Cys Leu Leu Pro Thr Gly Leu Pro Val Arg Ser Val 

20 25 30 

Asp Phe Thr Arg Gly Thr Asp Asn lie Thr Val Arg Gin Gly Asp Thr 

3 b 4 0 4-3 

Ala lie Leu Arg Cys Phe Val Glu Asp Arg Ser Ser Lys Val Ala Trp 
50 55 60 

Leu Asn Arg Ser Gly lie He Phe Ala Gly Glu Asp Lys Trp Ser Leu 
65 70 75 80 

Asp Pro Arg Val Glu Leu Glu Lys Arg Ser Pro Leu Glu Tyr Ser Leu 
8 5 9 0 9 5 

Arg He Gin Lys Val Asp Val Tyr Asp Glu Gly Ser Tyr Thr Cys Ser 
100 105 110 

Val Gin Thr Gin His His Pro Lys Thr Ser Gin Val Tyr Leu He Val 
115 120 125 

Gin Val Pro Pro Lys He Ser Asn He Ser Ser Asp He Thr Val Asn 
130 135 140 

Glu Gly Ser Asn Val Thr Leu Val Cys Met Ala Asn Gly Arg Pro Glu 
145 150 155 160 

Pro Val He Thr Trp Arg His Leu Thr Pro Thr Gly Lys Glu Phe Glu 
165 170 175 

Gly Glu Glu Glu Tyr Leu Glu He Leu Gly He Thr Arq Glu Gin Ser 
180 185 190 

Giy Lys Tyr Glu Cys Lys Ala Ala Asn Glu Val Ala Ser Ala Asp Veil 
195 2 00 Z05 
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Lys Gin Val Arg Val Thr Val Asn Tyr Pro Pro Thr lie Thr Glu Ser 
210 215 220 

Lys Ser Asn Glu Ala Ala Thr Gly Arg Gin Ala Leu Leu Arg Cys Glu 
225 230 235 240 

Ala Ser Ala Val Pro Thr Pro Asp Phe Glu Trp Tyr Arg Asd Asp Thr 

2 4 5 2 5 0 2 5 5 

Arg Tie Asn Ser Ala Asn Gly Leu Glu lie Lys Ser Thr Gly Ser Gin 
260 265 270 

Ser Leu Leu Met Val Ala Asn Val Thr Glu Glu His Tyr Gly Asn Tyr 

275 280 285 

Thr Cys Val Ala Ala Asn Lys Leu Gly Val Thr Asn Ala Ser Leu Tyr 
290 295 300 

Leu Tyr Arg Pro Gly Thr Gly Arg Val Asp Asn Gly Ser Val Ser Leu 
305 310 315 320 

Ala Val Pro Leu Trp Leu Leu Ala Ala Ser Leu Leu Cys Leu Leu Ser 

325 330 335 

Lys Cys 



<210> 160 
< 2 1 1 > 15 
^212> PRT 

<213> Homo sapiens 
t400> 160 

Gly Glu Ser Val Thr Leu Thr Cys Ser Val Ser Gly Phe Gly Pro Pro 
15 10 15 

Piu Veil Thr Tip Leu Arg Asn Gly Lys Leu Ser Leu Thr lie 3ei Val 
20 25 30 

Thr Pro Glu Asp Ser Gly Gly Thr Tyr Thr Cys Val Val 
35 40 45 



<210> 161 
<211> 45 
<212> PRT 

<213> Homo sapiens 
<400> 161 

Gly Glu Ser Val Thr Leu Thr Cys Ser Val Ser Gly Phe Gly Pro Pro 
15 10 15 

Pro Val Thr Trp Leu Arg Asn Gly Lys Leu Ser Leu Thr lie Ser Val 

2 0 2 5 3 0 
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Thr Pro Glu Asp Ser Gly Gly Thr Tyr Thr Cys Val Val 
35 40 45 



< 2 1 0 > 162 

< 7 1 1 > 4 5 

- ; ? •• PPT 

<213> Homo sapiens 

4 o n -.. 1 6 2 

Gly Glu Ser Val Thr Leu Thr Cys Ser Val Ser Gly Phe Gly Pro Pro 
1 5 10 15 

Pro Val Thr Trp Leu Arg Asn Gly Lys Leu Ser Leu Thr lie Ser Val 

20 25 30 

Thr Pro Glu Asp Ser Gly Gly Thr Tyr Thr Cys Val Val 
35 40 45 



.210^ 163 

<211> 577 

<.212> PRT 

■2H- Homo sapiens 

< 4 0 0 ■> 163 

Met Gly Ser Arg His Phe Glu Gly lie Tyr Asp His Val Gly His Phe 
15 10 15 

Gly Arg Phe Gin Arg Val Leu Tyr Phe lie Cys Ala Phe Gin Asn lie 

20 25 30 

Ser Cys Gly He His Tyr Leu Ala Ser Val Phe Met Gly Val Thr Pro 
35 40 45 

His His Val Cys Arg Pro Pro Gly Asn Val Ser Gin Val Val Phe His 

50 55 60 

A t ,ii Hit> Sti Asn Trp 3ci Leu Glu Asp Thr Gly Aid Ltu Leu Ser Sei 
ft 5 70 75 80 

Gly Gin Lys Asp Tyr Val Thr Val Gin Leu Gin Asn Gly Glu He Trp 
8 5 90 95 

Glu Leu Ser Arg Cys Ser Arg Asn Lys Arg Glu Asn Thr Ser Ser Leu 
100 105 HO 

Gly Tyr Glu Tyr Thr Gly Ser Lys Lys Glu Phe Pro Cys Val Asp Gly 
115 120 125 

Tyr lie Tyr Asp Gin Asn Thr Trp Lys Ser Thr Ala Val Thr Gin Trp 
13 0 13 5 14 0 

Asn Leu Val Cys Asp Arg Lys Trp Leu Ala Met Leu He Gin Pro Leu 
14 5 150 155 16 0 

Phe Mc-t Phe Gly Val L*-u Leu Giy Ser Val Thr Phe Gly Tyr Phe Ser 
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Asp Arq Leu Gly Arg Arg Val Val Leu Trp Ala Thr Ser Ser Ser Met 
180 185 190 

Phe Leu Phe Gly lie Ala Ala Ala Phe Ala Val Asp Tyr Tvr Thr Phe 

19 5 too ? o 5 

M~t Mr Ala Arg Phe Ph^ T.^u &"la Met Val Ala Ser Gly Tyr L^u Val 
7 10 2 15 2 2 0 

Val Gly Phe Val Tyr Val Met Glu Phe He Gly Met Lys Ser Arg Thr 
225 230 235 240 

Tip Aid Sei Val His Leu His Sex Phe Phe Ala Val Gly Thr Leu Leu 
245 250 255 

Val Ala Leu Thr Gly Tyr Leu Val Arg Thr Trp Trp Leu Tyr Gin Met 
260 265 270 

He Leu Ser Thr Val Thr Val Pro Phe He Leu Cys Cys Trp Val Leu 
275 280 285 

Pro Glu Thr Pro Phe Trp Leu Leu Ser Glu Gly Arg Tyr Glu Glu Ala 

2 90 2 95 3 00 

Gin Lys lie Val Asp He Met Ala Lys Trp Asn Arg Ala Ser Ser Cys 
305 310 315 320 

Lys Leu Ser Glu Leu Leu Ser Leu Asp Leu Gin Gly Pro Val Ser Asn 
325 330 335 

Ser Pro Thr Glu Val Gin Lys His Asn Leu Ser Tyr Leu Phe Tyr Asn 
340 345 350 

Trp Ser He Thr Lys Arg Thr Leu Thr Val Trp Leu lie Trp Phe Thr 

355 3 60 365 

Gly Sei Lea Gly Phe Tyr Sex Phe Ser Leu Asu Ser Val At*n Leu Gly 
370 375 380 

Gly Asn Glu Tyr Leu Asn Leu Phe Leu Leu Gly Val Val Glu He Pro 
385 390 395 400 

Ala Tyr Thr Phe Val Cys He Ala Thr Asp Lys Val Gly Arg Arg Thr 
405 410 415 

Val Leu Ala Tyr Ser Leu Phe Cys Ser Ala Leu Ala Cys Gly Val Val 
420 425 430 

Met Val He Pro Gin Lys His Tyr He Leu Gly Val Val Thr Ala Met 
4 3 5 4 4 0 4 4 5 

Val Gly Lys Phe Ala He Gly Ala Ala Phe Gly Leu He Tyr Leu Tyr 
4 50 455 460 

Thr A i ri G i a Leu Tyr Pro Thr lie Val Arg Ser Leu Ala Val Gly Ser 
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Gly Ser Met Val Cys Arg Leu Ala Ser He Leu Ala Pro Phe Ser Val 
485 490 495 

Asp Leu Ser Ser He Trp He Phe He Pro Gin Leu Phe Val Glv Thr 

q n o qns 5 1 n 

p^t- ala Leu Leu Ser Gly Val L*=>u Thr L^u Lys L-^u Pro Glu Thr L*=u 
515 570 52 5 

Gly Lys Arq Leu Ala Thr Thr Trp Glu Glu Ala Ala Lys Leu Glu Ser 
530 535 540 

Glu A&ii Glu Sei Lys Ser Ser Lys Leu Leu Leu Tin Tin Asn Asn Ser 
545 550 555 560 

Gly Leu Glu Lys Thr Glu Ala He Thr Pro Arq Asp Ser Gly Leu Gly 
565 570 575 

Glu 



< 2 1 0 > 164 
<2 11> 4 56 
<ZLZ> PKT 

<2 13> Homo sapiens 
<400> 164 

Arg Phe Gin Arg Val Leu Tyr Phe He Cys Ala The Gin Asn He Ser 
15 10 15 

Cys Gly He His Tyr Leu Ala Ser Val Phe Met Gly Val Thr Pro His 

20 25 30 

His Val Cys Arg Pro Pro Gly Asn Val Ser Gin Val Val Phe His Asn 
3 5 4 0 4 5 

His Ser Asn Trp Ser Leu Glu Asp Thr Gly Ala Leu Leu Ser Ser Gly 



Gin Lys Asp Tyr Val Thr Val Gin Leu Gin Asn Gly Glu He Trp Glu 

65 70 7 5 80 

Leu Ser Arg Cys Ser Arg Asn Lys Arg Glu Asn Thr Ser Ser Leu Gly 
85 90 95 

Tyr Glu Tyr Thr Gly Ser Lys Lys Glu Phe Pro Cys Val Asp Gly Tyr 

100 105 110 

He Tyr Asp Gin Asn Thr Trp Lys Ser Thr Ala Val Thr Gin Trp Asn 

115 120 125 

Leu Val Cys Asp Arg Lys Trp Leu Ala Met Hui He Gin Pro Leu Phe 



7 ^ 



Met Phe Gly Val Leu Leu Gly Ser Val Thr Phe Gly Tyr Phe Ser Asp 

145 150 155 160 

Arg Leu Gly Arg Arg Val Val Leu Trp Ala Thr Ser Ser Ser Met Phe 
16 5 17 0 17 5 

r*>n ph~ niy Tie Ma Ala Ala Ph^ Ala Val A^p Tyr Tyr Thr Ph<=- M<=t 
180 185 190 

Ala Ala Ara Phe Phe Leu Ala Met Val Ala Ser Glv Tvr Leu Val Val 
195 200 20 5 

Gly Phe Val Tyr Val Met Glu Phe lie Gly Met Lys Ser Arg Thr Trp 
2 10 215 220 

Ala Ser Val His Leu His Ser Phe Phe Ala Val Gly Thr Leu Leu Val 

225 230 235 240 

Ala Leu Thr Gly Tyr Leu Val Arg Thr Trp Trp Leu Tyr Gin Met lie 

245 250 255 

Leu Ser Thr Val Thr Val Pro Phe lie Leu Cys Cys Trp Val Leu Pro 
260 265 270 

Glu Thr Pro Phe Trp Leu Leu Ser Glu Gly Arg Tyr Glu Glu Ala Gin 
275 280 285 

Lys lie Val Asp lie Met Ala Lys Trp Asn Arg Ala Ser Ser Cys Lys 

290 295 300 

Leu Ser Glu Leu Leu Ser Leu Asp Leu Gin Gly Pro Val Ser Asn Ser 
305 310 315 320 

Pro Thr Glu Val Gin Lys His Asn Leu Ser Tyr Leu Phe Tyr Asn Trp 

325 330 335 

Ser Tie Thr Lys Arg Thr Leu Thr Val Trp Leu Tie Trp Phe Thr Gly 

3 40 345 350 

S*=r Leu Gly Phe Tyr Ser Phe Ser Leu Asn Ser Val Asn Leu Gly Gly 
355 360 365 

Asn Glu Tyr Leu Asn Leu Phe Leu Leu Gly Val Val Glu lie Pro Ala 

370 375 380 

Tyr Thr Phe Val Cys Tie Ala Met Asp Lys Val Glv Arg Arg Thr Val 
385 390 395 400 

Leu Ala Tyr Ser Leu Phe Cys Ser Ala Leu Ala Cys Gly Val Val Met 
405 410 415 

Val lie Pro Gin Lys His Tyr lie Leu Gly Val Val Thr Ala Met Val 

4 20 42 5 4 30 

Gly Lys Phe Ala Tie Gly Ala Ala Phe Gly Leu Tie Tyr Leu Tyr Thr 
4 3 5 4 4 0 4 4 5 
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Ala Glu Leu Tyr Pro Thr lie Val 
450 455 



< 2 1 0 > i 6 5 
<211> 361 
-217- PPT 

<213> Homo sapiens 

< 4 0 0 •> 165 

Met Leu lie Gin Pro Leu Phe Met Phe Gly Val Leu Leu Gly Ser Val 
15 10 15 

Thr Phe Gly Tyr Phe Ser Asp Arg Leu Gly Arg Arg Val Val Leu Trp 

20 25 30 

Ala Thr Ser Ser Ser Met Phe Leu Phe Gly lie Ala Ala Ala Phe Ala 
35 40 45 

Val Asp Tyr Tyr Thr Phe Met Ala Ala Arg Phe Phe L^u Ala Met Val 
50 55 60 

Ala Ser Gly Tyr Leu Val Val Gly Phe Val Tyr Val Met Glu Phe lie 

65 70 75 80 

Gly Met Lys Ser Arg Thr Trp Ala Ser Val Hxs Leu His Ser Phe Phe 

85 90 ^5 

Ala Val Gly Thr Leu Leu Val Ala Leu Thr Gly Tyr Leu Val Arg Thr 
100 105 110 

Trp Trp Leu Tyr Gin Met lie Leu Ser Thr Val Thr Val Pro Phe lie 
115 120 125 

Leu Cys Cys Trp Val Leu Pro Glu Thr Pro Phe Trp Leu Leu Ser Glu 
130 135 140 

Gly Arg Tyr Glu Glu Ala Gin Lys lie Val Asp lie Met Ala Lys Trp 
145 150 155 160 

Asn Arg Ala Ser Ser Cys Lys Leu Ser Glu Leu Leu Ser Leu Asp Leu 
165 170 175 

Gin Gly Pro Val Ser Asn Ser Pro Thr Glu Val Gin Lys His Asn Leu 

180 185 190 

Ser Tyr Leu Phe Tyr Asn Trp Ser lie Thr Lys Arg Thr Leu Thr Val 
195 200 205 

Trp Leu lie Trp Phe Thr Gly Ser Leu Gly Phe Tyr Ser Phe Ser Leu 
210 215 220 

Asn Ser Val Asn Leu Gly Gly Asn Glu Tyr Leu Asn Leu Phe Leu Leu 

225 23 0 235 240 

Gly Val Val GJu He Pro Ala Tyr Thr Phe Val Cys He Ala Thr Asp 

:■: 4 5 2 5 0 2 5 5 
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Lys Val Gly Arg Arg Thr Val Leu Ala Tyr Ser Leu Phe Cys Ser Ala 

260 265 270 

Leu Ala Cys Gly Val Val Met Val lie Pro Gin Lys His Tyr lie Leu 

275 280 285 

Glv Val Val Thr Ala Met Val Glv Lvs Phe Ala lie Glv Ala Ala Phe 

290 ?qs ^no 

Gly Leu lie Tyr Leu Tyr Thr Ala Glu Leu Tyr Pro Thr lie Val Arg 



Ser Leu Ala Val Gly Ser Gly Ser Met Val Cys Arg Leu Ala Ser lie 

32 5 330 335 

T.<=H] Ala Pro Phe Ser Val Asp Leu Ser Ser Tie Trp Tip Phe Tie Pro 

340 345 350 



Gin Leu Leu Gly Gin His Leu Gin Glu 
355 360 



-210~> 16 6 

<211> 305 

<212> PRT 

< a l 3 Homo sapiens 

<400> 166 

lie Leu Ser Thr Val Thr Val Pro Phe lie Leu Cys Cys Trp Val Leu 
1 5 10 15 

Pro Glu Thr Pro Phe Trp Leu Leu Ser Glu Gly Arg Tyr Glu Glu Ala 

20 25 30 

Gin Lys lie Val Asp lie Met Ala Lys Trp Asn Arg Ala Ser Ser Cys 
35 40 45 

Ly o Leu Sei Glu Leu Leu Sex Leu Asp Leu Gin Gly Piu Val Sei Asn 
50 55 60 

Ser Pro Thr Glu Val Gin Lys His Asn Leu Ser Tyr Leu Phe Tyr Asn 
65 70 75 80 

Trp Ser lie Thr Lys Arg Thr Leu Thr Val Trp Leu lie Trp Phe Thr 
85 90 95 

Gly Ser Leu Gly Phe Tyr Ser Phe Ser Leu Asn Ser Val Asn Leu Gly 
100 105 110 

Gly Asn Glu Tyr Leu Asn Leu Phe Leu Leu Gly Val Val Glu lie Pro 
115 120 12 5 

Ala Tyr Thr Phe Val Cys He Ala Met Asp Lys Val Gly Arg Arg Thr 
130 135 14 0 

Val Leu Ala Tyr Sei Leu Phe Cys Ser Ala Leu Ala Cys Gly Val Val 
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145 

Met Val lie Pro 



Val Gly Lys Phe 
180 

Tbr Ala Glu Leu 
195 

Gly Ser Met Val 
210 

A^p Leu Ser Ser 
225 

Met Ala Leu Leu 



Gly Lys Arg Leu 
260 

Glu Asn Glu Ser 
275 

ul y Leu Glu Lys 
290 

Glu 

305 




150 

Gin Lys His Tyr 
165 

Ala lie Gly Ala 



Tyr Pro Thr lie 
200 

Cys Arg Leu Ala 
215 

lie Tip 11^ Phe 
230 

Ser Gly Val Leu 
245 

Ala Tin Thr Tip 



Lys Ser Ser Lys 
280 

Thr Glu Ala lie 
295 



155 

Tie Leu Gly Val 
170 

Ala Phe Gly Leu 
185 

Val Arg S^r L^u 



Ser lie Leu Ala 
220 

lie Pro Gin Leu 
235 

Thr Leu Lys Leu 

250 

Glu Glu Ala Ala 

265 

Leu Leu Leu Thr 



Thr Pro Arg Asp 
300 




160 

Val Thr Ala Met 
175 

lie Tyr Leu Tyr 

1 90 

Ala Val Gly Ser 
205 

Pro Phe Ser Val 



Phe Val Gly Thr 
240 

Pro Glu Thr Leu 
255 

Lys Leu Glu Ser 
270 

Thr Asn Asn Ser 
285 

Ser Gly Leu Gly 



<210> 167 
<211> 419 
<212> PRT 

<213> Mus mus cuius 

.400, 167 

MPt Glu Met Thr Gly Lys Lys Ala Arg Thr Trp Ala Ser Tie His Leu 
15 10 15 

Asn Thr Phe Phe Ala lie Gly Ala Met Leu Val Ala Leu Ala Ser Tyr 
20 25 30 

Leu Leu Lys Thr Trp Trp Leu Tyr Gin Tie lie Leu Cys Tie Val Thr 
35 40 45 

Thr Pro Phe Tie Leu Cys Cys Trp Met Leu Pro Glu Thr Pro Phe Trp 

50 55 60 

Leu Leu Ser Glu Gly Arg Tyr Lys Glu Ala Gin Gly Thr Val Asp Thr 

65 70 75 80 

Met Ala Val Trp Asn Lys Ser Ser Ser Cys Asp Leu Val Glu Leu Leu 
85 90 95 
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Ser Leu Asp Va 1 Thr Arg Ser His Asn Lys Ser Pro His Ser He Arg 
100 10 5 110 

Lys His Arg Leu Ala Asp Leu Phe His Asn Leu Asp Val Ala Lys Met 
115 120 125 

T>^- T eu T 1 » Val Trp Leu Asp T>p Pb« Thr Ala Asn Leu G]y Tyr Tyr 
130 135 14 0 

M^t Ph<= Glv Lvs Glu Val Tie Ara Ara Lvs Glu Asn f?lu Pro L*=>u Tvr 
14 5 150 155 1 ft 0 

Leu Leu Leu Val Gly Ala Met Glu He Pro Ala Tyr He Cys Leu Gys 
165 170 175 

He Trp Leu Lys Arg Val Gly Arg Arg Lys Thr Met Leu Leu Phe Leu 
180 185 190 

Leu Val Ser Ser Leu Thr Cys Met Leu His Val Val Met Pro Ser Asp 
195 200 205 

Tyr Lys Thr Ala Lys Arg Met Val Ala Leu Leu Val Lys Ser Val He 

210 215 220 

Ser Ser Val Phe Ala Phe He Tyr Leu Tyr Thr Ala Glu Leu Tyr Pro 
225 230 235 240 

Thr Thr Val Arg Cys Leu Ala Val Gly Ser Ser Asn Met Val Ser His 
245 ^50 255 

Val Ser Ser He Phe He Pro Phe Thr Ser His Phe Ser Lys Val Trp 
260 265 270 

He Phe Leu Pro Gin He Leu Phe Gly He Leu Ala He Leu Ser Gly 
275 280 285 

Leu Leu Ser Leu Lys Leu Pro Glu Thr Gin Asp Thr Pro Met Lys Ser 

2 90 295 300 

Thr Trp Glu Thr Thr Glu Gin Gin Val Pro Glu Asn Lys Asp Ser Leu 
305 310 315 320 

Gly Glu Gly Pro Pro Asp Ser Phe Glu Arg Trp Asp Ser Ser Arg Ala 

325 330 335 

Leu Ser Phe Ala Glu Arg Trp Gly Leu Ser Arg Ala Ser Pro Asp Ala 
340 345 350 

Glu Lys Trp Gly Ser Gly Arg Val Pro Pro Asp Ala Gly Lys Trp Gly 

355 360 365 

Ala Gly lie Ala Pro Pro Val Thr Glu Arg Gly Ala Ser Gly Arg Ala 
370 375 380 

Ser Leu Glu Asp Glu Ser Gly Gly Ser Gly Arg Ala Pro Pro Glu Lys 
385 390 3 95 400 
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Asn Thr Glu Met Glu Asn Glu lie Glu Asn Met Lys Val Ser Asn Leu 
405 410 415 



Gly Gly Phe 



< 2 1 0 > 16 8 
■211- 267 

<■ 2 12 > PRT 

« . ! '. •' > Homo sapiens 
<400> 168 

Gin Tyr Glu Phe Met Gin Arg Ala Leu Leu Ala Ser Tie Leu Val Gly 
15 10 15 

Lru Ala Cys Gly Tie Leu Gly Ser Phe Leu Val Leu Arg Arg Gin Ser 
20 25 30 

Leu Met Gly Asp Ala Tie Ser His Ala Val Leu Pro Gly Val Ala Leu 
35 40 45 

Ala Phe Phe Leu Gly Tie Asn Lys Ser Leu Glu lie Pro Leu lie Gly 

5 0 5 5 6 0 

Ala Phe Leu Phe Gly Leu lie Ala Ala Val Ala lie Gly Tyr Leu Lys 

6 5 /0 ib 8 0 

Arg Asn Ser Arg Leu Lys Glu Asp Thr Ala Tie Gly lie Val Phe Ser 
85 90 95 

Ser Phe Leu Ala Leu Gly Leu Leu Leu lie Ser Leu Tie Lys Gly Ser 
100 105 110 

Asn Ala Ala Ser Lys Val Asp Leu Asp His Tyr Leu Phe Gly Asn lie 
115 120 125 

Leu Gly lie Ser Gin Gin Asp Leu lie Gin Tie Ala lie lie Thr Ala 
130 135 140 

Tie lie Leu Leu Leu Leu Leu Leu Phe Trp Lys Glu Leu Leu Leu lie 
145 150 155 160 

Thr Phe Asp Pro Asp Leu Ala Lys Val lie Gly Leu Pro Val Asn Phe 
165 170 175 

Leu Lys Leu Leu Leu Leu lie Leu Leu Ala Leu Thr lie Val Val Ala 
180 185 190 

Leu Gin Ala Val Gly Val lie Leu Val Tie Ala Leu Leu lie Thr Pro 
195 200 205 

Ala A] a Thr Ala Arg Leu Leu Thr Lys Ser Leu Glu Ser Met Leu Leu 

2\0 215 220 

He Ala Ser Ala He Gly Val Val Ser Ser Val Ala Gly Leu Leu Leu 

2 2 r - 2 3 0 2 3 5 2 4 0 



278 



Ser Tyr Tyr Phe Asp Thr Ala Thr Gly Pro Val He Val Leu He Ala 
245 250 255 



Thr Leu Leu Phe Leu lie Ser Phe Leu Phe Ala 
260 265 



< 2 1 0 . • i 6 9 

.'211- 119 

<212> PRT 

<213> Homo sapiens 

c400> 169 

Leu Leu He Leu Leu Leu Val Leu Leu Ala Pio Leu Ala Glu Glu Leu 
! 5 10 15 

Phe Phe Arg Gly He Leu Leu Thr Ala Leu Glu Arg Arg Leu Lys Lys 

20 25 30 

Arg Tyr Thr Leu Phe Gly Pro Leu Leu Ala He He He Ser Ser Leu 
35 40 45 

Tio phe Ala Leu Leu His Leu Ala Asn Ala Leu Glu Leu Leu Gin Leu 
50 55 60 

Leu Gly Asn Val Leu He Gin Pro Val Leu He Asn Irp Leu Gin Leu 
65 70 75 80 

Leu Tyr Thr Phe Leu Leu Gly Leu Val Leu Gly Leu Leu Tyr Leu Arg 

85 90 95 

Arg Thr Gly Ser Leu Leu Ala Pro He Leu Val His Ala Leu Asn Asn 
100 105 110 

Leu He Gly Phe He Leu Leu 
115 



< 2 1 0 > 17 0 
<211 > 488 
<212> PRT 

<213> Homo sapiens 
s. 4 0 0 > 170 

Val Ala Leu Val Ala Ala Leu Gly Gly Gly Phe Leu Phe Gly Tyr Asp 
15 10 15 

Thr Gly Val He Gly Gly Phe Leu Ala Leu He Asp Phe Leu Phe Arg 

20 25 30 

Phe Gly Leu Leu Thr Ser Ser Gly Ala Leu Ala Glu Leu Val Gly Tyr 
3 5 4 0 4 5 

Ser Thr Val Leu Thr Gly Leu Val Val Ser He Phe Phe Leu Gly Arg 
50 5 5 6 0 
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Leu lie Gly Ser Leu Phe Ala Gly Lys Leu Gly Asp Arg Phe Gly Arg 

6 5 70 75 80 

Lys Lys Ser Leu Leu lie Ala Leu Val Leu Phe Val lie Gly Ala Leu 

8 5 9 0 9 5 

L*=mi ^^r HI y Al^ Ma P^-o Gly Tyr Thr Tbr Tl« ^ly L<=u Trp Ala 
100 105 110 

Tvr Leu T 1 e Val Glv Aro Val Leu Val G1 v L^u Glv Val Glv Glv 

115 120 125 

Ala Ser Val Leu Val Pro Met Tyr lie Ser Glu lie Ala Pro Lys Ala 
130 135 140 

Leu Arg Gly Ala Leu Gly Ser Leu Tyr Gin Leu Ala lie Thr Tie Gly 
145 150 155 160 

lie Leu Val Ala Ala lie lie Gly Leu Gly Leu Asn Lys Thr Asn Asn 
165 170 175 

Asp Ser Ala Leu Asn Ser Trp Gly Trp Arg lie Pro Leu Gly Leu Gin 

180 185 190 

Leu Val Pro Ala Leu Leu Leu Leu lie Gly Leu Leu Phe Leu Pro Glu 
195 200 205 

Ser Pro Arg Trp Leu Val Glu Lys Gly Lys Leu Glu Glu Ala Arg Glu 
210 215 2 20 

Val Leu Ala Lys Leu Arg Gly Val Glu Asp Val Asp Gin Glu lie Gin 
225 230 235 240 

Glu He Lys Ala Glu Leu Glu Ala Thr Val Ser Glu Glu Lys Ala Gly 

245 250 255 

Lys Ala Ser Trp Gly Glu Leu Phe Arg Gly Arg Thr Arg Pro Lys Val 

2G0 265 2 70 

Arg Gin Arg Leu Leu Met Gly Val Met Leu Gin Ala Phe Gin Gin Leu 
275 280 285 

Thr Gly He Asn Ala He Phe Tyr Tyr Ser Pro Thr He Phe Lys Ser 

290 295 300 

Val Gly Val Ser Asp Ser Val Ala Ser L^u Leu Val Thr Tie Tie Val 
305 310 315 320 

Gly Val Val Asn Phe Val Phe Thr Phe Val Ala Leu He Phe Leu Val 

325 3 30 335 

Asp Arg Phe Gly Arg Arg Pro Leu Leu Lei: Leu Gly Ala Ala Gly Met 
340 345 350 

Ala He Cys Phe Leu He Leu Gly Ala Ser He Gly Val Ala Leu Leu 

355 360 36 5 



2X0 



Leu Leu Asn Lys Pro Lys Asp Pro Ser Ser Lys Ala Ala Gly He Val 

3 70 3 75 380 

Ala He Val Phe lie Leu Leu Phe He Ala Phe Phe Ala Leu Gly Trp 

385 390 395 400 

Gly Pro Tl^ Prn Trp V* 1 fl« I,**u S^r Glu L^u Ph^ Pro Thr Lys V^tl 
405 4 10 415 

Arn Ser Lvs Ala T.*»n Ala f,pu Ala Thr Ala Ala Asn Trn L<=m.i Ala Asn 
420 4 25 430 

Phe lie He Gly Phe Leu Phe Pro Tyr He Thr Gly Ala He Gly Leu 
435 440 445 

Ala Leu Gly Gly Tyr Val Phe Leu Val Phe Ala Gly Leu Leu Val Leu 
450 455 460 

Phe He Leu Phe Val Phe Phe Phe Val Pro Glu Thr Lys Gly Arg Thr 

4 65 470 475 480 

Leu Glu Glu He Glu Glu Leu Phe 
485 



< 2 1 0 > 171 
<. 2 1 1 > 3 4 3 
<212> PRT 

<213> Homo sapiens 
■-: 4 0 0 > 171 

Met Leu Ala Thr Arg Leu Ser Arg Pro Leu Ser Arg Leu Pro Gly Lys 
15 10 15 

Thr Leu Ser Ala Cys Asp Arg Glu Asn Gly Ala Arg Arg Pro Leu Leu 
20 25 30 

Leu Gly Ser Thr Ser Phe He Pro He Gly Arg Arg Thr Tyr Ala Ser 
3 5 4 0 45 

Ala Ala Glu Pro Val Gly Ser Lys Ala Val Leu Val Thr Gly Cys Asp 
50 55 60 

Ser Gly Phe Gly Phe Ser Leu Ala Lys His Leu His Ser Lys Gly Phe 

65 70 75 30 

Leu Val Phe Ala Gly Cys Leu Met Lys Asp Lys Gly His Asp Gly Val 
85 90 95 

Lys Glu Leu Asp Ser Leu Asn Ser Asp Arg Leu Arg Thr Val Gin Leu 

100 105 110 

Asn Val Cys Ser Ser Glu Glu Val Glu Lys Val Val Glu He Val Arg 
115 12 0 12 5 

Ser Ser Leu Lys Asp Pro Glu Lys Gly Met Trp Gly Leu Val Asn Asn 
13 0 13 5 14 0 



2<S1 



Ala Gly lie Ser Thr Phe Gly Glu Val Glu Phe Thr Sei Leu Glu Thr 
145 150 155 160 

Tyr Lys Gin Val Ala Glu Val Asn Leu Trp Gly Thr Val Ary Met Thr 
165 170 175 

Lvs Ser Phe Leu Pro Leu lie Arq Arq Ala Lvs Gly Arq Val Val Asn 
IRQ IRS 190 

Tie Ser Ser Met Leu Gly Arg Met Ala Asn Pro Ala Arg Ser Pro Tyr 
195 200 20 5 

Cys lie Thr Lys Phe Gly Val Glu Ala Phe Ser Asp Cys Leu Arg Tyr 

210 215 220 

Glu Met Tyr Pro L^u Gly Val Lys Val Ser Val Val Glu Pro Gly Asn 
225 230 235 240 

Phe lie Ala Ala Thr Ser Leu Tyr Ser Pro Glu Ser lie Gin Ala lie 
245 250 255 

Ala Lys Lys Met Trp Glu Glu Leu Pro Glu Val Val Arg Lys Asp Tyr 

260 265 270 

Gly Lys Lys Tyr Phe Asp Glu Lys lie Ala Lys Met Glu Thr Tyr Cys 

2 75 280 2 8 5 

Ser Ser Gly Ser Thr Asp Thr Ser Pro Val lie Asp Ala Val Thr His 
290 295 300 

Ala Leu Thr Ala Thr Thr Pro Tyr Thr Arg Tyr His Pro Met Asp Tyr 
305 310 315 320 

Tyr Trp Trp Lou Arg Met Gin lie Met Thr His Leu Pro Gly Ala lie 
325 330 335 

Ser Asp Met lie Tyr lie Arg 
340 



<210> 172 
c211> 343 
<212> PRT 

-.213^ Homo sapiens 
<400> 172 

Met Leu Ala Thr Arg Leu Ser Arg Pro Leu Ser Arg Leu Pro Gly Lys 
15 10 15 

Thr Leu Ser Ala Cys Asp 7*rg Glu Asn Gly Ala Arg Arg Pro Leu Leu 

20 25 30 

Leu Gly Ser Thr Ser Phe lie Pro lie Gly Arg Arg Thr Tyr Ala Ser 
3 5 4 0 4 5 



Ala Ala Glu Pro Val Gly Ser Lys Ala Val Leu Val Thr Gly Cys Asp 



SO 55 60 

Ser Gly Phe Gly Phe Ala Leu Ala Lys His Leu His Ser Lys Gly Phe 
65 70 75 80 

Leu Val Phe Ala Gly Cvs Leu Met Lys Asp Lys Glv His Asp Gly Val 

q e, QO Q 5 

r,v£3 Glu Leu Asp S*=»r Leu Asn Ser Asp Arg I,pu Arn Thr Val Gin Leu 
100 105 110 

Asn Val Cys Ser Ser Glu Glu Val Glu Lys Val Val Glu lie Val Arg 
115 120 125 

Sei Sei Leu Lys A^p Pio Glu Lys Gly Met Tip Gly Leu Val Asa Asn 
130 135 140 

Ala Gly lie Ser Thr Phe Gly Glu Val Glu Phe Thr Ser Leu Glu Thr 
145 150 155 160 

Tyr Lys Gin Val Ala Glu Val Asn Leu Trp Gly Thr Val Arg Met Thr 
165 170 175 

Lys Ser Phe Leu Pro Leu lie Arg Arg Ala Lys Gly Arg Val Val Asn 
180 185 190 

He Ser Ser Met Leu Gly Arg Met Ala Asn Pro Ala Arg Ser Pro Tyr 
195 200 205 

Cys He Thr Lys Phe Gly Val Glu Ala Phe Ser Asp Cys Leu Arg Tyr 
210 215 220 

Glu Met Tyr Pro Leu Gly Val Lys Val Ser Val Val Glu Pro Gly Asn 

225 230 235 240 

Phe He Ala Ala Thr Ser Leu Tyr Ser Pro Glu Ser He Gin Ala He 
245 250 255 

Ala Lys L y ^ Met Tip Glu Glu Leu Fiu Glu Val Vet 1 Ai y Lys Asp T y i 
260 265 270 

Gly Lys Lys Tyr Phe Asp Glu Lys He Ala Lys Met Glu Thr Tyr Cys 
275 280 285 

Ser Scr Gly Ser Thr Asp Thr Ser Pro Val He Asp Ala Val Thr His 
290 295 300 

Ala Leu Thr Ala Thr Thr Pro Tyr Thr Arg Tyr His Pro Met Asp Tyr 

305 310 315 320 

Tyr Trp Trp Leu Arg Met Gin He Met Thr His Leu Pro Gly Ala He 

325 330 _-U 5 

Ser Asp Met He Tyr He Arg 
34 0 
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<2 10> 17 3 
< 2 1 1 > 344 
<212> PRT 

<213> Homo sapiens 
<400> 173 

M^r i,°n r Phr Arg Thr t.en ^^r ^rg Pr^ T.«=>u Arg L~u Pr^ y 

15 10 15 

I.v.q Thr Leu Ser Ala Cvs Asn Ara Glu Asn Glv Ala Ara Ara Pro I.^u 
2 0 2 5 ^0 

Leu Leu Gly Ser Thr Ser Phe lie Pro lie Gly Arq Arq Thr Tyr Ala 
35 40 45 

Ser Ala Ala Glu Pro Val Gly Ser Lys Ala Val Leu Val Thr Gly Cys 

50 55 60 

Asp Ser Gly Phe Gly Phe Ser Leu Ala Lys His Leu His Ser Lys Gly 
65 70 75 80 

Phe Leu Val Phe Ala Gly Cys Leu Met Lys Asp Lys Gly His Asp Gly 

85 90 95 

Val Lys Glu Leu Asp Ser Leu Asn Ser Asp Arg Leu Arg Thr Val Gin 
100 105 110 

Leu Asn Val Phe Arg Ser Glu Glu Val Glu Lys Val Val Gly Asp Cys 
115 120 125 

Pro Phe Glu Pro Glu Gly Pro Glu Lys Gly Met Trp Gly Leu Val A^sn 
130 135 140 

Asn Ala Gly He Ser Thr Phe Gly Glu Val Glu Phe Thr Ser Leu Glu 
145 150 155 160 

Thr Tyr Lys Gin Val Ala Glu Val Asn Leu Trp Gly Thr Val Arg Met 

165 170 175 

Thr Lys Ser Phe Leu Pro Leu He Arg Arg Ala Lys Gly Arg Val Val 
180 185 190 

Asn lie Ser Ser Met Leu Gly Arg Met Ala Asn Pro Ala Arg Ser Pro 

195 200 205 

Tyr Cys Tie Thr Lys Phe Gly Val Glu Ala Phe Ser Asp Cys Leu Arg 
210 215 220 

Tyr Glu Met Tyr Pro Leu Gly Val Lys Val Ser Val Val Glu Pro Gly 

225 230 235 240 

Asn Phe lie Ala Ala Thr Ser Leu Tyr Asn Pro Glu Ser He Gin Ala 
245 250 255 

He Ala Lys Lys Met Trp Glu Glu Leu Pro Glu Val Val Arg Lys Asp 
26 0 265 2 70 
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Tyr Gly Lys Lys Tyr Phe Asp Glu Lys He Ala Lys Met Glu Thr Tyr 

275 280 285 

Cys Ser Ser Gly Ser Thr Asp Thr Ser Pro Val He Asp Ala Val Thr 

290 295 300 

His Ala T.^n Thr- fti 'rhr Thr Pm Tyr Thr Arg Tyr- His Pro M^f A.^p 

305 BIO 315 320 

Tvr Tvr Trn Trn Ipii Ara Met' Gin Tie M^t- Thr His Leu Pro Glv Ala 

12 5 3 3 0 3 3 5 



He Ser Asp Met lie Tyr He Arg 

340 



< 2 1 0 > 174 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<400> 174 

Gly Leu Arg Pro Pro Pro Pro Gly Arg Phe Ser Arg Leu Pro Gly Lys 
1 r r 10 15 

Thr Leu Ser Ala Cys Asp Arg Glu Asn Gly Ala Arg Arg Pro Leu Leu 

z0 25 30 

Leu Gly Ser Thr Ser Phe He Pro lie Gly Arg Arg Thr Tyr Ala Ser 
3 5 4 0 4 5 

Ala Ala Glu Pro Val Gly Ser Lys Ala Val Leu Val Thr Gly Cys Asp 
50 55 60 

Ser Gly Phe Gly Phe Ser Leu Ala Lys His Leu His Ser Lys Gly Phe 
65 ' 70 75 80 

Leu Val Phe Ala Gly Cys Leu Met Lys Asp Lys Gly His Asp Gly Val 

85 90 95 

Lys Glu Leu Asp Ser Leu Asn Ser Asp Arg Leu Arg Thr Val Gin Leu 
100 105 HO 

Asn Val Phe Arg Ser Glu Glu Val Glu Lys Val Val Gly Asp Cys Pro 

115 120 125 

Phe Glu Pro Glu Gly Pro Glu Lys Gly Met Trp Gly Leu Val Asn Asn 
130 135 140 

Ala Gly lie Ser rhr Phe Gly Glu Val Glu Phe Thr Ser Leu Glu Thr 
145 150 155 160 

Tyr Lys Gin Val Ala Glu Val Asn Leu Trp Gly Thr Val Arg Met Thr 
165 170 175 

Lys Ser Phe Leu Pre Leu He Arg Arg Ala Lys Gly Arg Val Val Asn 
1«C L8 5 190 
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lie Ser Ser Met Leu Gly Arg Met Ala Asn Pro Ala Arg Ser Pro Tyr 
195 200 205 

Cys lie Thr Lys Phe Gly Val Glu Ala Phe Ser Asp Cys Leu Arg Tyr 
210 215 220 

Glu Met Tvr Pro Leu Glv Val Lvs Val Ser Val Val Glu Pro Glv Asn 
2 2 5 2*0 7 3 5 24(1 

Phe He Ala Ala Thr Ser Leu Tyr Asn Pro Glu Ser Tie Gin Ala Tie 
245 250 255 

Ala Lys Lys Met Trp Glu Glu Leu Pro Glu Val Val Arg Lys Asp Tyr 

260 265 270 

Gly Lys Lys Tyr Phe Asp Glu Lys He Ala Lys Met Glu Thr Tyr Cys 
275 280 285 

Ser Ser Gly Ser Thr Asp Thr Ser Pro Val Tie Asp Ala Val Thr His 
290 295 300 

Ala Leu Thr Ala Thr Thr Pro Tyr Thr Arg Tyr His Pro Met Asp Tyr 

305 310 315 320 

Tyr Trp Trp Leu Arg Met Gin He Met Thr His Leu Pro Gly Ala He 

szb 330 335 

Ser Asp Met He Tyr He Arg 
340 



<210> 175 

<21H 344 

<212> PRT 

<213> Rattus norvegicus 

<:400. 175 

Met Met Leu Aid Aid Aiy L c u Sex Aiy Piu Leu Sei Gin Leu Piu Gly 
1 5 10 15 

Lys Ala Leu Ser Val Cys Asp Arg Glu Asn Gly Thr Arg His Thr Leu 
20 25 30 

Leu Phe Tyr Pro Ala Ser Phe Ser Pro Asp Thr Arg Arg Thr Tyr Thr 
35 40 45 

Ser Gin Ala Asp Ala Ala Ser Gly Lys Ala Val Leu Val Thr Gly Cys 

50 55 60 

Asp Ser Gly Phe Gly Phe Ser Leu Ala Lys His Leu His Ser Lys Gly 
65 7 0 75 80 

Phe Leu Val Phe Ala Gly Cys Leu Leu Lys Glu Gin Gly Asp Ala Gly 

8 5 9 0 9 5 

Val Aiy Giu L".i Asp Ser Leu Lys Ser Asp Arg Leu Arg Thr He Gin 
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Leu Asn Val Cys Asn Ser Glu Glu Val Glu Lys Ala Val Glu Thr Val 
115 120 125 

Arq Ser Gly Leu Lvs Asp Pro Glu Lys Gly Met Trp Gly Leu Val Asn 
no" 1 T 4 ^ 

Asn Ala Gly Tl- Ser Thr Phe Gly Glu Val Rln Ph^ Thr Ser Met Glu 
145 150 155 1^° 

Thr Tyr Lys Glu Val Ala Glu Val Asn Leu Trp Gly Thr Val Arq Thr 
16 5 170 175 

Thi Lys Ser Phe Leu Pro L^u Leu Ary Ary Ala Lys Gly Ary Val Val 
180 185 190 

Asn He Ser Ser Met Leu Gly Arq Met Ala Asn Pro Ala Arq Ser Pro 
195 200 205 

Tyr Cys He Thr Lys Phe Gly Val Glu Ala Phe Ser Asp Cys Leu Ary 
210 215 220 

Tyr Glu Met His Pro Leu Gly Val Lys Val Ser Val Val Glu Pro Gly 
225 230 235 240 

Asn Phe He Ala Ala Ihr Ser Leu Tyr Ser Pro Glu Ary He Gin Ala 
245 250 255 

He Ala Lys Lys Met Trp Asp Glu Leu Pro Glu Val Val Ary Lys Asp 

2G0 265 270 

Tyr Gly Lys Lys Tyr Phe Asp Glu Lys He Ala Lys Met Glu Thr Tyr 

275 280 285 

Cys Asn Ser Gly Ser Thr Asp Thr Ser Ser Val He Asn Ala Val Thr 
290 295 3 00 

His Ala Leu Tin Aid Aid Thi. Piu Tyr Thr Aiy Tyi His Pro Met Asp 
305 310 315 320 

Tyr Tyr Trp Trp Leu Ary Met Gin Val Met Thr His Phe Pro Gly Ala 

32 5 330 3 35 

He Ser Asp Lys He Tyr He His 
340 



<210> 176 

<211> 271 

<212> PRT 

<2 13> Homo sapiens 

<400> 176 

Thr Gly Lys Val Ala Leu Val Thr Gly Ala Ser Ser Gly He Gly Leu 
1 5 10 15 
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Ala lie Ala Lys Arg Leu Ala Lys Glu Gly Ala Lys Val Va 1 Va 1 Val 

2 0 2 5 3 C 

Asp Arg Arg Glu Glu Lys Ala Glu Gin Val Ala Ala Glu Leu Lys Ala 
3 S 4 0 4 5 

<:;-\ u Ten <^ly Asp Arg Ala L<=mi Ph<=» Tl <~ ^1 n L*=>u A--n V-i 1 TbT Asp Gin 
SO 55 60 

Glu Gin Val Lvs Ala Ala Val Ala Gin Ala Val Glu Ara Lf=u Glv Asr> 
6 5 7 0 7 5 8 0 

Arg Leu Asp Val Leu Val Asn Asn Ala Gly lie Leu Gly Pro Gly Pro 

85 90 95 

Pro Phe Glu Glu Leu Ser Glu Glu Asp Trp Glu Arg Val lie Asp Val 
100 105 110 

Asn Leu Thr Gly Val Phe Leu Leu Thr Gin Ala Val Leu Pro Ala Met 
115 120 125 

Asp His Met Leu Lys Arg Lys Gly Gly Arg lie Val Asn lie Ser Ser 
130 135 140 

Val Ala Gly Leu Asn Val Gly Val Pro Gly Leu Ser Ala Tyr Ser Ala 
145 150 155 160 

Ser Lys Ala Ala Val lie Gly Leu Thr Arg Ser Leu Ala Leu Glu Leu 
165 170 17 5 

Ala Pro His Gly Thr Gly lie Arg Val Asn Ala Val Ala Pro Gly Gly 
180 185 190 

Val Asp Thr Asp Met Thr Lys Ala Leu Arg Ser Arg Leu lie Glu Ala 
195 200 205 

Lys Lys Lys Val Arg Glu Val Ala Asp lie Ala Asp Pro Glu Leu Glu 

210 215 22 0 

Glu Arg lie Thr Ser Thr He Thr Pro Leu Gly Arg Tyr Gly Val Thr 
225 230 23 5 240 

Pro Glu Glu He Ala Asn Ala Val Leu Phe Leu Ala Ser Asp Gly Ala 
245 250 255 

S^r Tyr Ser Val Thr Gly Gin Thr Leu Asn Val Asp Gly Gly L#=>u 
260 265 270 



- .1U:> 17 7 
2 11- 2 5 6 

- ^ - PRT 

1 3 > Homo sapiens 

4r-0. 177 

Tyr Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Arg 

i 5 10 15 



2X8 



His Lys Thr Leu Ser Glu Thr Asp Glu Lys Phe Trp Ala Phe Gly Phe 
2 0 2 5 3 0 

Asp Glu Met Ala Lys Tyr Asp Leu Pro Gly Val lie Asp Phe He Val 
35 40 45 

Asn Lvs Thr Glv Gin Glu Lvs Leu Tvr Phe lie Glv His Ser Leu Glv 

SO 5 5 fi 0 

Thr Thr Tie Gly Phe Val Ala Phe Ser Thr Met Pro Glu Leu Ala Gin 
65 ' 70 75 80 

Arg lie Lys Met Asn Phe Ala Leu Gly Pro Thr He Ser Phe Lys Tyr 

85 *G 95 

Pro Thr Gly Tie Phe Thr Arg Phe Phe Leu Leu Pro Asn Ser He II <= 
100 105 HO 

Lys Ala Val Phe Gly Thr Lys Gly Phe Phe Leu Glu Asp Lys Lys Thr 
115 120 125 

Lys He Ala Ser Thr Lys He Cys Asn Asn Lys He Leu Trp Leu He 
13 0 13 5 14 0 

Cys Ser Glu Phe Met Ser Leu Trp Ala Gly Ser Asn Lys Lys Asn Met 

145 150 15b 160 

Asn Gin Leu Tyr His Ser Asp Glu Phe Arg Ala Tyr Asp Trp Gly Asn 
165 170 175 

Asp Ala Asp Asn Met Lys His Tyr Asn Gin Ser His Pro Pro He Tyr 
18 0 18 5 190 

Asp Leu Thr Ala Met Lys Val Pro Thr Ala He Trp Ala Gly Gly His 
195 200 205 

Asp Val Lou Val Thr Pro Gin Asp Val Ala Arg He Leu Pro Gin He 
210 215 220 

Lys Ser Leu His Tyr Phe Lys Leu Leu Pro Asp Trp Asn His Phe Asp 
225 230 235 240 

Phe Val Trp Gly Leu Asp Ala Pro Gin Arg Met Tyr Ser Glu He He 

24 5 2 50 255 



< 2 1 C ■ 17 9 

</lh 9 5 

< 2 12 ■ PRT 

2 1 < Homo sapiens 

-400.- 

l ■ i it- l,-u Val Pro Gin Asn Glu Ala Ala Gly Thr Ala Val 
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Arg Val Val Ala Gin Asp Pro Asp Ala Gly Glu Ala Gly Arg Leu Val 
2 0 2 5 3 0 

Tyr Ser Leu Ala Ala Leu Met Asn Ser Arg Ser Leu Glu Leu Phe Ser 
3 r 4 n a s 

Tie Ann Prn Gin Ser Gly Leu Hp Arg Thr Ala Ala Ala Leu Asp Arg 
SO SB 60 

Glu Ser Mpf. Glu Arg His Tyr Leu Arc? Val Thr Ala Gin Asp His Gly 
65 70 75 80 

Ser Plu Aig Leu Ser Ala Tin Thr Met Veil Ala Val Tin Val Ala 
85 90 95 



<210> 179 
< 2 1 1 > 9 9 
<212> PRT 

<213> Homo sapiens 
l 1 9 

Tyr Arg Glu Thr Leu Arg Glu Asn Val Glu Glu Gly Tyr Pro He Leu 
15 10 15 

Gin Leu Arg Ala Thr Asp Gly Asp Ala Pro Pro Asn Ala Asn Leu Arg 

20 25 30 

Tyr Arg The Val Gly Pro Pro Ala Ala Arg Ala Ala Ala Ala Ala Ala 
35 40 45 

Phe Glu He Asp Pro Arg Ser Gly Leu He Ser Thr Ser Gly Arg Val 
50 55 60 

Asp Arg Glu His Met Glu Ser Tyr Glu Leu Val Val Glu Ala Ser Asp 

65 70 75 30 

Gin Gly Gin Glu Pro Gly Pro Arg Ser Ala Thr Val Arg Val His Tie 
85 90 95 

Thr Val Leu 



<210> 18 0 

< 2 1 1 > 9 3 

<212> PRT 

<213> Homo sapiens 

c 4 0 0 > 18 0 

Tyr Val Ala Gin Val Arg Glu Asp Val Arg Pro His Thr Val Val Leu 
1 5 10 15 

/Arg Va j Tin Ala Thr Asp Arg Asp Lye Asp Ala Asn Gly Leu Val His 

0 J. 5 3 0 



Tyr Asn lie lie Ser Gly Asn Ser Arg Gly His Phe Ala lie Asp Ser 
35 40 45 

Leu Thr Gly Glu lie Gin Val Val Ala Pro Leu Asp Phe Glu Ala Glu 
50 55 60 

Arc? Glu Tvr Ala Leu Arq lie Arq Ala Gin Asd Ala Gly Arq Pro Pro 

6S 70 75 «n 

Leu Ser Asn Asn Thr Gly Leu Ala Sf-r Tie Gin Val Val 
85 90 



<210.- 131 
<211> 92 
<212> PRT 

<213> Homo sapiens 
< 4 0 0 > 181 

Phe Gin Val Sex Val Leu Glu Asn Ala Pro Leu Gly His Ser Val lie 
15 10 15 

His He Gin Ala Val Asp Ala Asp His Gly Glu Asn Ala Arg Leu Glu 

20 25 30 

Tyr Ser Leu ihr Gly Val Ala Pro Asp Thr Pro Phe Val He Asn ^ei 
3 5 4 0 4 5 

Ala Thr Gly Trp Val Ser Val Ser Gly Pro Leu Asp Arg Glu Ser Val 
50 55 60 

Glu His Tyr Phe Phe Gly Val Glu Ala Arq Asp His Gly Ser Pro Pro 

65 70 75 80 

Leu Ser Ala Ser Ala Ser Val Thr Val Thr Val Leu 
85 90 



< 2 1 0 > 182 
<211> 45 
<212> PRT 

<213> Homo sapiens 
<400^ 182 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
2 0 2 5 3 0 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
3 5 4 0 4 5 



< 2 1 0 ■ < 18 3 
<-2 11 ■ 4 5 
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<2 12> PRT 

<213> Homo sapiens 
<400> 183 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
1 5 10 IB 

Pro Glv Glv Ser Ser Asp Asn Phe Gly Glv Tvr Thr Cvs Glu Cvs Pro 

?0 25 3D 

Pro Gly Ar,p Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



<210^ 134 
<211 > 4 5 
<212> PRT 

<213> Homo sapiens 
<400> 184 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



< 2 1 0 > 185 
<211^> 67 
<212> PRT 

<213> Homo sapiens 
<400> 185 

Cys Pro Ala Asn Glu Gin Tyr Thr Glu Cys Gly Pro Ser Cys Glu Pro 

15 10 15 

Ser Cys Ser Asn Pro Asp Gly Pro Leu Glu Thr Thr Pro Pro Cys Glu 
20 25 30 

Gly Thr Ser Pro Lys Val Pro Ser Thr Cys Lys Glu Gly Cys Val Cys 
35 40 45 

Gin Pro Gly Tyr Val Arg Asn Asn Asp Gly Asp Lys Cys Val Pro Arg 
50 55 60 

Ser Glu Cys 
65 



<210> 186 

<211> 45 

<212> PRT 

< 2 1 3 > Homo sap i en 
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< 4 0 0 > 18 6 

Cys Ala Pro Asn Asn Pro Cys Ser 
1 5 

Pro Gly Gly Ser Ser Asp Asn Phe 
20 

Pro Glv Asp Tvr Tvr Leu Ser Tvr 

1 5 4 0 




Asn Gly Gly Thr Cys Val Asn Thr 
10 15 

Gly Gly Tyr Thr Cys Glu Cys Pro 
25 30 

Thr Glv Lvs Arq Cvs 

4 5 



<• 2 1 0 > 187 

<211> 45 

<212> PRT 

<•- 2 1 3 Homo sapiens 

< 4 0 0 > 18 7 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
' 1 5 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



< 2 1 0 > 18 8 
< 2 1 1 > 4 5 
2 12 > PRT 

2 13- Homo sapiens 
<400> 188 

Cys Ala Pro Asn Asn Pro Cys Ser 
1 5 

Pro Gly Gly Ser Ser Asp Asn Phe 
20 

Pro Gly Asp Tyr Tyr Leu Ser Tyr 

35 40 



Asn Gly Gly Thr Cys Val Asn Thr 
10 15 

Gly Gly Tyr Thr Cys Glu Cys Pro 

25 30 

Thr Gly Lys Arg Cys 
45 



2 1 0 > 189 
2 11.. 43 
<- 2 1 2 > PRT 

< 2 1 3 > Homo sapiens 

. 4 0 0 > 18 9 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 

20 25 30 



Pi o Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
3 5 4 0 4 5 



2 1 0 > 19 0 

•. 2 1 1 > 18 

<zl2> PRT 

"Li' Homo s aniens 

} 0 0 • 19 0 

r,^u Pro ryp Glu Glu Va 1 Tht S^r Tl- Tl^ Glu Arg Asp Ann Tl^ Ann 

1 5 10 IS 



< 21 0^ 191 

2 1 1 > 3 0 

-212> PRT 

<213> Homo sapiens 

<400^ 191 

Phe Asp Arg Pro Arg Gly Val Ala Val Asp Pro Ser Asp Gly Gin lie 
15 10 15 

Val Val Ala Asp Gin Ser Glu Asn His Arg lie Gin Val Phe 
20 25 30 



< 2 1 0 > 19 2 

2 11,, 30 
■212.. PRT 

^213-> Homo sapiens 
<400> 192 

Phe Asp Arg Pro Arg Gly Val Ala Val Asp Pro Ser Asp Gly Gin lie 
15 10 15 

Val Val Ala Asp Gin Ser Glu Asn His Arg lie Gin Val Phe 

20 25 30 



- 2 1 0 > 19 3 

<21 1 > 28 

< 212 > PRT 

-213 - Homo sapiens 

•4 0 0 • 19 3 

Leu Lys Val Glu Phe Asp Glu Leu Glu Thr Gly Leu Leu Lys Ser lie 
15 10 15 

Thr Arg Lys Gin Asp Asn Lys Thr Val His Val Asn 

20 25 



; 10. ] 94 
. i j • 8 9 
. i . PPT 
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< 2 1 3 > Homo sapiens 
<4 00 , 194 

Tyr His Leu Arg Leu Asn Glu Asp Ala Ala Val Gly Thr Ser Val Val 
i 5 1.0 15 

qov \7;-< l Thr Ala Val A^p Arg A^p ^] i A^n Ala T 1 <=■ ^^r Tyr- nin 

2 0 2 5 3 0 

Tl^ Thr nlv Glv Asn Thr Ara Asn m Ph«=» Ala Tie Ser Thr Gin Glv 
* c - 4 0 4 5 

Gly Val Gly Leu Val Thr Leu Ala Leu Pro Leu Asp Tyr Lys Gin Glu 

SO 5 5 6 0 

Arg Tyr Phe Lys Leu Val Leu Thr Ala Ser Asp Arg Ala Leu His Asp 

65 70 75 80 

His Gys Tyr Val His He Asn He Thr 
85 



<210> 195 
-211- ?n 
<212> PRT 

<213> Homo sapiens 
< 4 0 0 > 1 9 S 

Tyr Ser Val Ser Val Asn Glu Asp Arg Pro Met Gly Ser Thr He Val 
15 10 15 

Val He Ser Ala Ser Asp Asp Asp Val Gly Glu Asn Ala Arg He Thr 

20 25 30 

Tyr Leu Leu Glu Asp Asn Leu Pro Gin Phe Arg He Asp Ala Asp Ser 
35 40 4 5 

Gly Ala lie Thr Leu Gin Ala Pro Leu Asp Tyr Glu Asp Gin Val Thr 
5 0 5 5 6 0 

Tyr Thr Leu Ala He Thr Ala Arg Asp Asn Gly He Pro Gin Lys Ala 
65 70 75 80 

Asp Thr Thr Tyr Val Glu Val Met Val Asn 

85 90 



<210> 196 

<211> 45 

<212> PPT 

<213> Homo sapiens 



<400> 196 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 

15 10 15 

Pro Gl y G .i y Ser Ser Asp Asn Piu Gly Gly Tyr' Thr Cys Glu Gys Pro 



2^5 



30 



Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



^2 10- 1 «»-7 
< 2 1 1 > 4 5 
^21 2 > PPT 

<213> Hnmn s aniens 
<400> 19 7 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
20 2S 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



c210> 198 
-211- 45 
<212> PRT 

<213> Homo sapiens 
<400> 198 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



^210^ 199 
<21 1 ■> 45 
<212> PRT 

<213> Homo sapiens 
< 4 0 0 > 199 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
15 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 
20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 

3 5 4 0 4 5 



- 2 1 0 - 2 0 C 
< 2 1 1 4 5 

. :■ lL - pf. r 
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<213> Homo sapiens 
< 4 0 0 > 2 0 0 

Cys Ala Pro Asn Asn Pro Cys Ser 
' 1 5 

Pr^ nly my S Q r S^r A^.p A^n 
20 

Pro m v Asn Tvr Tvr Lpu S<=>r Tvr 
35 40 




Asn Gly Gly Thr Cys Val Asn Thr 
10 15 

Gly Gly Tyr Thr Cys Gin fyp u r o 
2 5 3 0 

Thr Gl v Tr/s Ara Cvs 
4 5 



^210> 201 

<-2 11-> 4 5 

<212> PRT 

<21V.» Homo sapiens 

<400> 201 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
1 5 10 15 

Pro Gly Gly Ser Ser Asp Asn Phe Gly Gly Tyr Thr Cys Glu Cys Pro 

20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



<210> 2 02 

-•211> 45 

<;2 12> PRT 

<213> Homo sapiens 

<400> 202 

Cys Ala Pro Asn Asn Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr 
1 5 10 15 

Pro Gly Gly 3ei Sei A^u Atui Phu Gly Gly Tyt Tin Cy^ Glu C y t> Piu 
20 25 30 

Pro Gly Asp Tyr Tyr Leu Ser Tyr Thr Gly Lys Arg Cys 
35 40 45 



<210> 203 

<211> 18 

<212> PRT 

<213> Homo sapiens 

< 4 0 0 > 2 0 3 

Leu Pro Cys Glu Glu Val Thr Ser lie lie Glu Arg Asp Asn lie Asp 
1 5 10 15 

Phe Lys 
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< 2 1 0 204 

< 21 1 > 30 

< 2 1 2 > PRT 

<213> Homo sapiens 

,4nn-, ? n 4 

Phe Asd Arcr Pro Arq Gly Val Ala Val Asp Pro Ser Asd Gly Gin lie 
1 S 10 



Val Val Ala Asp Gin Ser Glu Ann His Arg Tie Gin Val Phe 
2 0 2 5 3 0 



^210> 205 
<211> 30 
<212> PRT 

c213> Homo sapiens 
<400> 205 

Phe Asp Arg Pro Arg Gly Val Ala Val Asp Pro Ser Asp Gly Gin lie 
15 10 15 

Val Val Ala Asp Gin Ser Glu Asn His Arg Tie Gin Val Phe 

20 25 30 



<210> 206 
<211> 28 
<212> PRT 

^213> Homo sapiens 
<400> 206 

Leu Lys Val Glu Phe Asp Glu Leu Glu Thr Gly Leu Leu Lys Ser lie 
15 10 15 

Thr Arg Lys Gin Asp Asn Lys Thr Val His Val Asn 

20 25 



<210> 207 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 207 

Tyr Thr Gly Leu Val Ser Glu Asp Ala Pro Pro Phe Thr Ser Val Leu 
15 10 15 

Gin He Ser Ala Thr Asp Arg Asp Ala His Ala Asn Gly Arg Val Gin 

20 25 30 

Tyr Thr Phe Gin Asn Gly Glu Asp Gly Asp Gly Asp Phe Thr He Glu 
3 5 4 0 4 5 

Pro Thr Ser Gly lie Val Arg Thr Val Arg Arg Leu Asp Arg Glu Ala 

5 0 5 5 6 0 



298 



Val Ser Val Tyi Glu Leu Thr Ala Tyr Ala Val Asp Arg Gly Val Pro 
65 70 75 80 



Pro Leu Arg Thr Pro Val Ser lie Gin Val Me L Val Gin 
85 90 



. 2 1 0 . 2 OR 

<2\\> 89 

••212> PRT 

<213> Homo sapiens 
<400> 208 

Phe Glu Val Aig Val Lys Glu Asn Ser He Val Gly Ser Val Val Ala 
15 10 15 

Gin He Thr Ala Val Asp Pro Asp Glu Gly Pro Asn Ala His He Met 

20 25 30 

Tyr Gin He Val Glu Gly Asn He Pro Glu Leu Phe Gin Met Asp He 
35 40 45 

Phe Ser Gly Glu Leu Thr Ala Leu He Asp Leu Asp Tyr Glu Ala Arg 
50 55 60 

Gin Glu Tyr Val He Val Val Gin Ala Thr Ser Ala Pro Leu Val Ser 
65 ' 70 75 80 

Arg Ala Thr Val His Val Arg Leu Val 

85 



<210> 209 

.: 2 1 1 > 3 2 

<212> PRT 

< 2 1 3 > Homo sapiens 

.,4 00^ 209 

Cys Tyr Ser Asn Pro Cys Arg Asn 
1 5 

Gly Gly Tyr Thr Cys Val Cys Arg 
20 



Glv Gly Ala Cys Ala Arg Arg Glu 
10 15 

Pro Arg Phe Thr Gly Glu Asp Cys 

25 ~ 30 



<210> 210 

<211> 35 

<212> PRT 

<213> Homo sapiens 

< 4 0 0 > 2 10 

Cys Val Pro Gly Val Cys Arg Asn Gly Gly Thr Cys Thr Asp Ala Pro 
1 5 10 15 



2 l >9 



Asn Gly Gly Phe Arg Cys Gin Cys Pro Ala Gly Gly his, Phe Glu Gly 
2 0 2 5 3 0 

Pro Arg Cys 
35 



- ? l n - i i 
.- ~> 1 1 -> 6 5 

•■- 2 1 2 '■> PRT 

- 2 1 3 > Homo sapiens 
-100> 211 

Phe Alet Tim Val Gin Gin Sci Gly Leu Leu Phe Tyr Abii Gly Ary Leu 
15 10 15 

Asn Glu Lys His Asp Phe Leu Ala Leu Glu Leu Val Ala Gly Gin Val 
20 25 30 

Arg Leu Thr Tyr Ser Thr Gly Glu Ser Asn Thr Val Val Ser Pro Thr 
35 40 45 

V^l Pro Gly Gly Leu Ser Asp Gly Gin Trp His Thr Val His Leu Arg 

5 0 5 5 6 0 

J yr 

6 5 



-2 10- 212 
< 2 1 1 -> 17 
<212> PRT 

<213> Homo sapiens 

<400> 212 

Gly He Asp Leu Gly Gly Thr Lys He Glu Leu Ala Leu Val Asp Glu 
15 10 15 

Aso 



<210> 213 

2 1 1 > 12 
*-212> PRT 

<213> Homo sapiens 

- 4 0 0 > 213 

Pro Val Ala Glu Ala lie Ala Lys Glu lie Lys Lys 
1 5 10 



< 2 1 0 > 2 14 

■2 1 1 > 3 6 0 

2 1 2 > PRT 

i 3 Homo sapiens 
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..4 00 > 2 14 

Met Pro Leu Leu Gly Leu Gly Thr Trp Gin Thr Pro Gly Glu Glu Asp 
L 5 " 10 15 

Tvr Leu Trp Gly Arq Val Asp Lvs Glu Glu Ala Lys Glu Ala Va 1 Lys 

20 2 5 11 n 

A"! a -l-i Leu Asp Ala Gly Tyr ^rg His Tie Asp Thr Ala Ala Tie Tyr 
3 5 4 0 4 S 

Glv Asn Gly Gin Lys Pro Gly Gin Ser Glu Glu Glu Val Gly Glu Ala 
50 55 60 

lie Lys Glu Ala Leu Glu Glu Gly Ser Val Val Val lie TIil Lys Tyr 
65 70 75 80 

Lys Arq Glu Asp lie Phe lie Thr Ser Asp Lys Leu Trp Asn Thr Phe 
85 90 95 

Gly Pro Asp Leu Ser Glu Tyr Gly His Ser Pro Lys His Val Arg Glu 
100 105 110 

Ala Leu Glu Lys Ser Leu Lys Arq Leu Gly Leu Asp Tyr Val Asp Leu 
L15 120 125 

lyi Leu lie His Trp Pro Asp Pro Phe Lys Pro Gly lie Glu Asp Lys 
130 135 140 

Tyr Pro Leu Gly Phe Pro Thr Asp Asp Asp Gly Lys Leu lie Tyr Glu 
115 150 155 160 

Asp Val Pro He Glu Glu Thr Trp Lys Ala Leu Glu Lys Leu Val Asp 
165 170 175 

Glu Gly Lys Val Arg Ser He Gly Val Ser Asn Phe Ser Ala Glu Gin 
180 185 190 

Lt.-n Glu Glu Leu Leu Z^l Tyi Ala Gly Lys Leu Lys Leu He Pio Pio 
195 2 00 205 

Val Val Asn Gin Val Glu Leu His Pro Tyr Leu Arg Gin Asp Glu Leu 
210 215 220 

Arg Lys Val Pro Leu Leu Pro Phe Cys Lys Ser His Gly He Ala Val 
22S 230 235 240 

Thr Ala Tyr Ser Pro Leu Gly Ser Gly Leu Leu Thr Gly Lys Tyr Lys 
2 45 250 255 

Thr Glu Glu Asp He Pro Gly Asp Arg Arg Ser Leu Leu Gly Ala Asp 

2 6 0 2 6 5 2 7 0 

Lys Gly Trp Ser Glu Leu Gly Ser Pro Glu Leu Leu Glu Asp Pro Val 
2 7 5 2 8 0 2 8 5 

L^u i.ys Ala He Ala Glu Lys Tyr" Gly Tyr Lys Asp Lys Thr Pfc Ala 
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290 295 300 

Gin Val Ala Leu Arg Trp Ala Leu Gin Arg Gly Gly Gly Ala Gly Val 

305 3 10 315 320 

Val Val Val Tie Pro Lys Ser Ser Asn Pro Glu Arq lie Lys Glu Asn 

3 3 0 ^ ^ <=, 

' eu Lys Ala Ph^ Asp .V;r> Ph<^ Glu Leu Thr Gin Gin Csp Her. Lys Ala 
34 0 345 3 50 

lie Asp Glu Leu Asp Ara Gly Lys 
355 360 



<210> 215 
- 2 1 1 > 17 
< 2 1 2 > PRT 

<213^ Homo sapiens 
-.400 > 215 

Gly lie Asp Leu Gly Gly Thr Lys lie Glu Leu Ala Leu Val Asp Glu 
15 10 15 

Asp 



< z 1 0 > 216 

< 2 1 1 > 139 
<212> PRT 

<~213_> Homo sapiens 
<400> 216 

Met Pro Leu Leu Gly Leu Gly Thr Trp Gin Thr Pro Gly Glu Glu Asp 
15 10 15 

Tyr Leu Trp Gly Arg Val Asp Lys Glu Glu Ala Lys Glu Ala Val Lys 
20 25 30 

Ala Ala Leu Asp Ala Gly Tyr Arg His lie Asp Thr Ala Ala lie Tyr 
35 40 45 

Gly Asn Gly Gin Lys Pro Gly Gin Ser Glu Glu Glu Val Gly Glu Ala 

50 55 60 

He Lys Glu Ala Leu Glu Glu Gly Ser Val Val Val He Thr Lys Tyr 
65 70 75 80 

Lys Arg Glu Asp He Phe He Thr Ser Asp Lys Leu Trp Asn Thr Phe 

85 90 95 

Gly Pro Asp Leu Ser Glu Tyr Gly His Ser Pro Lys His Val Arg Glu 
100 105 110 

Aia Leu Glu Lys Ser Leu Lys Arg Leu Gly Leu Asp Tyr Val Asp Leu 

115 j 2 0 1.5 
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Tyt Lea He His Trp Pro Asp Pro Phe Lys Pro 
13 0 1 3 S 



2 1 0 > 2 17 
• 7 1 1 • (: 4 
s'212 ■> PRT 

"21 ^ Homo sapiens 
< 4 0 0 > 2 17 

Pro Thr Asp Asp Asp Gly Lys Leu He Tyr Glu Asp Val Pro He Glu 
15 10 15 

Glu Tin Tip Lys Ala Leu Glu Lys Leu Val Asp Glu Gly Lys Val Aiy 
2 0 2 5 3 0 

Ser He Gly Val Ser Asn Phe Ser Ala Glu Gin Leu Glu Glu Leu Leu 
35 40 45 

Ger Tyr Ala Gly Lys Leu Lys Leu He Pro Pro Val Val Asn Gin Val 
50 55 60 



< 2 1 0 > 218 
< 2 1 1 > 5 4 
c212> PRT 

<213> Homo sapiens 
<400> 218 

Ala Leu Arg Trp Ala Leu Gin Arg Gly Gly Gly Ala Gly Val Val Val 
15 10 15 

Val He Pro Lys Ser Ser Asn Pro Glu Arg He Lys Glu Asn Leu Lys 

20 25 30 

Ala Phe Asp Asp Phe Glu Leu Thr Glu Glu Asp Met Lys Ala He Asp 
35 40 45 

Glu Leu Asp Arg Gly Lys 
50 



<210> 219 
<211> 267 
<212> PRT 

<213> Homo sapiens 

< 4 0 0 s 2 19 

Met Lys Ala Ala Val Leu Thr Leu Ala Val Leu Phe Leu Thr Gly Ser 
15 10 15 

Gin Ala Arg His Phe Trp Gin Gin Asp Glu Pro Pro Gin Ser Pro Trp 

20 25 30 
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Asp Arg Val Lys Asp Leu Ala Thr Val Tyr Va 1 Asp Val Leu Lys Asp 
3 5 4 0 4 5 

Ser Giy Arg Asp Tyr Val Ser Gin Phe Gin Giy Ser Ala Leu Gly Lys 
50 55 60 

Gin Leu Asn Leu Lvs Leu Leu Asd Asn TrD Aso Ser Val Thr Ser Thr 

7 0 ''5 HO 

Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phf=> Trp 
85 90 95 

Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys 
100 105 110 

Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe 
115 120 125 

Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu 
130 13 5 14 0 

Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu His Glu 

145 150 155 160 

Leu Gin Glu Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asp Arg Ala 
16 5 1/0 175 

Arg Ala His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp 
180 185 190 

Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu Ala Leu Lys Glu Asn 
195 200 205 

Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys Ala Thr Glu His Leu 
210 215 220 

Ser Thr Leu Ser Glu Lys Ala Lys Pre Ala Leu Glu Asp Leu Arg Gin 

225 230 235 240 

Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu Ser Ala 
245 250 255 

Leu Glu Glu Tyr Thr Lys Lys Leu Asn Thr Gin 

2G0 265 



<210> 220 
<211> 24 9 
<212> PRT 

<213> Homo sapiens 
<400> 220 

Arg His Phe Tip Gin Gin Asp Glu Pro Pro Gin Ser Pro Trp Asp Arg 
15 10 15 

Val Lys Asp Leu Aia Thr Val Tyr Val Asp Val Leu Lys Asp Ser Giy 
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Arg Asp Tyr Val Ser Gin Phe Glu Gly Ser Ala Leu Gly Lys Gin Leu 
3 5 40 4 5 

Asn Leu Lys Leu Leu Asp Asn Trp Asp Ser Val Thr Ser Thr Phe Ser 

r > n ^ s an 

Lys Leu Arg Glu r;i n L^u Gly Pro Val Thr Gin r;lu Php Trp Asp Asn 
65 70 75 80 

Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys Asp Leu 
85 90 95 

Glu Glu Val Lys Ala Lys Val Gin Pro Tyi Leu A^p Asp Phe Gin Lys 
100 10 5 110 

Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu Pro Leu 
115 120 125 

Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu His Glu Leu Gin 
130 135 140 

Glu Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asp Arg Ala Arg Ala 
145 150 155 160 

His Val Asp Ala Leu Arg Thr His Leu Ala Pro lyr ber Asp Glu Leu 
165 170 175 

Arg Gin Arg Leu Ala Ala Arg Leu Glu Ala Leu Lys Glu Asn Gly Gly 
180 185 190 

Ala Arg Leu Ala Glu Tyr His Ala Lys Ala Thr Glu His Leu Ser Thr 
195 200 205 

Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp Leu Arg Gin Gly Leu 
210 215 220 

Leu Piu Val Lea Glu Sei Phe Lys Val 3ci Phe Leu Aid Leu Glu 

225 230 240 

Glu Tyr Thr Lys Lys Leu Asn Thr Gin 
245 



<210> 22 1 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<400> 221 

Asp Glu Pro Pro Gin Ser Pro Trp Asp Arg Val Lys Asp Leu Ala Thr 
15 10 15 

Val Tyr Val Asp Val Leu Lys Asp Ser Glv Arg Asp Tyr Val Ser Gin 
20 2S ' 30 



Phe Glu Gly Ser Ala Leu Gly Lys Gin Leu Asn Leu Lys Leu Leu Asp 
3 5 4 0 4 5 

Asn Trp Asp Ser Val Thr Ser Thr Phe Ser Lys Leu Arg Glu Gin Leu 
50 55 60 

nly pro Val Thr- Gin Glu Ph^ Trp Asp Asn L^u Glu T,y c - Glu. Thr Glu 
65 7 0 75 80 

Glv Leu Ara Gin Glu M^t Ser Lys Asd Leu Glu Glu Val Lvs Ala Lvs 

R5 90 95 

Val Gin Pro Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met 
100 105 110 

Glu Leu Tyr Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu 

115 120 125 

Gly Ala Arg Gin Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro Leu 
130 135 140 

Gly Glu Glu Met Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arg 
145 150 155 160 

Thr His Leu Ala Pro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala Ala 
165 170 175 

Arg Leu Glu Ala Leu Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Tyr 
180 185 190 

His Ala Lys Ala Thr Glu His Leu Ser Thr Leu Scr Glu Lys Ala Lys 
195 200 205 

Pro Ala Leu Glu Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser 

210 215 220 

Phe Lys Val Ser Phe Leu Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu 

225 230 235 24 0 

Asn Thr Gin 



<210> 222 
< 2 1 1 > 200 
<212> PRT 

<213> Unknown Organism 

< 2 2 0 > 

<223> Description of Unknown Organism: unidentified 

< 4 0 0 > 2 2 2 

Leu Lys Leu Leu Asp Asn Trp Asp Ser Val Thr Ser Thr Phe Ser Lys 
15 10 15 

Leu Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp Asp Asn Leu 

✓J 0 2 5 3 0 
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Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys Asp Leu Glu 
35 40 45 

Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe Gin Lys Lys 
50 55 60 

Tr d Gin Glu Glu Met Glu Leu Tvr Arq Gin Lys Val Glu Pro Leu Arq 

fi5 70 75 80 

Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu His Glu Leu Gin Glu 
85 90 95 

Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asp Cys Ala Arg Ala His 
100 105 110 

Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp Glu Leu Arg 
115 120 125 

Gin Arg Leu Ala Ala Arg Leu Glu Ala Leu Lys Glu Asn Gly Gly Ala 
130 135 140 

Arg Leu Ala Glu Tyr His Ala Lys Ala Thr Glu His Leu Ser Thr Leu 
1-15 150 155 160 

Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp Leu Arg Gin Gly Leu Leu 

16 5 170 175 

Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu Ser Ala Leu Glu Glu 
180 185 190 

Tyr Thr Lys Lys Leu Asn Thr Gin 
195 200 



<210> 223 
<2 11> 267 
.212 > PRT 

<- 2 1 3 •> CyiKJiuulyuo i;iuiiktj_y 
<400> 223 

Met Lys Ala Thr Val Leu Thr Leu Ala Val Leu Phe Leu Thr Gly Ser 
15 10 15 

Gin Ala Arg His Phe Trp Gin Gin Asp Glu Pro Pro Gin Thr Pro Trp 
20 25 30 

Asp Arg Val Lys Asp Leu Val Thr Val Tyr Val Glu Ala Leu Lys Asp 
3 5 4 0 4 5 

Ser Gly Lys Asp Tyr Val Ser Gin Phe Glu Gly Ser Ala Leu Gly Lys 

50 55 60 

Gin Leu Asn Leu Lys Leu Leu Asp Asn Trp Asp Ser Val Thr Ser Thr 

65 70 75 80 

Val Ser Lys L«u Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp 
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85 90 95 

Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys 
100 105 110 

Asd Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe 

11 s 1 ? 0 12 5 

Gin Lys Lys Trp Gin Glu Glu M^r Glu Leu Tyr Arg Gin Lys Val Glu 
110 13 5 14 0 

Pro Leu Arg Ala Glu Leu His Glu Gly Thr Arg Gin Lys Leu His Glu 
145 150 155 160 

Leu Hid Glu Lys Leu Ser Pio Leu Gly Glu Glu Val Arg Asp Aiy Ala 
165 170 175 

Arq Ala His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp 
180 185 190 

Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu Ala Leu Lys Glu Asn 
195 200 205 

Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys Ala Ser Glu His Leu 
210 215 220 

Ser I'hr Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp Leu Arg Gin 
225 230 2 35 240 

Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu Ser Ala 
24 5 250 255 

Leu Glu Glu Tyr Thr Lys Lys Leu Ser Thr Gin 

260 265 



<210> 2 24 
. 211, 3 0 
--212 -> PRT 

< 7 1 3 ~> Homo sapiens 
<400> 224 

Met Ala Thr Thr Tyr Glu Glu Phe Ala Ala Lys Leu Asp Arg Leu Asp 
15 10 15 

Glu Glu Phe Asn Lys Lys Met Glu Glu Gin Asn Ala Lys Phe Phe Ala 
20 25 30 

Asp Lys Pro Asp Glu Ser Thr Leu Ser Pro Glu Met Lys Glu His Tyr 
35 40 45 

Glu Lys Phe Glu Lys Met lie Gin Glu His Thr Asp Lys Phe Asn Lys 



Ly-j Met Arg Glu His Ser Glu His Ph^ Lys Gin Lys Phe Ala Glu Leu 

A 5 70 75 80 



308 



Leu Glu Gin Gin Lys Asn Ala Gin Tyr Pro 

3 5 9 0 



2 1 0 > 2 2 5 
< 211 > 2 7 7 
~> 1 ~> P p 'T 

<2.13> Homo sauiens 
<- 4 0 0 > 2 2 5 

Lys Ala Leu Va 1 Leu Ala Leu Ala L<=>u Leu Leu Leu Thr Gly Cys Gin 
15 10 15 

Ala Arg Ser Phe Trp Gin Ala Asp Glu Pre Glu Val Thr Glu Gin Ala 

20 25 30 

Trp Gin Gin Ser Gin Trp Asp Gin Val Lys Asp Arg Phe Trp Val Tyr 
35 40 45 

L^u Arg Gin Val Lys Asp Ser Ser Asp Gin Ala Val Glu Gin Leu Glu 
50 55 60 

Ser Ser Gin Val Thr Gin Glu Leu Asn Leu Leu Leu Glu Asp Asn Leu 

^5 70 75 80 

Asp Glu Leu Lys Ser Tyr Ala Glu Glu Leu Gin Glu Gin Leu Gly Pro 
85 95 

Val Ala Gin Glu Phe Gin Ala Arg Leu Ser Lys Glu Thr Gin Ala Leu 
100 105 110 

Arg Ala Glu Leu Gly Lys Asp Leu Glu Asp Val Arg Asn Arg Leu Ala 
115 120 125 

Pro Tyr Arg Asp Glu Val Gin Ala Met Leu Gly Gin Asn Leu Glu Glu 
130 135 140 

Tyr Arg Gin Arg Leu Glu Pro Leu Ala Arg Glu Leu Arg Lys Arg Leu 
145 150 155 160 

Arg Arg Asp Ala Glu Glu Leu Gin Lys Arg Leu Ala Pro Tyr Ala Glu 
165 170 175 

Glu Leu Arg Glu Arg Ala Glu Arg Asn Val Asp Ala Leu Arg Glu Arg 
100 185 190 

Leu Gly Pro Tyr Val Glu Gin Leu Arg Gin Lys Ala Ala Thr Leu Leu 
195 200 205 

Thr Gin Arg Leu Glu Glu Leu Arg Glu Arg Ala Gin Pro Tyr Ala Glu 

210 215 220 

Glu Tyr Lys Glu Gin Leu Glu Glu Gin Leu Ser Glu Leu Arg Glu Lys 

22 5 2 30 23 5 24 0 

Leu Ala Pre Val Arg Glu Asp Leu Gin Glu Val Leu Thr Pro Val Leu 

1 4 5 2 5 0 2 5 5 



Glu Gin Ala Gin Leu Lys Leu Gin Ala Glu Ala Phe Gin Glu Glu Leu 
26 0 26 5 2 70 



Lys Lys Lys Leu Glu 
2 75 



.- 2 1 0 > 2 2 6 
<?A\> 267 
<-2l2, PRT 

<213> Homo sapiens 

- 4 0 0 > 2 2 6 

Met Lys Ala Ala Vol Leu Thr Leu Ala Val Leu Flic L^u Thr Gly Ser 
15 10 15 

Gin Ala Arg His Phe Trp Gin Gin Asp Glu Pro Pro Gin Ser Pro Trp 
2 0 2 5 3 0 

Asp Arg Val Lys Asp Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp 
35 40 45 

c ^r Gly Arg Asp Tyr Val Ser Gin Phe Glu Gly Ser All Leu Gly Lys 
5 0 5 5 6 0 

Gin Leu Asn Leu Lys Leu Leu Asp Asn Trp Asp Ser Val ihr Ser Thr 
6 5 7 0 7 5 8 0 

Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp 

85 00 95 

Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys 
100 105 110 

Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe 
115 120 125 

Glu Lys Lys Tip Glu Glu Glu Met Glu L<^-li T 3 l Arg Glu Lys Val Glu 
13 0 13 5 14 0 

Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu His Glu 
145 150 155 160 

Leu Gin Glu Lys Lou Ser Pro Leu Gly Glu Glu Mot Arg Asp Arg Ala 
lfiR 170 175 

Arg Ala His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp 
180 185 190 

Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu .Ma Leu Lys Glu Asn 

195 200 205 

Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys- Ala Thr Glu His Leu 
210 2 15 2 2 0 

Ser Thr Leu Sei i ? n.i Lys Ala Lys Pio Ala L--u Giu Asp Leu Arg Gin 



310 



Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu Ser Ala 
245 250 255 

Leu Glu Glu Tyr Thr Lys Lys Leu Asn Thr Gin 

->£0 265 



<: 2 1 0 > 2 2 7 
<2\l-> 2 4 9 
<212> PRT 

<213> Homo sapiens 
^4 00> 22 7 

Arg His Phe Trp Gin Gin Asp Glu Pro Pro Gin Ser Pro Trp Asp Arg 
15 10 15 

Val Lys Asp Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp Ser Gly 

2 0 2 5 3 0 

Arg Asp Tyr Val Ser Gin Phe Glu Gly Ser Ala Leu Gly Lys Gin Leu 
35 40 45 

Asn Leu Lys Leu Leu Asp Asn Trp Asp Ser Val Thr Ser Thr Phe Ser 
50 55 60 

Lys Leu Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp Asp Asn 
6 5 7 0 7 5 8 0 

Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys Asp Leu 
85 90 95 

Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe Gin Lys 
100 105 110 

Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu Pro Leu 
115 120 12 5 

Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu His Glu Leu Gin 
130 135 140 

Glu Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asp Arg Ala Arg Ala 
145 150 155 160 

His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp Glu Leu 
165 170 175 

Arg Gin Arg Leu Ala Ala Arg Leu Glu Ala Leu Lys Glu Asn Gly Gly 
180 185 190 

Ala Arg Leu Ala Glu Tyr His Ala Lys Ala Thr Glu His Leu Ser Thr 
195 200 205 

Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp Leu Arg Gin Gly Leu 
2 10 2 15 2 2 0 



Leu Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu Ser Ala Leu Glu 

225 230 235 240 



Glu Tyr Thr Lys Lys Leu Asn Thr Gin 

245 



c 2 1 0 > 2 2 8 
<- '?. 1 1 2 4 3 
<7\?> PPT 

< 2 1 3 > Homo sapiens 
<4 00> 228 

Asp Glu Pro Pro Gin Ser Pro Trp Asp Arg Val Lys Asp Leu Ala Thr 
i 5 10 15 

Val Tyr Val Asp Val Leu Lys Asp Ser Gly Arg Asp Tyr Val Ser Gin 
20 25 30 

Phe Glu Gly Ser Ala Leu Gly Lys Gin Leu Asn Leu Lys Leu Leu Asp 
35 40 45 

Asn Trp Asp Ser Val Thr Ser Thr Phe Ser Lys Leu Arg Glu Gin Leu 

50 55 50 

Gly Pro Val Thr Gin Glu Phe Trp Asp Asn Leu Glu Lys Glu Thr Glu 

6 5 7 0 IS HO 

Gly Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys 

85 90 95 

Val Gin Pro Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met 
100 105 110 

Glu Leu Tyr Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu 
115 120 125 

Gly Ala Arg Gin Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro Leu 
130 135 140 

Gly Glu Glu Met Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arq 
145 150 155 160 

Thr His Leu Ala Pro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala Ala 
165 170 175 

Arg Leu Glu Ala Leu Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Tyr 
ISO 185 190 

His Ala Lys Ala Thr Glu His Leu Ser Thr Leu Ser Glu Lys Ala Lys 
195 200 205 

Pro Ala Leu Glu Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser 

210 215 220 



Phe Lys Val Ser Phe Leu Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu 

225 23 0 235 240 



Asn Thr Gin 



<210> 229 
*- 7 \ 1 ° r > n 
<2 12> PRT 

<-21 ^ Unknown Organism 
<220 > 

<223> Dpscription of Unknown Organism: unidentified 
<400> 229 

Leu Lys L«u L^u A^p A^n Tip A^p Ser Val Tin Sei Tin Phe 5,i Lys 
15 10 15 

Leu Arq Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp Asp Asn Leu 
20 25 30 

Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys Asp Leu Glu 
35 40 45 

Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe Gin Lys Lys 
50 55 60 

Trp Gin Giu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu Pro Leu Arg 
65 70 75 80 

Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu His Glu Leu Gin Glu 

85 90 95 

Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asp Cys Ala Arg Ala His 
100 105 HO 

Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp Glu Leu Arg 
115 120 125 

Gin Aig Leu Aid Ala Aiy Leu Glu Ala Leu Lys Glu A^u Gly Gly Aid 
130 135 140 

Arg Leu Ala Glu Tyr His Ala Lys Ala Thr Glu His Leu Ser Thr Leu 
145 15 0 155 160 

Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp Leu Arg Gin Gly Leu Leu 
165 170 175 

Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu Ser Ala Leu Glu Glu 
180 185 190 

Tyr Thr Lys Lys Leu Asn Thr Gin 

195 200 



< 2 1 0 > 2 3 0 
<211 > 267 
<212^ PRT 



3 1 3 



<213> Cynomolgus monkey 
4 0 0 > 2 3 0 

Met Lys Ala Thr Val Leu Thr Leu Ala Val Leu Phe Leu Thr Gly Ser 

15 10 15 

r "1n Ala Arg His Phe Trp «ln Gin Asp nlu Pro Pro Gin Thr Pro Trp 
2 0 2 5 3 0 

Asn flra Val Lvs Asn L<mi 1 Thr Val Tvr Val Glu Ala Leu Lvs Asn 
3 5 4 0 4 5 

Ser Gly Lys Asp Tyr Val Ser Gin Phe Glu Gly Ser Ala Leu Gly Lys 
50 55 60 

Gin Leu Asn Leu Lys Leu Leu Asp Asn Trp Asp Ser Val Thr Ser Thr 
65 70 75 80 

Val Ser Lys Leu Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp 
85 90 95 

Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys 
100 105 110 

Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe 
115 120 125 

Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu 
130 135 140 

Pro Leu Arg Ala Glu Leu His Glu Gly Thr Arg Gin Lys Leu His Glu 
145 150 155 160 

Leu His Glu Lys Leu Ser Pro Leu Gly Glu Glu Val Arg Asp Arg Ala 
165 170 175 

Arg Ala His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp 

180 185 190 

Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu Ala Leu Lys Glu Asn 
195 200 205 

Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys Ala Ser Glu His Leu 
210 215 220 

S*=>r Thr Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp Leu Arg Gin 
225 230 235 240 

Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu Ser Ala 
245 250 255 

Leu Glu Glu Tyr Thr Lys Lys Leu Ser Thr Gin 
260 265 



i 1 0 > 2 3 1 
9 0 



314 



^212 > PRT 

< 2 1 3 > Homo sapiens 

< 4 0 0 > 2 3 1 

Met: Ala Thr Thr Tyr Glu Glu Phe Ala Ala Lys Leu Asp Arg Leu Asp 
15 10 15 

Glu Glu Phe Asn Lvs Lvs Met Glu Glu Gin Asn Ala Lys Phe Phe Ala 

7. 0 2 5 \ n 

Asp Lys Pro Asp Glu Ser Thr Leu Ser Pro Glu Met. Lys Glu His Tyr 
35 40 45 

Glu Lys Phe Glu Lys Met He Gin Glu His Thr Asp Lys Phe Asn Lys 

50 55 60 

Lys Met Arg Glu His Ser Glu His Phe Lys Gin Lys Phe Ala Glu Leu 
65 70 75 80 

Leu Glu Gin Gin Lys Asn Ala Gin Tyr Pro 
85 90 



^2 10- 2 32 
<. 2 1 1 > 2 7 7 
<2 12> PRT 

< 2 1 1 > Homo sapi ens 
< 4 0 0 > 2 3 2 

Lys Ala Leu Val Leu Ala Leu Ala Leu Leu Leu Leu Thr Gly Cys Gin 

15 10 15 

Ala Arg Ser Phe Trp Gin Ala Asp Glu Pro Glu Val Thr Glu Gin Ala 

20 25 30 

Trp Gin Gin Ser Gin Trp Asp Gin Val Lys Asp Arg Phe Trp Val Tyr 

35 40 45 

L--u Ax y Glu Veil Lyti Asp Ser 3ci A^p Glu Ala Val Glu Gin Ltu Glu 
50 55 60 

Ser Ser Gin Val Thr Gin Glu Leu Asn Leu Leu Leu Glu Asp Asn Leu 
65 70 75 80 

Asp Glu Leu Lys Ser Tyr Ala Glu Glu Leu Gin Glu Gin Leu Gly Pro 
85 90 95 

Val Ala Gin Glu Phe Gin Ala Arg Leu Ser Lys Glu Thr Gin Ala Leu 
100 105 110 

Arg Ala Glu Leu Gly Lys Asp Levi Glu Asp Val Arg Asn Arg Leu Ala 

115 120 125 

Pro Tyr Arg Asp Glu Val Gin Ala Met Leu Gly Gin Asn Leu Glu Glu 
13 0 13 5 14 0 



T\ i Aiu Gin Arg Leu Glu Pic Lt-u Ala Arg Glu Leu Arg Lys A±g Leu 



Arg Arg Asp Ala Glu Glu Leu Gin Lys Arg Leu Ala Pro Tyr Ala Glu 
165 170 175 

Glu Leu Arq Glu Arg Ala Glu Arg Asn Val Asp Ala Leu Arg Glu Arq 

Lpm Gly prn Tyr Val Glu Gin L<=>u Arg Gin Lys Ala Ala Thr L^u T.*=»n 
195 200 205 

Thr Gin Ara Leu Glu Glu Leu Arg Glu Arg Ala Gin Pro Tyr Ala Glu 
210 215 220 

Glu Tyi Lyo Glu Gin Leu Glu Glu Glu Leu Sex Glu Leu Aig Glu Lys 

225 230 235 240 

Leu Ala Pro Val Arg Glu Asp Leu Gin Glu Val Leu Thr Pro Val Leu 
245 250 255 

Glu Gin Ala Gin Leu Lys Leu Gin Ala Glu Ala Phe Gin Glu Glu Leu 
260 265 270 

Lys Lys Lys Leu Glu 
275 



<210> 233 

< 2 1 1 > 1348 

<212> PRT 

:213> Homo sapiens 

<400> 233 

Gly Ala Lys Asp Leu Val Cys Ser Lys Met Ser Arg Ala Lys Asp Ala 
15 10 15 

Val Ser Ser Gly Val Ala Ser Val Val Asp Val Ala Lys Gly Val Val 

20 25 30 

Gin Gly Gly Leu Asp Thr Thr Arg Ser Ala Leu Thr Gly Thr Lys Glu 
35 40 45 

Ala Val Ser Ser Gly Val Thr Gly Ala Met Asp Met Ala Lys Gly Ala 
50 55 60 

Val Gin Gly Gly Leu Asp Thr Ser Lys Ala Val Leu Thr Gly Thr Lys 
65 70 75 80 

Asp Thr Val Ser Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly 
85 90 95 

Thr Val Gin Ala Gly Val Asp Thr Thr Lys Thr Val Leu Thr Gly Thr 
100 105 110 

Lys Asp Thr Val Thr Thr Gly Val Met Gly Ala Val Asn Leu Ala Lys 
115 120 125 



3 1 ft 



Gly Thr Val Gin Thr Gly Val Glu Thr Ser Lys Ala Val Leu Thr Gly 

130 135 140 

Thr Lys Asp Ala Val Ser Thr Gly Leu Thr Gly Ala Val Asn Val Ala 
145 150 155 160 

fty-rr r:iy Q^r Tl« ^ln Thr Gly Val Asp Thr S<=>r T,y«s T hr Val T.«\i Thr 
165 170 175 

r;lv Thr Lvs Ar.o Thr Val Cv^ S<-r Glv Val Thr Sf=>r Ala Mpt. Asn Val 
180 185 190 

Ala Lys Gly Thr He Gin Thr Gly Val Asp Thr Ser Lys Thr Val Leu 

195 200 205 

Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Met Asn 

210 215 220 

Val Ala Lys Gly Thr He Gin Thr Gly Val Asp Thr Ser Lys Thr Val 

225 230 235 240 

Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Met 

245 250 255 

Asn Val Ala Lys Gly Thr He Gin Thr Gly Val Asp Thr Thr Lys Thr 

260 265 270 

Val Leu Thr Gly Thr Lys Asn Thr Val Cys Ser Gly Val Thr Gly Ala 

2 75 280 285 

Val 2iGn Leu Ala Lys Glu Ala He Gin Gly Gly Leu Asp Thr Thr Lys 

290 295 300 

Ser Met Val Met Gly Thr Lys Asp Thr Met Ser Thr Gly Leu Thr Gly 

305 310 315 320 

Ala Ala Asn Val Ala Lys Gly Ala Met Gin Thr Gly Leu Asn Thr Thr 

325 330 335 

Gin Asn Tie Ala Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr 
340 345 350 

Gly Ala Met Asn Leu Ala Arg Gly Thr He Gin Thr Gly Val Asp Thr 

355 360 365 

Thr Lys He Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val 
370 375 380 

Thr Gly Ala Ala Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp 
385 390 395 400 

Thi Thr Lys Ser Val Leu Thr Gly Thr Lys Asp Ala Val Ser Thr Gly 
405 410 415 

Levi Thr Gly Ala Val Asn Val Ala Lys Gly Thr Vai Gin Thr Gly Val 
4 20 4 25 430 



317 



Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser 
435 440 445 

Gly Val Thr Ser Ala Val Asn Val Ala Lys Gly Ala Val Gin Gly Gly 
4 50 455 460 

[,o„ zx^p Thr Thr r .y s q^ r Val Val Tl« Gly Thr Lys A^n T^ r M~t- 

465 470 475 480 

Thr Glv L^u Thr Glv Ala Ala Asn Val Ala Lvs Glv Ala Val Gin Thr 
4R5 490 495 

Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val 
500 505 510 

Thr Thr Gly Leu Val Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin 
515 520 525 

Thr Gly Met Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp Thr 
53 0 5 35 54 0 

lie Tyr Ser Gly Val Thr Ser Ala Val Asn Val Ala Lys Gly Ala Val 

545 550 555 560 

Gin Thr Gly Leu Lys Thr Thr Gin Asn lie Ala Thr Gly Thr Lys Asn 
565 570 575 

Thr Phe Gly Ser Gly Val Thr Gly Ala Val Asn Val Ala Lys Gly Ala 
580 585 590 

Val Gin Thr Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly Thr Lys 
595 600 605 

Asp Thr Val Thr Thr Gly Leu Met Gly Ala Val Asn Val Ala Lys Gly 

610 615 620 

Thr Val Gin Thr Ser Val Asp Thr Thr Lys Thr Val Leu Thr Gly Thr 

C25 630 635 64 0 

Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Ala Asn Val Ala Lys 
645 650 655 

Gly Ala Val Gin Thr Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly 

66 0 665 670 

Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Val Asn Val Ala 
675 680 685 

Lys Gly Ala Val Gin Thr Gly Leu Lys Thr Thr Gin Asn lie Ala Thr 
690 695 700 

Gly Thr Lys Asn Thr Leu Gly Ser Gly Val Thr Gly Ala Ala Asn Val 
705 710 715 720 

Ala Lys Gly Aia Val Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Leu 

~i 2 ^ 730 735 



3 1 8 



Thr Gly Thr Lys Asp Ala Val Ser Thr Gly Leu Thr Gly Ala Val Asn 

74 0 745 750 

Leu Ala Lys Gly Thr Val Gin Thr Gly Met Asp Thr Thr Lys Thr Val 

755 760 7 65 

T ,<=i i Thr Gly Thr Ty^ n.«-.n A 1 * V =i 1 ^ys S<=>>- Gly Vn 1 Thr Gly Ma AT =t 
770 7 75 780 

Asn Val Ala Lvs Gl v Ala Val Gin Thr Glv Val Asn Thr Ala Lvs Thr 

785 790 795 800 

Val Leu Thr Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Met Gly Ala 
805 810 815 

Val Asn Val Ala Lys Gly Thr Val Gin Thr Ser Val Asp Thr Thr Lys 

820 825 R30 

Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly 
835 840 845 

Ala Ala Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp Thr Thr 

850 855 860 

Lys Ser Val Leu Thr Gly Thr Lys Asp Thr Val Ser Thr Gly Leu Thr 
865 870 875 880 

Gly Ala Val Asn Leu Ala Lys Gly Thr Val Gin Thr Gly Val Asp Thr 

88 5 890 895 

Ser Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val 
900 905 910 

Thr Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly Val Asp 

915 920 925 

Thr Ala Lys Thr Val Leu Ser Gly Ala Lys Asp Ala Val Thr Thr Gly 

93 0 93 5 94 0 

Val Thr Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly Val 

945 950 955 960 

Asp Ala Ser Lys Ala Val Leu Met Gly Thr Lys Asp Thr Val Phe Ser 

965 970 975 

Gly Val Thr Gly Ala M^r S*»r Met Ala Lys Gly Ala Val Gin Gly Gly 
980 985 990 

Leu Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp Ala Val Ser 
995 1000 1005 

Ala Gly Leu Met Giy Ser Glv Asn Val Ala Thr Gly Ala Thr His Thr 
1010 1015 1020 

Gly Leu Ser Thi Phe Gin Asn Trp Leu Pro Ser Thr Pro Ala Thr Ser 
10 2 5 1 n s 0 10 3 5 10 4 0 



3 1 <> 



Trp Gly Gly Leu Thr Ser Ser Arg Thr Thr Asp Asn Gly Gly Glu Gin 

104 5 10 50 10 5 5 

Thr Ala Leu Ser Pro Gin Glu Ala Pro Phe Ser Gly lie Ser Thr Pro 
1060 1065 1070 

Pro A sp Val Leu <?*=>r Va 1 m y Pro ol n p r o a] a T r p nln A 1 a Ala Ala 
1075 1080 1085 

Thr Thr I.VR Olv Leu Ala Thr Asn Val Ala Thr Php Thr Gin Glv Ala 
10 90 LO^S 1100 

Ala Pro Gly Arq Glu Asp Thr Gly Leu Leu Thr Thr Thr His Gly Pro 
1105 1110 1115 1120 

Glu Glu Ala Pro Arg Leu Ala Met Leu Gin Asn Glu Leu Glu Gly Leu 
1125 113 0 1135 

Gly Asp lie Phe His Pro Met Asn Ala Glu Glu Gin Ala Gin Leu Ala 
1140 114 5 1150 

Ala Ser Gin Pro Gly Pro Lys Val Leu Ser Ala Glu Gin Gly Ser Tyr 
1155 116U 1165 

Phe Val Arg Leu Gly Asp Leu Gly Pro Ser Phe Arg Gin Arg Ala Phe 
1170 1175 1180 

Glu His Ala Val Ser His Leu Gin His Gly Gin Phe Gin Ala Arg Asp 
1185 liyu 1195 1200 

Thr Leu Ala Gin Leu Gin Asp Cys Phe Arg Leu lie Glu Lys Ala Gin 
1205 1210 1215 

Gin Ala Pro Glu Gly Gin Pro Arg Leu Asp Gin Gly Ser Gly Ala Ser 
1220 1225 1230 

Ala Glu Asp Ala Ala Val Gin Glu Glu Arg Asp Ala Gly Val Leu Ser 

1235 12 4 0 12 4 5 

Arg Val Cys Gly Leu Leu Arg Gin Leu His Thr Ala Tyr Ser Gly Leu 
" 1 2 5 0 1255 1260 

Val Ser Ser Leu Gin Gly Leu Pro Ala Glu Leu Gin Gin Pro Val Gly 

1265 1270 1275 1280 

Arg Ala Arg His Ser Leu Cys Glu Leu Tyr Gly He Val Ala Ser Ala 
1285 1290 1295 

Gly Ser Val Glu Glu Leu Pro Ala Glu Arg Leu Val Gin Ser Arg Glu 
1300 1305 1310 

Gly Val His Gin Ala Trp Gin Gly Leu Glu Gin Leu Leu Glu Gly Leu 
1315 1320 1325 



Gin His Asn Pro Pro L*»u . ei Trp Leu Val Gly Pre Phe Ala Leu Pro 
133 0 • : :: - 1 



Ala Gly Gly Gin 
1345 



<210> 2 34 

< 2 1 1 > 1403 

-212^ PPT 

<2 13> Mus mus cuius 

<400> 234 

Met Sf-r Ala Ser Gly Asp Gly Thr Arg Val Pro Pro Lys Ser Lys Gly 
1 5 10 15 

Lys Thr Leu Ser Ser Phe Phe Gly Ser Leu Pro Gly Phe Ser Ser Ala 

20 25 30 

Arg Asn Leu Val Ser His Thr His Ser Ser Thr S*»r Thr Lys Asp Leu 
35 40 45 

Gin Thr Ala Thr Asp Pro Ser Gly Thr Pro Ala Pro Ser Ser Lys Val 



50 



60 



Se 



r Thr Asn Ser Gin Met Ala Gly Asp Ala Ala Gly Leu Leu Gin Pro 



65 70 



75 80 



Ser Glu Gin Thr Ala Gly Asp Lys Asp Met Gly Ser Phe Ser Val Thr 

85 55 

Ser Ser Glu Asp Ala Phe Ser Gly Val Phe Gly lie Met Asp Ala Ala 
100 105 HO 

Lys Gly Met Val Gin Gly Gly Leu Gly Ala Thr Gin Ser Ala Leu Val 
115 120 125 

Gly Thr Lys Glu Ala Val Ser Gly Gly Val Met Gly Ala Val Gly Val 
130 135 140 

Ala Lys Gly Leu Val Lys Gly Gly Leu Asp Thr Ser Lys Asn Val Leu 
145 150 155 160 

Thr Asn Thr Lys Asp Thr Val Thr Thr Gly Val Met Gly Ala Ala Asn 
165 170 175 

Met Ala Lys Gly Thr Val Gin Thr Gly Leu Asp Thr Thr Lys Ser Val 
180 185 150 

Val Met Gly Thr Lys Asp Thr Val Ala Thr Gly Leu Ala Gly Ala Val 
195 200 205 

Asn Val Ala Lys Gly Thr He Gin Gly Gly Leu Asp Thr Thr Lys Ser 

210 ' 215 220 

Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala 

225 ' 230 235 240 

Ala Asn Val Ala Lys Gly Val Val Gin Gly Gly Leu Asp Thr Thr Lys 

2 4 5 2 5 0 2 5 5 



Ser Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly 

260 265 270 

Ala Met Asn Val Ala Lys Gly Thr Ala Gin Met Gly lie Asp Thr Ser 
275 280 285 

Lvs Thr Val Leu Thr Gly Thr Lvs Asd Thr Val Cvs Ala Glv Ala Thr 

:? g o ° Q 5 ° n 

Gly Ala lie Asn Val Ala Lys Gly Ala Ala Gin Gly Gly Leu Asp Thr 
305 310 315 320 

Thr Lys Ser Val Leu He Gly Thr Lys Asp Thr Val Thr Thr Gly Leu 

325 330 33 5 

Thr Gly Ala Val Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp 
340 345 350 

Thr Thr Lys Ser Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly 
355 360 365 

Leu Thr Gly Ala Met Asn Val Ala Lys Gly Thr Ala Gin Met Gly Leu 

370 375 380 

Gly Thr Ser Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ala 

jyo iy^ 400 

Gly Leu Thr Gly Ala He Asn Val Ala Lys Gly Ala Ala Gin Gly Gly 
405 410 4 15 

Leu Asp Thr Thr Lys Ser Val Leu Met Gly Thr Lys Asp Thr Val Thr 
420 425 430 

Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly Thr He Gin Gly 
435 440 445 

Gly Leu Asp Thr Thr Lys Ser Val Val Met Gly Thr Lys Asp Thr Val 
450 455 460 

Thr Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly Thr He Gin 
465 470 475 480 

Gly Gly Leu Asp Thr Thr Lys Ser Val Val Met Gly Thr Lys Asp Thr 

4 85 4 30 4 95 

Val Thr Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly Ala Ala 

500 505 510 

Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Val Met Gly Thr Lys Asp 

515 520 525 

Thr Val Thr Thr Gly Leu Thr Gly Ala Met Asn Val Ala Lys Gly Thr 
530 53 5 540 

Ala Gin Met Gly Leu Gly Thr Ser Lys Thr Val Leu Thr Gly Thr Lys, 
54 5 55 0 55 5 56 0 
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Asp Thi Val Cys Ala Gly Leu Thr Gly Ala lie Asn Val Ala Lys Gly 
565 5 70 575 

Ala Ala Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Leu Met Gly Thr 
580 585 590 

Lvs Asn Thr Val Thr Thr Gly Leu Thr Glv Ala Val Asn Val Ala Lys 

5 9 5 6 0 0 fins 

Gly Thr Tie Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Val Met Gly 
610 615 620 

Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala Val Asn Val Ala 

625 630 635 6 40 

Lys Glv Ala Val Gin Gly Gly Leu Asp Thr Thr Lys S^r Val Val Met 
645 650 655 

Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala Leu Asn Val 
660 665 670 

Ala Lys Gly Thr Ala Gin Met Gly lie Asp Thr Ser Lys Thr Val Leu 

675 680 685 

lie Gly Thr Lys Asp Thr Val Cys Ala Gly Ala Thr Gly Ala lie Asn 

byU 6 9 5 / U 0 

Met Ala Lys Gly Ala Ala Gin Gly Gly Leu Asp Thr Thr Lys Ser Val 
705 710 715 7 20 

Leu Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala lie 
725 730 735 

Asn Val Ala Lys Gly Ser Ala Gin Gly Gly Leu Asp Thr Thr Lys Ser 
740 745 750 

Val Leu lie Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala 

7 55 7 60 765 

Leu Asn Val Ala Lys Gly Thr Val Gin Thr Gly Leu Asp Thr Ser Gin 

770 775 780 

Arg Val Leu Thr Gly Thr Lys Asp Asn Val Tyr Ala Gly Val Thr Gly 

785 790 795 800 

Ala Val Asn Val Ala Lys Gly Thr lie Gin Gly Gly Leu Asp Thr Thr 
805 810 815 

Lys Ser Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr 
820 825 830 

Gly Ala Val Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp Thr 

8 35 840 845 

Tl;r Lys Ser Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu 

v 0 8 5 5 8 6 0 
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Thr Gly Ala Met. Asn Val Ala Lys Gly Thr Ala Gin Met Gly He Asp 
865 870 875 880 

Thr Ser Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ala Gly 
885 890 895 

Leu Thr Glv Ala He Asn Val Ala Lvs Gly Ala Thr Gin Glv Glv Leu 

9 0 n 9 0S 91 o 

Asp Thr Thr Lys Ser Val Leu Met Gly Thr Lys Asp Thr Val Thr Thr 
915 920 925 

Gly Leu Thr Gly Ala He Asn Val Ala Lys Gly Ala Ala Gin Gly Gly 

930 935 940 

Leu Asp Thr Thr Lys Ser Val Leu Leu Gly Thr Lys Asp Thr Val Thr 
945 950 955 960 

Thr Gly Leu Thr Gly Ala Ala Asn Val Ala Lys Glu Thr Val Gin Met 

965 970 975 

Gly Leu Asp Thr Ser Lys Asn He Leu Met Asp Thr Lys Asp Ser He 
980 985 990 

Cys Ala Gly Ala Thr Gly Ala He Thr Val Val Lys Gly Ala Ala Gin 
9b 100 0 1005 

Gly Gly Leu Asp Thr Ser Asn Ala Ala Leu Thr Gly Thr Met Asp Thr 
1010 1015 1020 

Ala Lys Gly Thr Val Gin Thr Ser Leu Asp Thr Ser Lys His Met Leu 
1025 1030 1035 1040 

He Gly Met Lys Asp Thr Val Cys Ala Gly Val Thr Ser Ala Met Asn 
1045 1050 1055 

Met Ala Lys Gly He His Lys Asn Thr Asp Thr Thr Arg Asp Thr Gin 

1060 1065 1070 

Ser Ser Val Leu Ala His Ser Gly Asn Val Ala Thr Asn Ala He His 
1075 1080 1085 

Thr Gly Val His Thr Val Pro Ser Ser Leu Ser Gly Ser His Ser He 
1090 1095 1100 

He Cys His Glu Pro Ser He Tyr Arg Ala Thr Asn His Gly Val Gly 
1105 1110 1115 1120 

His Ala He Leu Thr Ser Thr Glu Ser Leu Cys Cys Glu Thr Ser Ser 
1125 113 0 1135 

Phe Ser Asp Lys Tyr Gly Leu Gly His Val Thr Glu Pro Arg Ala Asp 
1140 1145 1150 

Thr Lys Thr Leu Val Ser Gly Met Ala Ser Ser Ala Cys Ala Ala Thr 

i i 5 5 116 0 116 5 
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Arg Ser Val Glu Glu Cys Gly Gin Leu Ala Ala Thr Gly Phe Ala Ala 

1170 1175 1180 

Leu Pro Asp Glu Leu Lys Gly Leu Gly Asp lie Phe Gin Pro Met Thr 

3185 1190 1195 1200 

Thr Glu Glu Gin Ala Gin Leu Ala Val Ser Glu Ser Gly Pro Arq Val 

1 '? n 5 1210 1215 

Leu Ser Ala Asp Arg Gly Ser Tyr Tyr Tie Arg Leu Gly Asp Leu Ala 

1220 1225 1230 

Pro Ser Phe Arg Gin Arg Ala Phe Glu His Ala Leu Ser His lie Gin 



His Asn Gin Phe Gin Ala Arg Ala Ala Val Ala Gin Leu Gin Glu Ala 

1250 1255 1260 

Phe Gin Met Thr Asp Met Thr Met Glu Ala Ala Cys Gly Lys Leu Cys 

1265 1270 1275 1280 

Ser Asp Gin Ser Leu Asn Thr Met Val Glu Ala Val Gly Ser His Glu 

1235 1290 1295 

Met Arg Ala Ser Val Ala Gin Asp Arg Leu Cys Thr Leu Ala His Gin 

1300 1305 1310 

Leu His Ala Ala Tyr Ser Ser Leu Val Thr Ser Leu Gin Gly Leu Pro 

1315 1320 1325 

Glu Val Gin Gin Gin Ala Gly Gin Ala Arg His Ser Leu Cys Lys Leu 

1330 1335 1340 

Tyr Gly Leu Val Ser Ser Glu Ala Gly Ser Glu Leu Gin Thr Glu Gin 

1345 1350 1355 1360 

Leu Ala Gin Ser Ser Ala Gly Val Val Glu Ala Trp Gin Gly Leu Glu 

1365 1370 1375 

Val Leu Leu Glu Lys Leu Gin Gin Asn Pro Pro Leu Ser Trp Leu Val 

1380 1385 1390 

Gly Pro Phe Thr Ser Met Pro Cys Gly Gin Leu 

1395 1400 



<210> 235 

<211> 75 

<212> PRT 

<213> Homo sapiens 

<400> 235 

Glu Lys Ala Lys Glu Thr Ala Asp Ser Ala Lys Glu Lys Ala Ser Glu 

1 5 10 15 

Ala Lys Asp A i a Ala Lys Asp Lys Ala Glu Glu Ala Lys Asp Ala Ala 



325 



Lys Glu Lys Ala Glu Glu Ala Lys Asp Lys Ala Lys Glu Lys Lys Ala 
3 5 4 0 4 5 

Gly Glu Ala Lys Asp Lvs Thr Gly Asn Lys Ala Lys Glu Lys Ala Glu 

5^ 60 

Glu Ala Lys Asp Lys Ala Ser Asp Ala Lys Asp 
65 70 75 



<210> 236 
<211> 75 
<212^> PRT 

<213> Homo sapiens 
<400> 236 

Glu Lys Ala Lys Glu Thr Ala Asp 
1 5 

Ala Lys Asp Ala Ala Lys Asp Lys 

20 

Lys Glu Lys Ala Glu Glu Ala Lys 

35 40 

Gly Glu Ala Lys Asp Lys Thr Gly 
50 55 

Glu Ala Lys Asp Lys Ala Ser Asp 
65 70 



Ser Ala Lys Glu Lys Ala Ser Glu 
10 15 

Ala Glu Glu Ala Lys Asp Ala Ala 

25 30 

Asp Lys Ala Lys Glu Lys Lys Ala 
4 5 

Asn Lys Ala Lys Glu Lys Ala Glu 

60 

Ala Lys Asp 
75 



<210> 237 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<400> 237 

Glu Lys Ala Lys Glu Thr Ala Asp Ser Ala Lys Glu Lys Ala Ser Glu 
15 10 15 

Ala Lys Asp Ala Ala Lys Asp Lys Ala Glu Glu Ala Lys Asp Ala Ala 

2C 2 5 3 0 

Lys Glu Lys Ala Glu Glu Ala Lys Asp Lys Ala Lys Glu Lys Lys Ala 
35 40 45 

Gly Glu Ala Lys Asp Lys Thr Gly Asn Lys Ala Lys Glu Lys Ala Glu 
* 50 5 5 6 0 

Glu Ala Lys Asp Lys Ala Ser Asp Ala Lys Asp 
65 70 75 



< 2 1 0 > 2 3 6 
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<211 > 75 

<212> PRT 

<213> Homo sapiens 
<400> 238 

Glu Lys Ala Lvs Glu Thr Ala Asp Ser Ala Lvs Glu Lvs Ala Ser Glu 
1 s in is 

Ala Lvs A'-.p Ma Ala Lys Asp Lys Ala Gin Glu Ala Lys Asp Ala Ala 
20 75 30 

Lys Glu Lys Ala Glu Glu Ala Lys Asp Lys Ala Lys Glu Lys Lys Ala 
35 40 45 

Gly Glu Aid Ly^ A^p Lys Thr Gly Aa.ii Lyt» /Ala Lys Glu Lys Ala Glu 
50 55 60 

Glu Ala Lys Asp Lys Ala Ser Asp Ala Lys Asp 
65 70 75 



<210> 239 
<211> 411 

-212- PRT 

<213> Homo sapiens 
< 4 0 0 > 23y 

Met Ala Thr Ala Val Glu Asp Leu Pro Gin Gin Glu Ser Val Val Asp 
15 10 15 

Arg Val Ala Scr Leu Pro Leu Val Ser Scr Thr lie Lys Cys Asp Leu 
20 25 30 

Val Ser Ala Ala Tyr Asp Ser Thr Lys Glu Asn Tyr Pro Leu Val Lys 
3 5 4 0 4 5 

Gly Val Lys Ser Val Cys Glu Ala Ala Glu Lys Gly Val Glu Thr Tie 

50 55 60 

Thr Ser Ala Ala Val Thr Ser Ala Gin Pro Tie Val Lys Lys Leu Glu 
65 70 75 80 

Pro Gin Tie Ala Val Ala Asn Glu Tyr Ala Cys Lys Gly Leu Asp Lys 
85 90 95 

Leu Glu Glu Lys Leu Pro Tie Leu Gin Gin Pro Pro Glu Lys Tie Val 
100 105 110 

Ala Asn Ala Lys Gly Ala Val Thr Gly Ala Lys Asp Ala Val Ser Thr 
115 120 125 

Arg Val Glu Ser Ala Lys Asp Ser Val Val Gin Pro lie Leu Glu Arg 
130 135 140 

Val Asp Lys Val Lys Gly Ala Val Gin Ala Gly Val Glu Ser Thr Lys 
14 5 150 155 160 



327 



Ser Val Val Thr Gly Ser Ala Asn Thr Val Leu Gly Ser Arg Val Gly 
165 170 175 

Gin Leu Ala Ser Ser Gly Val Asp Thr Ala Leu Gly Lys Ser Glu Lys 

180 185 190 

t,~,, v*l Gin Tyr L»u Pm Pro Thr Glu ni-i rn n r,~n T,y«* Gin 

195 200 205 

Ala Tivs T.vn Val Gin Gl v Phe Aso Ser Lvs Lvs Val Gin Gl n Gin Ara 
210 215 220 

Gin Lys Pro Ser Ala Leu Val Arg Leu Gly Ser Leu Ser Glu Lys Leu 
225 230 235 240 

Arg Arg Arg Ala Tyr Gin Gin Ala Leu Gly Arg Val Arg Ala Ala Lys 

245 250 255 

Gin Arg Ser Gin Glu Ala lie His Gin Leu Gin Ser Val Ala Glu Leu 
260 265 270 

lie Glu Thr Ala Lys Lys Gly Val Ser Gin Ala Asn Gin Lys Val Ser 
2 75 280 285 

Arg Ala Gin Asp Lys Leu Tyr Val Leu Trp Leu Glu Trp Lys Ala Ser 
290 295 300 

Ser Gly Glu Asp Pro Glu Asp Glu Ser Asp Thr Glu Pro Glu Gin lie 

305 310 315 320 

Glu Ser Arg He Leu Leu Leu Thr Arg Glu Leu Ala Gin Gin Leu Val 
325 330 335 

Ala Ala Leu Lys Thr Leu Leu Ser Ser He Gin Gly He Pro Gin Asn 

34 0 3 45 350 

Leu Gin Asp Thr Val Gin Gin Val Gly Ser Met Ser Gly Asp Ala Tyr 

355 360 365 

Ser Ala Phe Arg Ser Arg Ala Ala Ser Phe Lys Glu Thr Ser Asp Gly 
370 375 380 

Leu Leu Thr Ser Ser Lys Gly Arg Val Ala Ser Leu Lys Glu Ala Leu 
385 390 395 400 

Asp Glu Val Met Asp Tyr Val Val Ser Asn Thr 
405 410 



<210> 240 
< 2 1 1 > 1348 

- 2 i 2 .- PRT 

-'213 > Homo sapiens 

-400- 240 

Gly Ala Lys Asp Leu Val Cys Ser Lys Met Ser Arg Ala Lys Asp Ala 
15 10 15 
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Val Ser Ser Gly Val Ala Ser Val Val Asp Val Ala Lys Gly Val Val 

20 25 30 

Gin Gly Gly Leu Asp Thr Thr Arg Ser Ala Leu Tht Gly Thr Lys Glu 
35 40 4 5 

Ala Val Ser Ser Glv Val Thr Glv Ala Met Asp Met Ala Lys Gly Ala 

50 55 60 

Val Gin Gly Gly Leu Asp Thr Ser Lys Ala Val L^u Thr Gly Thr Lys 
65 70 75 80 

Asp Thr Val Ser Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly 

85 90 95 

Thr Val Gin Ala Gly Val Asp Thr Thr Lys Thr Val Lev: Thr Gly Thr 
100 105 110 

Lys Asp Thr Val Thr Thr Gly Val Met Gly Ala Val Asn Leu Ala Lys 
115 120 125 

Gly Thr Val Gin Thr Gly Val Glu Thr Ser Lys Ala Val Leu Thr Gly 

130 135 140 

Thr Lys Asp Ala Val Ser Thr Gly Leu Thr Gly Ala Val Asn Val Ala 

14 b 150 155 160 

Arg Gly Ser lie Gin Thr Gly Val Asp Thr Ser Lys Thr Val Leu Thr 
165 170 175 

Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Ser Ala Met Asn Val 
180 185 190 

Ala Lys Gly Thr lie Gin Thr Gly Val Asp Thr Ser Lys Thr Val Leu 
195 200 205 

Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Met Asn 

110 215 220 

Val Ala Lys Gly Thr lie Gin Thr Gly Val Asp Thr Ser Lys Thr Val 
225 230 235 240 

Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Met 

245 250 255 

Asn Val Ala Lys Gly Thr He Gin Thr Gly Val Asp Thr Thr Lys Thr 

260 265 270 

Val Leu Thr Gly Thr Lys Asn Thr Val Cys Ser Gly Val Thr Gly Ala 
275 280 285 

Val Asn Leu Ala Lys Glu Ala He Gin Gly Gly Leu Asp Thr Thr Lys 

2 90 2 95 300 

.-••> Met Val Met Gly Thr Lys Asp Thr Met Ser Thr Gly Leu Thr Gly 

\l>^ H.0 31 5 32 0 
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Ala Ala Asn Val Ala Lys Gly Ala Met Gin Thr Gly Leu Asn Thr Thr 
325 330 335 

Gin Asn He Aid Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr 
340 345 350 

Glv Ala Met Asn Leu Ala Arq Glv Thr He Gin Thr Gly Val Asu Thr 

* r > r - * fi 0 3 6 5 

Thr Lys T 1 <=> Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val 
370 375 380 

Thr Gly Ala Ala Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp 

3 85 390 395 400 

Thr Thr Lys S^r Val Leu Thr Gly Thr Lys Asp Ala Val Ser Thr Gly 
4 05 410 415 

Leu Thr Gly Ai a Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly Val 
420 425 430 

Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser 

4^5 440 44 5 

Gly Val Thr Ser Ala Val Asn Val Ala Lys Gly Ala Val Gin Gly Gly 

4 5 0 4 5 5 4 6 0 

Leu Asp Thr Thr Lys Ser Val Val He Gly Thr Lys Asp Thr Mec Ser 
46 5 470 475 480 

Thr Gly Leu Thr Gly Ala Ala Asn Val Ala Lys Gly Ala Val Gin Thr 
485 490 495 

Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val 
500 505 510 

Thi Thr Gly Leu Val Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin 
515 520 525 

Thr Gly Met Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp Thr 

530 535 540 

He Tyr Ser Gly Val Thr Ser Ala Val Asn Val Ala Lys Gly Ala Val 

5 4 5 5 5 0 5 5 5 5 6 0 

Gin Thr Gly Leu Lys Thr Thr Gin Asn He Ala Thr Gly Thr Lys Asn 

565 570 575 

Thr Phe Gly Ser Gly Val Thr Gly Ala Val Asn Val Ala Lys Gly Ala 
580 585 590 

Val Gin Thr Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly Thr Lys 
595 600 605 

Am. Thr Val Thr Thr Gly Leu Met Gly Ala Val Asn Val Ala Lys Gly 

6 15 6 2 0 



330 



Thr Val Gin Thr Ser Val Asp Thr Thr Lys Thr Val Leu Thr Gly Thr 
625 630 635 640 

Lys Asp Thr Val Cys Set Gly Val Thr Gly Ala Ala Asn Val Ala Lys 
64 5 650 6 55 

Glv Ala Val Gin Thr Gly Val Asd Thr Ala Lvs Thr Val Leu Thr Glv 

6 6 Q 6 6 5 6 7 0 

Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Val Asn Val Ala 
675 680 685 

Lys Gly Ala Val Gin Thr Gly Leu Lys Thr Thr Gin Asn He Ala Thr 

690 695 700 

Gly Thr Lvs Asn Thr Leu Gly Ser Gly Val Thr Gly Ala Ala Asn Val 
705 ' 710 715 720 

Ala Lys Gly Ala Val Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Leu 
725 730 735 

Thr Gly Thr Lys Asp Ala Val Ser Thr Gly Leu Thr Gly Ala Val Asn 
-740 745 750 

Leu Ala Lys Gly Thr Val Gin Thr Gly Met Asp Thr Thr Lys Thr Val 

/5b / 6 0 '6b 

Leu Thr Gly Thr Lys Asp Ala Val Cys Ser Gly Val Thr Gly Ala Ala 
770 775 780 

Asn Val Ala Lys Gly Ala Val Gin Thr Gly Val Asp Thr Ala Lys Thr 
785 ' 790 795 800 

Val Leu Thr Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Met Gly Ala 
805 810 815 

Val Asn Val Ala Lys Gly Thr Val Gin Thr Ser Val Asp Thr Thr Lys 
820 825 830 

Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly 
835 840 845 

Ala Ala Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp Thr Thr 

850 85 5 860 

Lys Ser Val Leu Thr Gly Thr Lys Asp Thr Val Ser Thr Gly Leu Thr 
865 870 875 880 

Gly Ala Val Asn Leu Ala Lys Gly Thr Val Gin Thr Gly Val Asp Thr 

885 890 895 

Ser Lvs Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ser Gly Val 

900 905 910 



Thr Glv Ala Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly Val Asp 

his ->..J 925 



Thr Ala Lys Thr Val Leu Ser Gly Ala Lys Asp Ala Val Thr Thr Gly 

930 935 940 

Val Thr Gly Ala Val Asn Val Ala Lys Gly Thr Val Gin Thr Gly Val 
945 950 955 960 

Asrj Ala Ser Lvs Ala Val Leu Met Glv Thr Lvs Asd Thr Val Phe Ser 

96 5 'V/n 97 5 

Gly Val Thr Gly Ala Met Ser Met Ala Lys Gly Ala Val Gin Gly Gly 
980 985 990 

Leu Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys Asp Ala Val Ser 

9 95 lOOu 1005 

Ala Gly Leu Met Gly Ser Gly Asn Val Ala Thr Gly Ala Thr His Thr 
1010 1015 1020 

Gly Leu Ser Thr Phe Gin Asn Trp L^u Pro Ser Thr Pro Ala Thr Ser 
1025 1030 1035 1040 

Trp Gly Gly Leu Thr Ser Ser Arg Thr Thr Asp Asn Gly Gly Glu Gin 
1045 1O50 1055 

Thr Ala Leu Ser Pro Gin Glu Ala Pro Phe Ser Gly lie Ser Thr Pro 

i. 0 b 0 i 0 o b 10 7 0 

Pro Asp Val Leu Ser Val Gly Pro Glu Pro Ala Trp Glu Ala Ala Ala 
1075 1080 1085 

Thr Thr Lys Gly Leu Ala Thr Asp Val Ala Thr Phe Thr Gin Gly Ala 
1090 1095 1100 

Ala Pro Gly Arg Glu Asp Thr Gly Leu Leu Thr Thr Thr His Gly Pro 
1105 1110 1115 1120 

Glu Glu Ala Pro Arg Leu Ala Met Leu Gin Asn Glu Leu Glu Gly Leu 
1125 1130 1135 

Gly Asp lie Phe His Pro Met Asn Ala Glu Glu Gin Ala Gin Leu Ala 
114 0 1145 1150 

Ala Ser Gin Pro Gly Pro Lys Val Leu Ser Ala Glu Gin Gly Ser Tyr 
1155 11 CO 1165 

Phe Val Arg Leu Gly Asp Leu Gly Pro Ser Phe Arg Gin Arg Ala Phe 
1170 1175 1180 

Glu His Ala Val Ser His Leu Gin His Gly Gin Phe Gin Ala Arg Asp 
1185 1190 1195 1200 

Thr Leu Ala Gin Leu Gin Asp Cys Phe Arg Leu lie Glu Lys Ala Gin 
1205 1210 1215 



Gin Ala Pro Glu Gly Gin Pro Arg Leu Asp Gin Gly Ser Gly Ala Ser 
i AO il..:5 12 30 



Ala Glu Asp Ala Ala Val Gin Glu Glu Arg Asp Ala Gly Val Leu Ser 
1235 1240 124 5 

Arg Val Cys Gly Leu I.eu Arg Gin Leu His Thr Ala Tyr Ser Gly Leu 
1250 1255 1 2 *i 0 

Val Ser Ser Leu Gin Gly Leu Pro Ala Glu Leu Gin Gin Pro Val Gly 

12 6 5 1270 1275 ] 9 R n 

Arg Ala Arg His Ser Leu Cys Glu Leu Tyr Gly lie Val Ala Ser Ala 
1285 1290 1295 

Gly Ser Val Glu Glu Leu Pro Ala Glu Arg Leu Val Gin Ser Arg Glu 
1300 1305 1310 

Gly Val His Gin Al a Trp Gin Gly Leu Glu Gin Leu Leu Glu Gly Leu 
1315 1320 1325 

Gin His Asn Pro Pro Leu Ser Trp Leu Val Gly Pro Phe Ala Leu Pro 
1330 1335 1340 

Ala Gly Gly Gin 
1345 



< 2 1 0 > 2 4 1 
<211> 1403 
< 2 12 > PRT 

<213> Mus mu s cuius 
^-400> 241 

Met Ser Ala Ser Gly Asp Gly Thr Arg Val Pro Pro Lys Ser Lys Gly 
15 10 15 

Lys Thr Leu Ser Ser Phe Phe Gly Ser Leu Pro Gly Phe Ser Ser Ala 

20 25 30 

Al g A&ii Leu Val Sei His Till Hi^ S^l Z^l Tin Get Tin L y _> A^p L^u 
35 40 45 

Gin Thr Ala Thr Asp Pro Ser Gly Thr Pro Ala Pro Ser Ser Lys Val 
50 55 60 

Ser Thr Asn Ser Gin Met Ala Gly Asp Ala Ala Gly Leu L<_u Gin Pro 
65 70 7 5 80 

Ser Glu Gin Thr Ala Gly Asp Lys Asp Met Gly Ser Phe Ser Val Thr 
85 90 95 

Ser Ser Glu Asp Ala Phe Ser Gly Val Phe Gly lie Met Asp Ala Ala 
100 105 110 

Lys Gly Met Val Gin Gly Gly Leu Gly Ala Tin Gin Ser Ala Leu Val 

115 12 0 12 5 



;ly Till Lys Glu Ala Val Ser Gly Gly Val M-t -iy Ala Val Gly Val 



130 135 140 

Ala Lys Gly Leu Val Lys Gly Gly Leu Asp Thr Ser Lys Asn Val Leu 
145 150 155 160 

Thr Asn Thr Lys Asp Thr Val Thr Thr Gly Val Met Glv Ala Ala Asn 

1 q 17 0 "! *' ^ 

M-t Ala Lys Gly Thr Val Gin Thr Gly T,^n Asp Thr Thr Lys Rf»r V=il 
180 185 1^0 

Val MPt Gly Thr Lys Asp Thr Val Ala Thr Glv Leu Ala Glv Ala Val 
195 200 205 

A^u Val Ala Lys Gly Thi lie Gin Gly Gly Leu A^p Tin Thr Lys Ser 
210 215 220 

Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala 

225 230 235 240 

Ala Asn Val Ala Lys Gly Val Val Gin Gly Gly Leu Asp Thr Thr Lys 

245 250 255 

Ser Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly 

260 265 270 

Ala Me L Asn Val Ala Lys Gly Thr Ala Gin Met Gly lie Asp i'hr Ser 
2 75 280 285 

Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ala Gly Ala Thr 

230 295 300 

Gly Ala lie Asn Val Ala Lys Gly Ala Ala Gin Gly Gly Leu Asp Thr 
305 310 315 3 20 

Thr Lys Ser Val Leu lie Gly Thr Lys Asp Thr Val Thr Thr Gly Leu 

325 330 335 

Thi Gly Ala Val Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu A^p 
340 345 350 

Thr Thr Lys Ser Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly 

355 360 365 

Leu Thr Gly Ala Met Asn Val Ala Lys Gly Thr Ala Gin Met Gly Leu 
3 70 375 380 

Gly Thr Ser Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ala 

395 390 395 400 

Gly Leu Thr Gly Ala He Asn Val Ala Lys Gly Ala Ala Gin Gly Gly 
4 05 410 415 

Leu Asp Thr Thr Lys Ser Val Leu Met Gly Thr Lys Asp Thr Val Thr 
•} 2 0 4 2 5 4 3 0 

I hi Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly Thi He Gin Gly 



334 





435 



440 



445 



Gly Leu Asp Thr Thr Lys Ser Val Val Met Gly Thr Lys Asp Thr Val 
450 455 460 

Thr Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly Thr Tie Gin 
4 6^ 4^0 475 4 R n 

Gly Gly T.pmi Asp Thr Thr Lys S^r Val Val Met Gly Thr Lys Asn Thr 
4 85 4 90 495 

Val Thr Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys Gly Ala Ala 
500 505 510 

Gin Gly Gly Leu Asp Thr Tin Lys Sei Val Val Met Gly Tin Lys. Asp 
515 520 525 

Thr Val Thr Thr Gly Leu Thr Gly Ala Met Asn Val Ala Lys Gly Thr 
530 535 540 

Ala Gin Met Gly Leu Gly Thr Ser Lys Thr Val Leu Thr Gly Thr Lys 
54 5 550 555 560 

Asp Thr Val Cys Ala Gly Leu Thr Gly Ala He Asn Val Ala Lys Gly 

56 5 570 5 75 

Ala Ala Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Leu Met Gly ihr 
580 585 590 

Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala Val Asn Val Ala Lys 

595 GOO 605 

Gly Thr He Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Val Met Gly 
610 615 620 

Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala Val Asn Val Ala 
625 630 635 640 

Lyb Gly Alci Veil Gin Gly Gly Leu Asp Thr Thr Lys Sei Veil Veil Met 



Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala Leu Asn Val 
660 665 670 

Aid Lys Gly Thr Ala Gin Met Gly He Asp Thr Ser Lys Thr Val Leu 
675 680 685 

He Gly Thr Lys Asp Thr Val Cys Ala Gly Ala Thr Gly Ala He Asn 

690 695 700 

Met Ala Lys Gly Ala Ala Gin Gly Gly Leu Asp Thr Thr Lys Ser Val 

7 05 7 10 715 72 0 

Leu Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu Thr Gly Ala He 

725 730 735 

Asn Vai Ala Lys Gly Ser Ala Hii Gly Gly Leu Asp Thr Thr Lys Ser 



64 5 



650 



"* ■* ^ 



Val Leu lie Gly Thr Lys Asp Thr Va 1 Thr Thr Gly Leu Thr Gly Ala 

755 760 765 

Leu Asn Val Ala Lys Gly Thr Val Gin Thr Gly Leu Asp Thr Ser Gin 

770 775 7R0 

Arg Vnl L^u Thr Glv Thr Lys A.^p Asn Val Tyr Ala Gly Val Thr Gly 
7R q ' 790 795 «00 

Ala Val Asn Val Ala Lys Gly Thr He Gin Gly Gly Leu Asp Thr Thr 
805 810 815 

Lys Sex Val Val Met Gly Tin Lys A^p Thr Val Thr Thr Gly Leu Tin 
820 825 830 

Gly Ala Val Asn Val Ala Lys Gly Ala Val Gin Gly Gly Leu Asp Thr 
835 840 845 

Thr Lys Ser Val Val Met Gly Thr Lys Asp Thr Val Thr Thr Gly Leu 
850 855 860 

Thr Gly Ala Met Asn Val Ala Lys Gly Thr Ala Gin Met Gly Tie Asp 
865 870 875 880 

Thr Ser Lys Thr Val Leu Thr Gly Thr Lys Asp Thr Val Cys Ala Gly 
885 890 895 

Leu Thr Gly Ala He Asn Val Ala Lys Gly Ala Thr Gin Gly Gly Leu 

900 905 910 

Asp Thr Thr Lys Ser Val Leu Met Gly Thr Lys Asp Thr Val Thr Thr 

915 920 925 

Gly Leu Thr Gly Ala He Asn Val Ala Lys Gly Ala Ala Gin Gly Gly 

930 935 940 

Leu Asp Tin. Thr Lys Ser Val L^u Leu Gly Thr Lys Asp Thr Val Thr 
945 950 955 960 

Thr Gly Leu Thr Gly Ala Ala Asn Val Ala Lys Glu Thr Val Gin Met 

965 970 975 

Gly Leu Asp Thr Ser Lys Asn He Leu Met Asp Thr Lys Asp Ser He 
980 985 990 

Cys Ala Gly Ala Thr Gly Ala He Thr Val Val Lys Gly Ala Ala Gin 
995 1000 1005 

Gly Gly Leu Asp Thr Ser Asn Ala Ala Leu Thr Gly Thr Met Asp Thr 

1010 1015 1020 

Ala Lys Gly Thr Val Gin Thr Ser Leu Asp Thr Ser Lys Hrs Met Leu 

1025 1030 103 5 104 0 

lie Gly Met Lys Asp Thr Val Cys Ala Gly Val Thr Sei Ala Met Asn 
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Met Ala Lys Gly lie His Lys Asn Thr Asp Thr Thr Arg Asp Thr Gin 
1060 1065 1070 

Ser Ser Val Leu Ala His Ser Glv Asn Val Ala Thr Asn Ala He His 
1 075 TOPn 1 flRS 

Thr Gly Val His Thr Val Pro Ser Sfr Leu Ser Gly Rpr His .Ser He 
1 090 1095 1100 

Tie Cys His Glu Pro Ser He Tyr Arg Ala Thr Asn His Glv Val Gly 
1105 1110 1115 1120 

Hit, Ala He Leu Thr Set Tin Glu Sex Leu Cys Cys Glu Tin Sei Set 
1125 1130 113 5 

Phe Ser Asp Lys Tyr Gly Leu Gly His Val Thr Glu Pro Arg Ala Asp 
1140 1145 1150 

Thr Lys Thr Leu Val Ser Gly Met Ala Ser Ser Ala Cys Ala Ala Thr 
1155 1160 1165 

Arg Ser Val Glu Glu Cys Gly Gin Leu Ala Ala Thr Gly Phe Ala Ala 
1170 117 5 1180 

Leu Pro Asp Glu Leu Lys Gly Leu Gly Asp He Phe Gin Pro Met Thr 
1185 1190 1195 1200 

Thr Glu Glu Gin Ala Gin Leu Ala Val Ser Glu Ser Gly Pro Arg Val 
1205 1210 1215 

Leu Ser Ala Asp Arg Gly Ser Tyr Tyr He Arg Leu Gly Asp Leu Ala 
1220 1225 1230 

Pro Ser Phe Arg Gin Arg Ala Phe Glu His Ala Leu Ser His He Gin 
1235 1240 1245 

Htb As»ii Gin Phe Gin Aid Axy Aid Ala Val Ala Gin Leu Gin Glu Ala 
1250 1255 1260 

Phe Gin Met Thr Asp Met Thr Met Glu Ala Ala Cys Gly Lys Leu Cys 
1265 1270 1275 1280 

Ser Asp Gin Ser Leu Asn Thr Met Val Glu Ala Val Gly Ser His Glu 
1285 1290 1295 

Met Arg Ala Ser Val Ala Gin Asp Arg Leu Cys Thr Leu Ala His Gin 
1300 1305 1310 

Leu His Ala Ala Tyr Ser Ser Leu Val Thr Ser Leu Gin Gly Leu Pro 
1315 1320 13 25 

Glu Val Gin Gin Gin Ala Gly Gin Ala Arg His Ser Leu Cys Lys Leu 

13 3 0 13 3 5 13 4 0 

Tyr Gly Leu Val Ser Ser Glu Ala Gly Ser Glu Leu Gin Thr Glu Gin 
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Leu Ala Gin Ser Ser Ala Gly Val Val Glu Ala Trp Gin Gly Leu Glu 
1365 1370 1375 

Val Leu Leu Glu Lys Leu Gin Gin Asn Pro Pro Leu Ser Tro Leu Val 
i;pn i?r^ 13QO 

Glv Pro Phe Thr Ser M^t Pro rys Gly Gin Leu 
HQS 1400 



< 2 1 0 > 242 

<211r» 28 

<212^ DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<4 00> 242 

gtaaaLtgga agagtttgtt caagggaa 28 



<210> 243 
< 2 1 1 > z y 
<212> DNA 

<213> Artificial Sequence 

c 2 2 0 ^ 

<223^ Description of Artificial Sequence: chemically 
synthesized 

<400> 24 3 

cttggaaatc catctttcat taagtgagc 



<~ 2 1 C -> 244 

<21 1 > 27 

<2 12> DNA 

<213> Artificial Sequence 

<220> 

^223.- Description of Artificial Sequence, chemically 
synthesized 

<400> 244 

ctatctgcca attttcattg tggacag 



< 2 1 0 > 2 4 5 
< 2 1 1 > 2 7 
< 2 1 2 - DNA 

<213 ■ Artificial Sequence 
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<-'223 > Description of Artificial Sequence: chemically 
synthes i zed 

<- 4 0 0 > 245 

LLcgaattdd yyttccaagg ctatgag 



< 2 1 0 > 246 

? 1 1 > 19 

• 2 1 2 ■> DNA 

<. 2 U > Artificial Sequence 
<220> 

-223> Description of Artificial Sequence: chemically 
synLhtrsi zed 

<400> 246 

cggqaagact cgccagcac 



^210^ 247 

<211> 30 

< 2 1 2 > DN A 

-21 3-- Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

<400> 247 

aaagcctttt atgggtcttt gaatttattg 



<210> 248 

<211> 2 5 

<212> DNA 

<213> Artificial Sequence 

<-.. 2 2 0 ^ 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 248 

tgctgagggt gcatttatgt ttcag 



<210> 249 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
a yn the si zed 



- 4 0 0 ? 2 4 9 

ccacacqtgq ,it aatcaaya gttgac 



<210> 250 

2 1 1 > 19 

< 2 1 2 > ON A 

<213> Artificial Sequence 

«- 2 2 0 > 

.-7 3 V, Description of Art i filial Sequence: ch^mi ca 1 "1 y 
pvnf hem z<~vi 

<r 4 0 0 > 250 

qcqqcqqcca tqqqaqata 



<210> 2 51 

^21 1 > 26 

<212> DNA 

<213> Artificial Sequence 

v. 2 2 0 ^ 

■223> Description of Artificial Sequence: chemically 
synthesized 

< : 4 0 0 > 2 51 

agqaaqggqa agcgtcctca gtattc 



< 2 1 0 > 2 52 
c 2 1 1 > 19 
:212> DNA 

<213s Artificial Sequence 

<220> 

223- Description of Artificial Sequence: chemically 



synthesized 

, 4 00.- 2 52 



<210> 253 
<: 2 1 1 > 2 6 
<212> DNA 

<213- Artificial Sequence 
< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

-400- 253 

aggaagggga agcgtcctca gtattc 



!10-' 2 5 4 
] 1 1 ■-• 2 4 
: L ~ ■ UNA 
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<213> Artificial Sequence 

<220 > 

<223> Description of Artificial Sequence: chemically 
synthes 1 zed 

,-4 on-, o^.i 

aqcacqcact tucccaqaac tatc 



. 2 10 ■> 


2 55 


< 2 1 1 > 


21 


< 2 1 2 > 


DNA 


< 2 1 3 > 


Art if icial 



< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthesized 



<400~> 255 

cctatggctg aaygcggagg t 



-210- 


256 


< 2 1 1 > 


18 


< 2 1 2 => 


DNA 


< 2 1 3 > 


Art i f icial 



<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 



< 4 0 0 > 2 5 6 

ctqggtctcc cctcccac 



<210> 


257 


•2 11 > 


21 




DNA 


- 2 1 3 > 


Artificial 



< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthesized 



< 4 0 0 > 2 5 7 

gtttattctg ageaceggga a 



<210> 258 

-21! - 1 <j 

<212> DNA 

<-213.^ Artificial Sequence 

. . 2 2 0 

■ 22 3 , Description of Artificial Sequence: chemically 
s> nt: hes i zed 



>4\ 



< 4 0 0 > 2 5 S 

aggcctgcag gtgggtgtc 



< 2 1 0 > 259 

• 7 1 1 -• 

< 2 1 2 > DNA 

< 2 1 3 > Arrif iri.-il r ^q:ipnrr> 

• 2 2 0 > 

<223 > Description of Artificial Sequence: chemically 
synthesized 

<4G0> 25 j 

ctgcaggctc ctacagetae tgcc 



<210> 260 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

2 2 0 -> 

<223> Description of Artificial Sequence: chemically 
synthesi zed 

<400> 26 0 

ccctgaggtg tggatgaata ct 



^210> 261 
<211> 27 

< 2 1 2 > DNA 

< 2 1 3 > Ar tificial S e quen c e 

< 2 2 0 > 

■-223,- Description of Artificial Sequence: chemically 

^> y lllheo i Zn_d 

<400> 261 

catcatctac aatggctacc ccagtga 



-2 10- 2G2 

< 2 11 > 2 2 

< 2 1 2 > DNA 

<213> Artificial Sequence 

< 2 2 0 ■> 

<22 3 ■ Description of Artificial Sequence: chemically 
synthes i zed 

'400- 2*2 

c c a t c: 1 1 c aq t qg t g a ■ ; t: t c a t 




<210> 263 

<211> 20 

< 2 1 2 > DNA 

<213> Artificial Sequence 
< 2 2 0 > 

.-??3 -• pp^rripfinn ^ f ."rt i f l^l^l 

synthesized 
c400-> 2 6 3 

gaaacagt c g gggaa a r - a c t 




2 0 



<210> 2 6 4 

c211^ 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

< 4 0 0 > 2 6 4 

tggtcaagaa g icac a a a a'- actctca 



<210> 265 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
^220 s> 

<223> Description of Artificial Sequence: chemically 
synthesi zed 

<400> 265 

aaaccaaagg cccagaattt 



< 2 1 0 > 2 6 6 

< 2 1 1 > 2 2 
<r212> DNA 

<213> Artificial Sequence 

< 2 2 0 .> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

< 4 00 > 2 6 6 

ggggaaatga cgctgataat at 22 



<210> 267 

< 2 1 l - 2 6 

-.212 DNA 

2 13 - At t i f i c i a 1 Sequenc e 
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< 2 2 0 > 

« 2 2 3 ■ Description of Artificial Sequence: chemically 
synthesized 



<4G0^ 26 7 

cccctatata tqacctqact qccatq 



26 



2 6 R 



< 7 1 I 



•r 2 1 2 -, 

< 2 1 3 > 



DNA 

Artificial Sequence 



< 2 2 0 > 



Dtjiicr ipt ion of Artificial Sequence:: chemically 
synthes i zed 



<4 00> 26 8 

cccaaatagc aqtaqqeact tt 



22 



<210> 26 9 
<211> 2 0 
-212- DNA 

<21i> Artificial Sequence 

< 22u> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<40C> 26 9 

gaaacagtcg gggaaacact 20 



- 2 1 0 > 2 7 0 

<211> 27 

<212> DNA 

■.213- Artificial Sequence 

< 220> 

<223> Description of Artificial Sequence: chemically 



<210> 271 

< 2 1 1 * 2 0 

<212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

c223 > Description of Artificial Sequence : cliemically 
synthes i zed 

--400- 271 



synthesized 



<400> 270 

tggtcaagaa gacacaaaac actctca 



27 
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1 



aaaccaaagg cccagaattt 




I 
I 

<2 10., 2 72 ; 
• 2 i 1 . • 2 2 ; 
•• 2 12 DNA ; 
-> i } - :>rt- i f i -"-ial ^equer.r^ I 

<■ 2 2 0 | 
. : ; v 2 . no^rrintion of Artificial Spau»nrp: cfprni <~a 1 1 v i 
syn t he s i zed 

<: 4 0 0 272 

tcctgaggtg tggatgaata ct 22 



• 2 1 0 > 2 7 3 
<211> 27 
<r212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthesi zed 

<4 00.> 27 3 

cdicdLctac aatggctacc ccagLga 2/ 



2 1 0 274 

■,-2 11 v 2 2 
.-2 12.. DNA 

<213> Artificial Sequence 

-220 :■■ 

<223> Description of Artificial Sequence: chemically 
synthesized 

ccatrttcag tggtgacttc at 22 



<-210> 275 
< 2 1 1 > 2 2 
. 2 I i DNA 

< 2 1 3 - Artificial Sequence 

^ 2 2 (J • 

2 2 - Description of Artificial Sequence: chemically 
synthes i zed 

• 4 - 275 

'i i'ia-i i it qa cgctgataat at 22 



345 



< 2 1 2 > DNA 

<213> Artificial Sequence 

. 2 2 0 > 

<22i> Description of Artificial Sequence: chemically 
svnthes i zed 

< 4 0 0 :> 2 7 6 

cccr-ratara faqrctgact gceatg 



<210> 277 

<211> 2 2 

<2 12> DNA 

^213-* AiLificial Sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthesized 

< 4 0 0 j> 211 

cccaaatagc agtaggcact tt 



<210> 2/8 
<211> 21 
<z±2> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

. 22 • Description of Artificial Sequence: chemically 
synthesized 

< 4 0 0 > 218 

teactgetat gtgeacatea a 



■;. 2 10- 273 
■- 211 - 2 5 
^212^ DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthesized 



< 4 0 0 p 2 7 9 

catcacagat gccaacactc ategg 



2 1 0 2 S 0 

-211; 22 

< 2 1 2 > DNA 

-.-213' Artificial Sequence 



script ion of Artificial Sequence: chemically 
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synthesi zed 



<400> 280 

actgaqtagt gggcactttg aa 



^ 9 1 0 "> « 1 

<■ 2 1 1 > 2 2 
c 2 1 2 -. DMA 

<- 2 "I V> Arl"i f i rial Spaupnce 
<220 > 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 281 

agccacatgt r*ttcgatcta ca 



<210r> 282 

< 2 1 1 > 2 6 
<212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 282 

acaacatgtt ctgtgctggc ttccat 



<210> 283 
< 2 1 1 > 2 2 
< 2 1 2 > DNA 

<213> Artificial Sequence 

,220. 

<.223^ Deov.npLiuii of AiLif icidl 3equejn.e: chemically 
synthesi zed 

<400> 283 

cccactatct ccttgacatg aa 



<210> 284 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

< 4 0 0 > 2 8 4 

cccattcagc ttcacagaga 



o47 



<210> 285 
<211> 27 
<2 12> DNA 

< 2 1 3 > Artificial Sequence 

- 2 ? n ~> 

<223> Description of Artificial Sequence: chemically 

< 4 0 0 > 2 8 5 

caqatcctaq cattctctca gaagctg 



<210> 286 

<211> 22 

<2 12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

-400:- 286 

atgctcactg tctgttcctt gt 



<210> 287 
<2il> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 287 

ctttccactg ctctgcaaag 



<210> 288 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 288 

aacccagctg tcacccagta caggtg 



^.2 10 > 289 

< 2 1 1 > 2 2 

c212> DNA 

<213> Artificial Sequence 



34 X 



< 2 2 0 > 

<223-> Description of Artificial Sequence: chemically 
synthesized 

<400> 289 

rJt-r^■^g^^ra r <~ * r f C ^ R g ^ ^g 



<r2 1 0 ~> 


2 90 


<: 2 1 1 > 




<212 > 


DNA 


<213> 


Artificial 


^220> 





<223> Description of Artificial Sequence: chemically 
.synthes i zed 

<400> 290 

accaatggat ccactcctat ct 



<210> 291 
-2 11- 2 6 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

^400> 291 

ctgactccaa ccaggacagc aagatg 



<210> 292 
<-211> 22 
•■212^ DNA 

^.213^ Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

^4 00^ 2 92 

attctcagca ggctcttgat ct 



<210> 293 

<211> 22 

<212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthes i zed 



<400> 293 

ttgagttgac tccagaggac at 



<-210> 294 
< 2 1 1 > 2 6 
DMA 

<213> Artificial Sequence 

■ 2 7 O > 

<22 : 5> Description of Artificial r ;pqnpnce: chemically 
synthes i zed 

- 4 0 0 > 2 9 4 

ciLLgatygcc Lcddcayddd Lctccy 



<210> 295 

<211> 22 

=~212> DNA 

<213> Artificial Sequence 

< 220> 

•^223 ^ Description of Artificial Sequence: chemically 
synthesized 

<400> 29b 

ccagcaagac tgaagaaaga aa 



-.210.. 296 
^211^ 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<-223> Description of Artificial Sequence: chemically 
synthesized 

< 4 0 0 > 296 

tctatqgtca tgggtacgaa ag 



<210> 297 
,211> 24 
<2 12> DNA 

<213> Artificial Sequence 

2 2 0 > 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

•-. 4 0 0 > 2 9 7 

acacgatgtc cactgggctc acag 



, 10.. 298 




<2 11> 2 0 

- 2 1 2 > DNA 

• 213 > Artificial Sequence 

- 2 2 0 > 

<223 > Description of Artificial Sequence: chemically 
^ynt her: i zed 

•-.inns ?9R 

or t-at-at- 1 ca crcccaatt.f a 20 



<210> 299 

■c 2 1 1 2 2 

c 2 1 2 .> DNA 

< 2 1 3 > Artificial Sequence 

< 220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 299 

gacccgatag acaaccctgt ga 22 



<. 2 1 0 > 3 0 0 
< 2 i 1 > 2b 
<212> DNA 

<zl3> Artificial Sequence 

.223-* Description of Artificial Sequence: chemically 
synthesized 

<100> 300 

acggcaagtc tcctgctcag attttg 26 



'.210-* 3 01 
- 2 1 1 > 22 

< 2 1 2 > DNA 

<213> Artificial Sequence 

< 220> 

223- Description of Artificial Sequence: chemically 
synthesized 

<400> 301 

atcacattcc tctggatttg aa 22 



- 2 1 0 - 3 0 2 

< 2 1 1 -> 2 2 

-2 12;= DNA 

2 J 3 ■ Artificial Sequence 

■ «_ 2 0 ■ 



351 



<223> Description of Artificial Sequence: chemically 
synthesized 

< 4 0 0 > 3 0 2 

ygtayytact ytcygtyaat tg 



<210> 30 3 

- ? 1 1 •■• ^ n 

1 2 DMA 

< 2 1 3 > Art i f icial Sequence 

<220> 

<223- Description of Artificial Sequence: chemically 
o> nt unsized 

< 4 0 0 > 3 0 3 

cttcatcaaa tgaaaataat ttcqagcaaq 



<210v 304 

<211> 19 

< 2 1 2 > DNA 

<~213-> Artificial Sequence 

< 2 2 0 > 

<223> Description of Artificial sequence: chemically 
synthesized 

< 4 0 0 > 304 

gcaatcgcag cttcttcag 



<210> 305 

•211 > 22 

<212> DNA 

<213> Artificial Sequence 
^ 2 2 C 

<~223> Description of Artificial Sequence: chemically 
synthesized 

<400> 305 

agggactaca gcctccagat ac 



<210> 306 

< 2 1 1 > 2 6 

< 212- DNA 

<213> Artificial Sequence 

< 2 2 0 -> 

<223> Description of Artificial Sequence: chemically 
synthesized 



.400, 306 

•>:.•: ; . c c a t a ■ .: a cy t g tt.ct it t c a g 



<-210> 307 

< 2 1 1 > 2 2 

< 2 1 2 > DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<-?? O^^^ription of Artificial ^pqupnce : chemically 
^vntheR i zed 

<400> 307 

cattqttCtq qqtqtatqtt qa 



<210> 308 

< 2 1 1 > 2 2 

<212> DNA 

<213> Artificial Sequence 
<220^> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

< 4 0 0 > 3 0 8 

qctggtacct tgtgttgaca ct 



<210> 309 

<211 > 27 

<212> DNA 

<.213.> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

< 4 C 0 > 3 0 9 

LLdyv-dLdLL LLdccLyady cictLg<_cci 



<210> 310 

<211> 22 

<212> DNA 

-.213^ Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 310 

aaagcctttt atgggtcttt ga 



< 2 1 0 > 3 11 

< 2 1 1 > 2 2 




<213> Artificial Sequence 

< 2 2 0 > 

-.223.' Description of Artificial Sequence: chemically 
synches i zed 

. 4 n n - 5. i i 

CctcUacaa attccaqaqa qt 



• 2 1 0 > 


3 1 2 


< 2 1 1 > 


26 


<212> 


DNA 


<213 > 


Art i f icial 



<220> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

<400> 312 

tgtgccttcc agaacatctc ttgtgg 



-210- 313 
<211> 22 
< 2 1 2 > DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

<400> 313 

tgaacacaqa aqccaagtaq tg 



<-210> 


3 14 


-.211 :> 


21 


2 1 2 ^ 


DNA 


<- ?. 1 3 > 


Art i f ic i a 1 


< 22 0 > 





<223> Description of Artificial Sequence: chemically 
synthesi zed 

-400> 314 

ctactactgg tggctgcgaa t 



< 2 1 0 > 


315 


•: 2 1 1 :- 


25 


- 2 1 2 > 


DNA 


< 2 13 > 


Art i f i c ia 1 



< 2 2 0 > 

-223- Description of Artificial Sequence: chemically 
synthes l 



354 





4 0 0 > 315 
caqatcatga cccacttgcc t.qqag 

< 2 1 0 > 3 16 

. •."> i i ?? 

<-.2l2> DNA 

l } . a rv \ f i ^'ial Seqnenrr 

■ - 72 0 . 

<223- Description of Artificial Sequence: chemically 



,4uu, 316 

actcttcagc ggatgtagat ca 



< 2 1 0 > 317 

- 2 1 ] > 2 2 
<212> DNA 

<213> Artificial Sequence 

- 2 2 0 

<-223> Description of Artificial Sequence: chemically 



2 1 0 318 

< 2 1 1 > 2 9 

<2 12> DNA 

-213> Artificial Sequence 

^■220 > 

.223 • Description of Artificial Sequence: chemically 
ijyliLllto i /,t;d 

•10 0 > 3 1 R 

caccctatca agaagtgett ttaaattca 29 



210 319 

-21'. • 22 

<. 2 1 2 > DNA 

:213> Artificial Sequence 

• . 2 * 0 •> 

"223- Description of Artificial Sequence: chemically 
synthes 1 zed 

-. 4 Go ■ 319 

r • -K.i r q ( • a 1. 1 t c c a g c t a c a q t a 2 2 



synthesi zed 



synthes l zed 



<. 4 0 0 > 3 17 

acctactcgg ccactaccta ga 



22 
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<210> 320 

<211> 2 2 

<212> DNA 

<213> Artificial Sequence 
<220> 

,02V. Description of Art- ifiri^l ^qn^n^ • nh^ir-aily 
synthesized 

<-400 > 3 2 0 

cacggaacgt atcttcaaga aa 

< 2 1 0 > 3 21 
< 2 1 1 > 2 6 
<212> DNA 

<213> Artificial Sequence 
<220> 

^223^ Description of Artificial Sequence: chemically 



< Z 1 U > 322 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
^220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 322 

gccacagtcc acagaacata tt 



<210> 323 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

<400> 323 

cagagaagca gacgagttca ct 

<210> 324 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



synthesized 



<400> 321 




<220> 

<223 > Description of Artificial Sequence: chemically 
synthesized 

< 4 0 0 > 3 2 4 

caaqqacaqa attttaccct aaqaca 



• --~> 1 0 > 3 2 5 
- 2 1 1 > 2 2 
«- 2 1 2 > DNA 

< 2 1 3 > Artificial Sequence 

< 2 2 0 > 

-~223-> Description of Artificial Sequence: chemical i y 
synthes i zed 

<400> 325 

qttqctqgtt cacaaactcc ta 



<210> 326 

< 2 1 1 > 2 2 
-212- DNA 

<213> Artificial Sequence 

< z z u > 

<22i> Description of Artificial Sequence: chemically 
synthes i zed 

. 1 0 0 > 3 2 6 

ggcttccata attaccatca ca 



2 1 0 > 3 2 7 

<211> 2 7 

< 2 1 2 > DNA 

-213- Artificial Sequence 

<-220> 

<223> Description of Artificial Sequence: chemically 
synthes i zed 

<400> 327 

cctttccctt tgactactct gcgagtg 



;210> 328 
-'211 > 21 
• 2 .1 2 > DNA 

.213? Artificial Sequence 

c 2 2 0 > 

••2 2 3 > Description of Artificial Sequence: chemically 
synthesized 



328 





gcacatgaaa tcaatgaacc a 



21 



< 2 1 0 > 3 2 9 
<: 2 1 L > 2 2 
<212> DNA 




- 2 2 0 
*- 2 2 3 



npr.criDtion of Artificial f5eauenr» ■ ch^mi 1 ] v 
r.vnt. hes l zed 



<400> 329 

ggcttccata attaccatca ca 



22 



< 2 1 0 ■> 3 3 0 
<211> 27 
<212> DNA 

f-213-> Artificial Sequence 
<220> 

c22 3> Description of Artificial Sequence: chemically 
synthes i zed 

< 4 0 0 > 330 

ccLLLcccr.r. Lgactactct gcgagcg 2 7 



<210> 331 



<212^ DNA 

<213> Artificial Sequence 

•22 0 : 

<223> Description of Artificial Sequence: chemically 
synt hes i zed 

^ 4 0 C s 3 3 1 

gcacatgaaa tcaatgaacc a 21 



<210> 332 

<211> 22 

..212. DNA 

^213-> Artificial Sequence 

< 2 2 0 > 

•223 Description of Artificial Sequence: chemically 



.21: 



21 



synthesized 



4 0 U 3 3 2 

acaacqcctt gactcttctt ct 



22 



2 3 3 

2 6 



358 




<212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<22 3-- DescripLion of Artificial Sequence: chemically 
synthesized 

< 4 0 0 > 3 3 3 

a^aacr-tcoa agoctcaggq ar-t-rtg 



<r 2 1 0 > 3 34 
<211> 22 
< 2 1 2 > DNA 

<213-> AtLificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically 
synthesized 

^400^ 334 

acaagaagaa acaccccttg at 22 



<210^ 335 

< 21 1 > 32 

< 212 > £ 

<213> Homo sapiens 
<400> 335 

Cys Asp Ser Gly Pro Cys Lys Asn Ser Gly Phe Cys Scr Glu Arg Tip 
15 10 15 

Gly Ser Phe Ser Cys Asp Cys Pro Val Gly Phe Gly Gly Lys Asp Cys 

20 25 30 



<210> 3 36 

<211> 135 

<212> PRT 

<213 > Homo sapiens 

<400^ 336 

Phe Arg Thr Arg Ala Thr Gin Gly Val Leu Met Gin Val Gin Ala Gly 
15 10 15 

Pro His Ser Thr Leu Leu Cys Gin Leu Asp Arg Gly Leu Leu Ser Vai 
20 25 30 

Thr Val Thr Arg Gly Ser Gly Arg Ala Ser His Leu Leu Leu Asp Gin 
35 40 45 

Val Thr Val Ser Asp Gly Arg Trp His Asp Leu Arg Leu Glu Leu Gin 

s ; 5 5 6 0 




Glu Glu Pro Gly Gly Arg Arg Gly 

65 70 

Asp Phe Ser Leu Phe Gin Asp Thr 
85 

Glv Leu Lvs Val Lvs Gin Leu His 
1 00 

Ala Glu Glu Ala Pro Gin Gly Leu 

115 120 

Leu Gly Ser Thr Pro Ser Gly 
130 135 




His His Val Leu Met Val Ser Leu 
7 5 80 

Met: Ala Val Gly Ser Glu Leu Gin 
90 95 

Val Glv Glv Leu Pro Pro Glv Ser- 
ins 110 

Va 1 Gly Cy s Tie Gin Gly Va 1 Trp 
125 



<210> 337 

<211> 32 

^212 > PRT 

^213.^ Homo sapiens 

<400> 337 

Cys Ala Ser Gly Pro Cys Pro Pro His Ala Asp Cys Arg Asp Leu Trp 
1 5 10 15 

Gin ihr Phe Ser Cys Thr Cys Gin Pro Gly Tyr Tyr Gly Pro Gly Cys 
2 0 2 5 3 0 



<210> 338 
c 2 1 1 > 3 5 
<212> PRT 

<213> Homo sapiens 
^■100p 3 3 8 

Cys Leu L»=u Asn Pro Cys Gin Asn Gin Gly Ser Cys Arg His Leu Pro 
15 10 15 

Gly Ala Pro His Gly Tyr Thr Cys Asp Cys Val Gly Gly Tyr Phe Gly 
20 25 30 

His His Cys 
35 



<210> 339 

< 2 1 1 > 5 8 

<2 12> PRT 

<213> Homo sapiens 

< 4 0 0 > 3 3 9 

Tyr Asp Ala Cys Pro Lys Ser Leu Arg Ser Gly Val Trp Trp Pro Gin 

1 \. 10 15 



360 



Thr Lys Phe Gly Val Leu Ala Thr Val Pro Cys Pro Arg Gly Ala Leu 

20 25 30 

Gly Ala Ala Val Arg Leu Cys Asp Glu Ala Gin Gly Tip Leu Glu Pro 

35 40 45 

Asp Leu Phe Asn Cvs Thr Ser Pro Ala Phe 

50 55 



<210> 340 
<211> 54 
<212> PRT 

< 2 1 3 > Homo bdpicas 
<400> 340 

Ser Lys Ala Tie Cys Val Gin Trp Asp Pro Pro Gly Leu Ala Glu Gin 
15 10 15 

His Gly Val Trp Thr Ala Arg Asp Cys Glu Leu Val His Arg Asn Gly 
* 20 2 5 3 0 

Ser His Ala Arg Cys Arg Cys Ser Arg Thr Gly Thr Phe Gly Val Leu 
35 40 45 

Met Asp Ala Ser Pro Arg 
50 



< 2 1 0 > 3 4 1 
c211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 341 

Leu Glu Leu Leu Ala Val Phe Thr His Val Val Val Ala Val Ser Val 

15 10 15 

Ala Ala Leu Val Leu Thr Ala Ala He Leu Leu Ser Leu Arg Ser Leu 

20 25 30 

Lys Ser Asn Val Arg Gly He His Ala Asn Val Ala Ala Ala Leu Gly 
35 40 45 

Val Ala Glu L^u Leu Phe Leu Leu Gly Tie His Arg Thr His Asn Gin 
50 55 60 

Val Gin Asp Gin Gly Gin Gly Thr Cys Val Leu Met Thr Leu Leu Ala 
65 " 70 75 80 

Gin Glu Ala Trp Gly Gin Asn Ser Gly Ser Glu Leu Val Cys Thr Ala 
85 90 95 

Val Ala He Leu Leu His Tyr Phe Phe Leu Ser Thr Phe Ala Trp Leu 
100 105 110 



361 



Phe Val Gin Gly Leu His Leu Tyr Arg Met Gin Val Glu Pro Arg Asn 
115 120 125 

Val Asp Arg Gly Ala Met Arg Phe Tyr His Ala Leu Gly Trp Gly Val 
130 135 140 

Pro Ma Val L^u Leu Gly Leu Ala Val Gly T *=»u A^p Pro ^lu Gly Tyr 
145 150 155 160 

Glv Asn Pro Asn Ph^ Pvs Trr> Tie Ser Val Hi «? Glu Pro L^u Tie Trn 
16 5 17 0 17 5 

Ser Phe Ala Gly Pro Val Val Leu Val lie Val Met Asn Gly Thr Met 
180 185 190 

Phe Leu Leu Ala Ala Arg Thr Ser Cys Ser Thr Gly Gin Arg Glu Ala 
195 200 205 

Lys Lys Thr Ser Ala Leu Arg Thr Leu Arg Ser Ser Phe Leu Leu Leu 

210 215 220 

Leu Leu Val Ser Ala Ser Trp Leu Phe Gly Leu Leu Ala Val Asn His 

225 230 235 240 

Ser lie Leu Ala Phe His Tyr Leu His Ala Gly Leu Cys Gly Leu Gin 
245 250 255 

Gly Leu Ala Val Leu Leu Leu Phe Cys Val Leu Asn Ala Asp Ala 

260 265 270 



<210> 342 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 342 

Leu Gly Leu lie His Phe Gly Phe Val Val Thr Tyr Lou Ser Glu Pro 
15 10 15 

Leu Val Arg Gly Tyr Thr Thr Ala Ala Ala Val Gin Val Phe Val Ser 
20 25 30 

Gin Leu Lys Tyr Val Phe Gly Leu His Leu Ser Ser His Ser Gly Pro 

3 5 4 0 4 5 

Leu Ser Leu lie Tyr Thr Val Leu Glu Val Cys Trp Lys Leu Pro Gin 

50 55 60 

Ser Lys Val Gly Thr Val Val Thr Ala Ala Val Ala Gly Val Val Leu 

65 70 75 80 

Val Val Val Lys Leu Leu Asn Asp Lys Leu Gin Gin Gin Leu Pro Met 

8 5 9 0 9 5 

Pro lie Pro Gly Glu Leu Leu Thr Leu lie Gly Ala Thr Gly lie Ser 
1 0 u 10 5 110 



362 



Tyr Gly Met Gly Leu Lys His Arg Phe Glu Val Asp Val Val Gly Asn 
115 120 125 

lie Pro Ala Gly Leu Val Pro Pro Val Ala Pro Asn Thr Gin Leu Phe 
130 135 140 

Ser Lvs Leu Val Gly Ser Ala Phe Thr lie Ala Val Val Glv Phe Ala 

ISD 15 5 16 0 

He Ala He Ser Leu Gly Lys lie Phe Ala Leu Arg His Gly Tyr Arg 
165 170 175 

Val Asp Ser Asn Gin Glu Leu Val Ala Leu Gly Leu Ser Asn Leu lie 

130 185 130 

Gly Gly He Phe Gin Cys Phe Pro Val Ser Cys Ser Met Ser Arg Ser 
195 200 205 

Leu Val Gin Glu Ser Thr Gly Gly Asn Ser Gin Val Ala Gly Ala He 
210 215 220 

Ser Ser Leu Phe lie Leu Leu He He Val Lys Leu Gly Glu Leu Phe 

22^ 230 235 240 

His Asp Leu Pro Lys Ala Val Leu Ala Ala He He He Val Asn Leu 

245 250 255 

Lys Gly Met Leu Arg Gin Leu Ser Asp Met Arg Ser Leu Trp Lys Ala 
260 265 270 

Asn Arg Ala Asp Leu Leu He Trp Leu Val Thr Phe Thr Ala Thr He 
275 280 285 

Leu Leu Asn Leu Asp Leu Gly Leu Val Val Ala Val He Phe Ser Lou 
290 295 300 

Leu Leu Val Val Val Arg Thr 

3 0 3 310 



<210> 343 

<211> 189 

<212> PRT 

♦.. 213.- Homo sapiens 

<400> 343 

Tyr Ser Glu Ala Lys Glu Val Arg Gly Val Lys Val Phe Arg Ser Ser 
1 5 10 15 

Ala Thr Val Tyr Phe Ala Asn Ala Glu Phe Tyr Ser Asp Ala Leu Lys 

2 0 2 5 3 0 

Gin Arg Cys Gly Val Asp Val Asp Phe Leu He Ser Gin Lys Lys Lys 
35 40 45 

I-t-ij i.eu Lys Lys Gin Glu Gin Leu Lys Leu Lys Gin Leu Gin Lys Glu 



363 



50 

Glu Lys Leu Arg 
65 

Pro Gin Gin Val 



Gl y Gin Glu A^p 
1 00 

Gly Levi Pro Gin 
115 

Leu Se± Pile Val 
1 30 

His Asp Phe Arg 
145 

Ser Pro Val Val 



lie Thr Lys; Lys 
180 




55 

Lys Gin Ala Gly 
70 

Ser Ser Glv Asp 
« 5 

Ser Lys Ala Pro 



Pro Asp Phe His 
120 

Asp Thr Val Cys 
135 

Glu He Glu Val 
150 

Ser Gin Leu Glu 
165 

His Leu Phe Ala 



60 

Pro Leu Leu Ser 
75 

Lys Met Glu Asp 

Asp Gl y S^r Thr 
105 

Ser Leu He Leu 



Leu Lys Sei Leu 
140 

Glu Val Tyr Met 
155 

Ala Gly His Phe 
170 

Ser Val His Asp 
185 




Ala Cys Leu Ala 

80 

Ala Thr Ala Asn 

q c; 

T.eu Lys Ala Leu 
1 1 0 

Asp Leu Gly Ala 
125 

Lys Asn He Phe 



Ala Ala Cys His 
160 

Phe Asp Ala Ser 
175 

Ala 



<210> 3 44 

<211> 42 

<212> PRT 

; 213 > Homo sapiens 

<400> 3 44 

Leu Glu Glu Phe Val Gin Gly Asn Leu Glu Arg Glu Cys Leu Glu Glu 
15 10 15 

Lys Cys Ser Phe Glu Glu Ala Arg Glu Val Phe Glu Asn Thr Glu Arg 

20 25 30 

Thr Thr Glu Phe Trp Lys Gin Tyr Val Asp 
35 40 



<210> 345 

<2 11., 3 2 

<212> PPT 

<213> Homo sapiens 

<400> 345 

Cys Glu Ser Asn Pro Cys Leu Asn Gly Gly Ser Cys Lys Asp Asp He 
1 5 10 15 

Asn Ser Tyr Glu Cys Trp Cys Pro Phe Gly Phe Glu Gly Lys Asn Cys 

20 25 30 
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■-210 ,-. 346 

< 211. 5 0 

< 2 i 2 > PRT 

.-213 > Homo sapiens 

< 4 0 0 > 3 4 6 

Glu Ann Thr Gin Arg Thr Thr Glu Phe Trn Lys Gin Tyr Val Asp Gly 
! 5 10 IS 

Asp Gin Cys Glu Ser Asn Pro Cys Leu Asn Gly Gly Ser Cys Lys Asp 
20 25 30 

Asp lie Asn Ser Tyi Glu Cys Tip Cys Pro Phe Gly Phe Glu Gly Lys 
35 40 45 

Asn Cys 
50 



c 210> 34 7 
<211> 228 
-212- PRT 

<2 13> Homo sapiens 
- i 0 0 - 3 4 / 

Val Val Gly Gly Glu Asp Ala Lys Pro Gly Gin Phe Pro Trp Gin Val 
15 10 15 

Val Leu Asn Gly Lys Val Asp Ala Phe Cys Gly Gly Ser lie Val Asn 
20 25 30 

Glu Lys Trp He Val Thr Ala Ala His Cys Val Glu Thr Gly Val Lys 

35 40 45 

lie Thr Val Val Ala Gly Glu His Asn He Glu Glu Thr Glu His Thr 

5 0 5 5 6 0 

Glu Gin Lys Arg Asn Val He Arg He He Pro His His Asn Tyr Asn 
65 70 75 80 

Ala Ala He Asn Lys Tyr Asn His Asp He Ala Leu Leu Glu Leu Asp 
85 90 95 

Glu Pro Leu Val Leu Asn Ser Tyr Val Thr Pro He Cys He Ala Asp 
100 105 110 

Lys Glu Tyr Thr Asn He Phe Leu Lys Phe Gly Ser Gly Tyr Val Ser 
lib 120 125 

Gly Trp Gly Arg Val Phe His Lys Gly Arg Ser Ala Leu Val Leu Gin 
130 135 140 

Tvr Leu Arg Val Pro Leu Val Asp Arg Ala Thr Cys Leu Arg Ser Thr 
145 150 155 160 



365 




Lyg phe Thr lie Tyr Asn Asn Met Phe Cys Ala Gly Phe His Glu Gly 

165 170 175 

Gly Arg Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro His Val Thr Glu 
180 135 190 

V=,l nlu Gly Thr <5*»r Ph^ Leu Thr niy H f> Tl« Ser Trp Gly Glu Ghi 
195 200 205 

Cvs Al a M*=r Lvs Glv Lvr, Tvr Glv Tip Tvr Thr Lvs Val Ser Arci Tvr 
210 215 220 

Val Asn Trp lie 

225 



<210> 348 

< 2 1 1 > 15 4 
<212> PRT 

<213> Homo sapiens 

< 4 0 0 > 3 4 8 

Trp Cys Tyr Glu Val Gin Ala Glu Ser Ser Asn Tyr Pro Cys Leu Val 
1 ' 5 10 15 

Pro Val Lys Trp Gly Gly Asn Cys Gin Lys Asp Arg Gin Ser Pro He 

2 0 2 5 3 0 

Asn He Val Thr Thr Lys Ala Lys Val Asp Lys Lys Leu Gly Arg Phe 
35 40 45 

Phe Phe Ser Gly Tyr Asp Lys Lys Gin Thr Trp Thr Val Gin Asn Asn 
50 55 60 

Gly His Ser Val Met Met Leu Leu Glu Asn Lys Ala Ser He Ser Gly 
65 70 75 80 

Gly Gly Leu Pro Ala Pro Tyr Gin Ala Lys Gin Leu His Leu His Trp 
85 90 95 

Ser Asp Leu Pro Tyr Lys Gly Ser Glu His Ser Leu Asp Gly Glu His 
100 105 HO 

Phe Ala Met Glu Met His He Val His Glu Lys Glu Lys Gly Thr Ser 

115 120 125 

Arg Asn Val Lys Glu Ala Gin Asp Pro Glu Asp Glu He Ala Val Leu 

130 13 5 14 0 

Ala Phe Leu Val Glu lie Gly Arg Met Asn 
1 <i 5 15 0 



-210- 9 

- 211 ■ 115 

- 2 12 > PRT 

- 2 j * 21 '..'IM'. 



sapiens 



366 



c400> 34 9 

Gin Ala Gly Thr Gin Val Asn Glu Gly Phe Gin Pro Leu Val Glu Ala 
15 10 15 

Leu Ser Asn Tie Pro Lys Pro Glu Met Ser Thr Thr Met Ala Glu Ser 

-?n *> ^ 3 0 

p or T,*=n a^p L^u 1,pi] Pro Lys Glu nin i,ys Lpu Arg His Tyr Ph<=> 

3 R 4 0 4 S 

Arq Tyr Leu Gly Ser Leu Thr Thr Pro Thr Cvs Asp Glu Lys Val Val 
50 55 60 

Tip Tin Val tliL- Aig Glu Pro lie Gin Lea Hi^ Aig Glu Gin lie Leu 
65 70 75 80 

Ala Phe Ser Gin Lys Leu Tyr Tyr Asp Lys Glu Gin Thr Val Ser Met 
85 90 95 

Lys Asp Asn Val Arg Pro Leu Gin Gin Leu Gly Gin Arg Thr Val lie 
100 105 110 

Lys Ser Gly 
115 



< 2 1 0 > 350 
< 2 1 1 > 5 2 
<212> PRT 

< 2 1 3 Homo sapiens 
<400> 350 

Gly Ser Asp Ala lie Leu Ser Cys Ala Trp Thr Gly Asn Pro Ser Leu 
15 10 15 

Thr lie Val Trp Met Lys Arg Gly Ser Gly Val Val Leu Ser Asn Glu 

2C 25 30 

Lys Thr Leu Thr Lpu Lys Ser Val Arg Gin Glu Asp Ala Gly Lys Tyr 
3 5 4 0 4 5 

Val Cys Arg Ala 
50 



<210> 3 51 

< 2 1 1 > 14 6 
• 2 1 2 PRT 

< 2 1 3 > Homo sapiens 

< 4 0 0 • ibl 

Asp Met Asn Gin Pro Leu Ala His Tyr Phe lie Ser Ser Ser His Asn 
15 10 15 

Thr Tyr Leu Thr Asp Ser Gin lie Gly Gly Pro Ser Ser Thr Glu Ala 

2 0 2 5 3 0 



367 



Tyr Val Arg Ala Phe Ala Gin Gly Cys Arg Cys Val Glu Leu Asp Cys 
35 4 0 4 5 

Trp Glu Gly Pro Gly Gly Glu Pro Val lie Tyr His Gly His Thr Leu 
50 55 60 

Thr Ser Lvs lie Leu Phe Arq Asp Val Val Gin Ala Val Arq Asd His 

65 ^0 "7S RO 

Ala Phe Thr Val Ser Pro Tyr Pro Val lie Leu Ser Leu Glu Asn His 
85 90 95 

Cys Gly Leu Glu Gin Gin Ala Ala Met Ala Arg His Leu Cys Thr lie 
100 105 110 

Leu Gly Asp M^t Leu Val Thr Gin Ala Leu Asp Ser Pro Asn Pro Glu 
115 120 125 

Glu Leu Pro Ser Pro Glu Gin Leu Lys Gly Arg Val Leu Val Lys Gly 
130 135 140 

Lys Lys 
14 5 



< 2 1 0 j> 3 5 2 

< 2 1 1 > 8 0 
<212> PRT 

<213> Homo sapiens 
< 4 0 0 > 3 5 2 

Arg Leu Leu Lys Ala Trp Gly Asn Ser Phe Val Arg His Asn Ala Arg 
15 10 15 

Gin Leu Thr Arg Val Tyr Pro Leu Gly Leu Arg Met Asn Ser Ala Asn 

2 0 2 5 3 0 

Tyi Stii. Pro Glu Glu Met Tip Atui Sel Gly C y ^ Glu Leu Veil Ala Leu 
3 5 40 4 5 

Asn Phe Gin Thr Pro Gly Tyr Glu Met Asp Leu Asn Ala Gly Arg Phe 
50 55 60 

Lou Val Asn Gly Gin Cys Gly Tyr Val Leu Lys Pro Ala Cys Leu Arg 
65 70 75 80 



< 2 I 0 > 3 5 3 

r 2 1 1 > 91 

<2 12 . PRT 

•'2 13 - i I o mo s a p i e n r 



36S 



Leu Ser lie Gin Val Leu Thr Ala Gin Gin Leu Pro Lys Leu Asn Ala 

15 10 15 

Glu Lye Pro His Ser lie Val Asp Pro Leu Val Arg lie Glu lie His 

2 0 2 5 3 0 

nly val Pm M a A.c;p pyo Ala Arg Gin niu Thr Asp Ty- 1 T«=>u A.^n 

35 4 0 4 5 

Asn Glv Ph<- Asn Pro A.ra Tro Glv Gin Thr L^u Gin Ph<* Gin T^u Arci 

5 0 5 5 6 0 

Ala Pro Glu Leu Ala Leu Val Arq Phe Val Val Glu Asp Tyr Asp Ala 

65 70 75 80 

Thr Ser Pro Asn Asp Phe Val Gly Gin Phe Thr 

85 90 



^210> 354 
<211> 294 
<212> PRT 

<213> Homo sapiens 
< 4 0 0 > 3 5 4 

Leu Asn Asp Gly His Phe Met Pro Val Leu Gly Phe Gly Thr Tyr Ala 

lb 10 IS 

Pro Ala Glu Val Pro Lys Ser Lys Ala Leu Glu Ala Val Lys Leu Ala 

2 0 2 5 3 0 

lie Glu Ala Gly Phe His His lie Asp Ser Ala His Val Tyr Asn Asn 
3 5 40 4 5 

Glu Glu Gin Val Gly Leu Ala lie Arg Ser Lys lie Ala Asp Gly Ser 
50 55 60 

Val Lys Arg Glu Asp lie Phe Tyr Thr Ser Lys Leu Tip Ser Asn Ser 
65 70 75 80 

His Arg Pro Glu Leu Val Arg Pro Ala Leu Glu Arg Ser Leu Lys Asn 
85 90 95 

Leu Gin Leu Asp Tyr Val Asp Leu Tyr Leu lie His Phe Pro Val Ser 

100 105 110 

Val Lys Pro Gly Glu Glu Val lie Pro Lys Asp Glu Asn Gly Lys He 
115 120 125 

Leu Phe Asp Thr Val Asp Leu Cys Ala Thr Trp Lys Ala Leu Glu Lys 

130 135 140 

Cys Arg Asp Ala Gly Leu Thr Arg Ser He Arg Val Ser Ser Phe Asn 
145 150 15 5 160 

His Lys Leu Leu Glu Leu lie Leu Asn Lys Pro Gly Leu Arg Tyr Lys 
16 5 170 175 



36v 



Pro Thr Cys Asn Gin Val Glu Cys His Pro Tyr Leu Asn Gin Ser Lys 
180 185 190 

Uu Leu Glu Phe Cys Lys Ser Lys Asp lie Val Leu Val Ala Tyr Ser 
195 200 2 05 

Ala Leu Glv Ser Gin Arq Asp Pro Gin Trp Val Asp Pro Asp Cvs Pro 

? 10 2 15 2 2 0 

His Leu Leu Glu Glu Pro He Leu Lys Ser He Ala Lys Lys His Ser 
2 25 2 30 235 240 

Arg Ser Pro Gly Gin Val Ala Leu Arg Tyr Gin Leu Gin Arg Gly Val 

245 250 255 

Val Val Leu Ala Lys Ser Phe Ser Gin Glu Arg He Lys Glu Asn Phe 
260 265 270 

Gin Val Phe Asp Phe Glu Leu Thr Pro Glu Asp Met Lys Ala He Asp 
275 280 285 

Gly Leu Asn Arg Asn Leu 

290 



< ^ 1 0 > 3 5b 

<211> 38 

<2iz> PRT 

±21 3 > Homo sapiens 

. 400., 355 

Met Lys Glu His Ser Lys Thr Phe Ser Tyr Ala Phe Asp Phe Leu Asp 
1 5 10 15 

Leu Lys Arg Lys Lys Ala He Trp Ala He Tyr Ala Val Cys Arg He 

20 25 30 

I ie Aop Asp St^i- He A^p 
35 



<210> 356 
<211> 194 
.212. PRT 

< 7 1 3 ■> Homo sapiens 

<400> 356 

Asp Ala Ala He Met Asn Ala Leu Ser Asn Thr Leu Asn Thr Tyr Ser 
15 10 15 

lie Pro Lys Lys Pro Phe Glu Ser Leu He Gin Tyr Val Lys Glu Asp 
2 0 2 5 3 0 

Lou Val Leu Lys Glu Met Lys Thr Asp Ser Asp L°u Tyr Glu Tyr Cys 
3 5 4 0 -J 5 



370 



Tyr Gly Val Va 1 Gly Thr Val Gly Glu Leu Leu Thr Pro lie Leu Thr 

5 0 5 5 6 0 

Ser Ser Asn Glu Asn Asn Phe Glu Gin Ala Glu Glu Ala Ala lie Ala 

65 70 7 5 80 

Leu Gly Lys Ala M»t «ln "Mo Thr Ann lie L^u Arg ^-p -m! Gly Gl\i 
85 90 95 

Asr> Phe Gin Ann Glv Arn Tl^ Tvr Leu S*=»r Val Glu T.v*? L«=ni Ala Gin 
100 105 110 

Tyr Arg Val Asn Leu His Ser lie Tyr Tyr Glu Gly Val Ser Pro Asn 
115 120 125 

Tyr lie Glu Leu Trp Glu Ser Tyr Ala Thr Glu Thr Val Arg Leu Tyr 
130 135 140 

Asp lie Ala Leu Asn Gly lie Asn Tyr Phe Asp Glu Glu Val Arg Tyr 
145 150 155 160 

lie lie Glu Leu Ala Ala lie Ala Tyr His Glu lie Leu Val Glu Val 

165 170 1/5 

Arg Lys Ala Asn Tyr Thr Leu His Lys Lys Val Tyr Val Ser Lys Leu 
180 185 190 

Lys Lys 



<-210> 3 57 
<211> 24 
<212> PRT 

<213> Homo sapiens 
<400> 357 

Thr Thr Glu Phe Leu Glu Phe Ser Phe Asn Phe Leu Pro Thr Tic His 
15 10 15 

Asn Arg Thr Phe Ser Asn Gin His 
20 



<210> 358 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 358 

Val Leu Arg His Leu Asn Leu Lys Gly Asn His Phe Gin Asp Gly Thr 
1 5 10 15 

lie Thr Lys Thr Asn Leu Leu Gin 

20 



371 




<210> 359 

<2 11> 24 

<212> PRT 

<213> Homo sapiens 



T.^n Tlo I,^u q^r q^ r r"ys Hly T,o n T eil S^T Tl° Z\^p 
5 10 15 

Gin Gin Ala Ph^ Hi <? S*»r Leu HI v 
20 



<400> 359 

q<=> r I,p U Glu 
1 



<210> 360 
<211> 24 
<212> PRT 

< 2 1 3 > Homo sapiens 
<400> 360 

Lys Met Ser His Val Asp Leu Ser His Asn Ser Leu Thr Cys Asp Se 
2 5 10 15 

lie Asp Ser Leu Ser His Leu Lys 

20 



<zl0> 361 
<211> 64 
<212> PRT 

<213> Homo sapiens 
<400> 361 

Asn Pro Leu Asp Cys Thr Cys Ser Asn lie His Phe Leu Thr Trp Tyr 
15 10 15 

Lys Glu Asn Leu His Lys Leu Glu Gly Ser Glu Glu Thr Thr Cys Ala 

2 0 2 5 3 0 

Asn Pro Pro Sei Leu Aiy Gly Val Lys Leu Sei. Tin Set lie Tip Leu 
35 40 45 

Pro Thr Ala Leu Thr Ser Ser His Pro Val Ser Ser Leu Ser Cys Pro 
50 55 60 



<210> 362 
<211> 245 
<212> PRT 

<213> Homo sapiens 
<400> 362 

Val Leu Met Ser Leu Leu His Leu Gly Ala Val Tyr Ser Leu Val Leu 
15 10 15 



372 



lie Pro Lys Ala Lys Pro Leu Thr Leu Leu Trp Ala Tyr Phe Cys Phe 

20 25 30 

Leu Leu Ala Ala Leu Gly Val Thr Ala Gly Ala His Arg Leu Trp Ser 
35 40 45 

hiq Arg S^r Tyr Arg Aln Lys L^u Dm T.^n Arg Hp Ph*=> Iwi Ala Val 
50 55 60 

Ala Asn Ser M^r Ala Phe Gin Asn Ann Tie Ph^ Gin Trr> S^r Ara Asn 
65 70 75 80 

Hi s Arg Ala His His Lys Tyr Ser Glu Thr Asp Ala Asp Pro His Asn 
85 90 95 

Ala Arg Arg Gly Phe Phe Phe Ser His lie Gly Trp Leu Phe Val Arg 
100 105 110 

Lys His Arg Asp Val lie Glu Lys Gly Arg Lys Leu Asp Val Thr Asp 
115 120 125 

Leu Leu Ala Asp Pro Val Val Arg lie Gin Arg Lys Tyr Tyr Lys lie 
130 135 140 

Ser Val Val Leu Met Cys Phe Val Val Pro Thr Leu Val Pro Trp Tyr 
145 150 155 160 

lie Trp Gly Glu Ser Leu Trp Asn Ser Tyr Phe Leu Ala Ser He Leu 
165 170 175 

Arg Tyr Thr He Ser Leu Asn He Ser Trp Leu Val Asn Ser Ala Ala 
180 185 190 

His Met Tyr Gly Asn Arg Pro Tyr Asp Lys His He Ser Pro Arg Gin 
195 200 205 

Asn Pro Leu Val Ala Leu Gly Ala He Gly Glu Gly Phe His Asn Tyr 

210 215 220 

His His Thr Phe Pro Phe Asp Tyr Ser Ala Ser Glu Phe Gly Leu Asn 

22 5 230 235 240 

Phe Asn Pro Thr Thr 
245 



<210> 363 
<211> 115 
:212> PRT 

<213> Homo sapiens 
< 4 0 0 > 363 

Val Cys Leu Thr Leu Ser Gly Leu Ser Lys Arg Gin Leu Gly Leu Cys 
15 10 15 

Leu Arg Asn Pro Asp Val Thr Ala Ser Ala Leu Gin Gly Leu His He 

2 0 2 5 3 0 



3 73 



Ala Vai His Glu Cys Gin His Gin Leu Arg Asp Gin Arg Trp Asn Gys 
35 4 0 4 5 

Ser Ala Leu Glu Gly Gly Gly Arg Leu Pro His His Ser Ala lie Leu 
50 55 60 

Lvs Arq Glv Phe Arq Glu Ser Ala Phe Ser Phe Ser Met Leu Ala Ala 

<S "5 70 75 8" 

Gly Val Met His Ala Val Ala Thr Ala Cys Ser Leu Gly Lys Leu Va 1 
85 90 95 

Ser Cys Gly Cys Gly Trp Lys Gly Ser Gly Glu Gin Asp Arg Leu Arg 
100 105 110 

Ala Lys Leu 
115 



^210^ 364 
<211> 73 
<212> PRT 

"213^ Homo sapiens 
<400> 364 

v/'al Ser Cys Gly Cys Gly Trp Lys Gly Ser Gly Glu Gin Asp Arg Leu 
15 10 15 

Arg Ala Lys Leu Leu Gin Leu Gin Ala Leu Ser Arg Gly Lys Ala Pro 

20 25 30 

Arg Asp lie Gin Ala Arg Met Arg lie His Asn Asn Arg Val Gly Arg 
35 40 45 

Gin Val Val Thr Glu Asn Leu Lys Arg Lys Cys Lys Cys His Gly Thr 

5 0 5 5 6 0 

3ei Gly Sei Cys Gin Phe Lys Thr Cy& 
65 70 



<210> 365 
<211> 169 

^ 212 v PRT 

c213> Homo sapiens 
<400> 365 

Arg Asp lie Gin Ala Arg Met Arg lie His Asn Asn Arg Val Gly Arg 
15 10 15 

Gin Val Val Thr Glu Asn Leu Lys Arg Lys Cys Lys Cys His Gly Thr 

20 25 30 

Ser Gly Ser Cys Gin Phe Lys Thr Cys Trp Arg Ala Ala Pro Glu Phe 
3 5 4 0 15 



374 



Arg Ala Val Gly 

50 

lie Asp Thr His 

6 5 

Pro a> rj Arg L<=u 



Php Cvp Hlu Ara 
100 

Ala Cvs Asn Lys 
115 

Cys Gly Arg Gly 
110 

His Cys Arg Phe 
145 

Val Thr Glu Trp 




Ala Ala Leu Arg 

55 

Asn Arg Asn Ser 

7 0 

Ser Gly Glu T.f»n 
85 

Asn Pro Thr Met 



Thr Ser Arg Leu 
120 

His Asn Val Leu 
135 

His Trp Cys Cys 
150 

Val Asn Val Cys 
165 



Glu Arg Val Gly 

60 

Gly Ala Phe Gin 

75 

V^l Tyr Ph^ Glu 
90 

Glv Ser Pro Glv 
1 05 

Leu Asp Gly Cys 



Arg Gin Thr Arg 
140 

Tyr Val Leu Cys 
155 

Lys 




Arg Ala lie Phe 



Pro Arg Leu Arg 

80 

Lys s^t Pr^ A^p 
95 

Thr Ara Glv Ara 
110 

Gly Ser Leu Cys 
125 

Val Glu Arg Cys 



Asp Glu Cys Lys 
160 



c210> 3 6 6 
< 2 1 1 j> 6 8 
<212> PRT 

<2J3> Homo sapiens 
1 0 0 3 G C 

Gly A^p Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp Gly Ala Ser Lys 
15 10 15 

Gly Ala Trp Leu Asn Arg Ser Ser lie lie Phe Ala Gly Gly Asp Lys 
2 0 2 5 3 0 

Trp Ser Val Asp Pro Arg Val Ser lie Ser Thr Leu Asn Lys Arg Asp 
35 40 45 

Tyr Ser Leu Gin He Gin Asn Val Asp Val Thr Asp Asp Gly Pro Tyr 



Thr Cys Ser Val 

65 



<210- 36/ 
< 2 1 1 - 5 3 
<2 12^ PRT 

<213- Homo sapiens 



< 4 0 0 > 3 6 7 

Glv Tlir Asn Val Thr Leu Thr Cys Leu Ala Thr Gly Lys Pro Glu Pro 

\ 5 10 15 

Ser l ie Set Trp Arg Hrs He Ser Pro Ser Ala Lys Pro Phe Glu Asn 



375 



20 25 30 

Gly Gin Tyr Leu Asp lie Tyr Gly lie Thr Arg Asp Gin Ala Gly Glu 
35 4 0 4 5 

Tyr Glu Cys Ser Ala 



< 2 1 0 > ^fl 
<r 2 1 1 > 6 2 
<212> PRT 

<213> Homo sapiens 

< 4 0 0 s 3 6 6 

Gly Arg Ser Gly Leu lie Arg Cys Glu Gly Ala Gly Val Pro Pro Pro 
15 10 15 

Ala Phe Glu Trp Tyr Lys Gly Glu Lys Lys Leu Phe Asn Gly Gin Gin 

20 25 30 

Gly lie lie lie Gin Asn Phe Ser Thr Arg Ser He Leu Thr Val Thr 

35 40 45 

Asn Val Thr Gin Glu His Phe Gly Asn Tyr Thr Cys Val Ala 
50 55 60 



< 2 1 0 > 36y 

< 2 1 1 > 198 
<212> PRT 

<213> Homo sapiens 
<400> 3 69 

Gin Pro Leu Phe Met Phe Gly Val Leu Leu Gly Ser Val Thr Phe Gly 
15 10 15 

Tyr Phe Ser Asp Arg Leu Gly Arg Arg Val Val Leu Trp Ala Thr Ser 
20 25 30 

Ser Ser Met Phe Leu Phe Gly He Ala Ala Ala Phe Ala Val Asp Tyr 
35 40 45 

Tyr Thr Phe Met Ala Ala Arg Phe Phe Leu Ala Met Val Ala Ser Gly 

50 55 60 

Tyr Leu Val Val Gly Phe Val Tyr Val Met Glu Phe He Gly Met Lys 

65 70 75 80 

Ser Arg Thr Trp Ala Ser Val His Leu His Ser Phe Phe Ala Val Gly 
85 90 95 

Thr Leu Leu Val Ala Leu Thr Gly Tyr Leu Val Arg Thr Trp Trp Leu 
100 105 110 

Tyr Gin Met He Leu Ser Thr Val Thr Val Pro Phe He Leu Cys Cys 
j i5 120 125 



376 




Trp Val Leu Pro Glu Thr Pro Phe 
130 135 

Glu Glu Ala Gin Lys lie Val Asp 
145 150 

Ser Ser Cvs Lvs Leu Ser Glu Leu 
16 5 

Val Rf»r Asn Ser Pro Thr Glu Val 
180 

Phe Tyr Asn Trp Ser lie 

195 




Trp Leu Leu Ser Glu Gly Arg Tyr 
140 

lie Met Ala Lys Trp Asn Arg Ala 

155 160 

Leu Ser Leu Asd Leu Gin Gly Pro 

170 i 7S 

Gin Lys His Asn Leu Ser Tyr Leu 

185 190 



<210> 370 
<211> 95 
<212 < PPT 

<213.-> Homo sapiens 
<4 00 > J / U 

Leu Ph^ Leu Leu Gly Val Val Glu Tie Pro Ala Tyr Thr Ph~ w al Cys 
15 10 15 

lie Mia Met Asp Lys Val Gly Arg Arg Thr Val Leu Ala Tyr ber Leu 
20 25 30 

Phe Cys Ser Ala Leu Ala Cys Gly Val Val Met Val lie Pro Gin Lys 

3 5 10 4 5 

His Tyr lie Leu Gly Val Val Thr Ala Met Val Gly Lys Phe Ala He 

50 55 60 

Gly Ala Ala Phe Gly Leu He Tyr Leu Tyr Thr Ala Glu Leu Tyr Pro 

6 5 70 75 80 

TliL lie Val Arg Ser Leu Ala Val Gly Ser Gly Sei Me L Veil C y ^ 
85 90 95 



<210> 371 
<211> 419 

-212. PRT 

<21^> Homo sapiens 
<400> 3 71 

Lys Lys Glu Phe Pro Cys Val Asp Gly Tyr He Tyr Asp Gin Asn Thr 
15 10 15 

Trp Lys Ser Thr Ala Val Thr Gin Trp Asn Leu Val Cys Asp Arg Lys 
20 25 30 

Trp Leu Ala Met Leu He Gin Pro Leu Phe Met Phe Gly Val Leu Leu 
3 5 4 0 4 5 



377 



Gly Ser Val Thr Phe Gly Tyr Phe Ser Asp Arg Leu Gly Arg Arg Val 

50 55 60 

Val Leu Trp Ala Thr Ser Ser Ser Met Phe Leu Phe Gly He Ala Ala 

6b 70 7 5 80 

M ^ pvio ahi Val Asp Tyr Tyr Thr Ph<=> Met Ala M => Arg pHp pbp T,*»n 
85 90 95 

Ala M^t Val Ala S^r Gl v Tvr Leu Val Val Glv Ph*= Val Tvr Val Met 
100 105 110 

Glu Phe He Gly Met Lys Ser Arg Thr Trp Ala Ser Val His Leu His 
115 120 125 

Ser Phe Phe Ala Val Gly Thr Leu Leu Val Ala Leu Thr Gly Tyr Leu 
130 135 140 

Val Arg Thr Trp Trp Leu Tyr Gin Met He Leu Ser Thr Val Thr Val 
145 150 155 160 

Pro Phe He Leu Cys Cys Trp Val Leu Pro Glu Thr Pro Phe Trp Leu 
165 170 175 

Leu Ser Glu Gly Arg Tyr Glu Glu Ala Gin Lys He Val Asp He Met 
180 185 190 

Ala Lys Trp Asn Arg Ala Ser Ser Cys Lys Leu Ser Glu Leu Leu Ser 

195 200 205 

Leu Asp Leu Gin Gly Pro Val Ser Asn Ser Pro Thr Glu Val Gin Lys 
210 215 220 

His Asn Leu Ser Tyr Leu Phe Tyr Asn Trp Ser He Thr Lys Arg Thr 

2 2 5 230 235 240 

Leu Thr Val Trp Leu He Trp Phe Thr Gly Ser Leu Gly Phe Tyr Ser 

24 5 250 255 

Pb<=> Ser Leu Asn Ser Val Asn Leu Gly Gly Asn Glu Tyr Leu Asn Leu 

260 265 270 

Phe Leu Leu Gly Val Val Glu He Pro Ala Tyr Thr Phe Val Cys He 
275 280 285 

Ala Met Asp Lys Val Gly Arg Arg Thr Val Leu Ala Tyr Ser Leu Phe 
290 295 300 

Cys Ser Ala Leu Ala Cys Gly Val Val Met Val He Pro Gin Lys His 

3 05 310 315 320 

Tyr lie Leu Gly Val Val Thr Ala Met Val Gly Lys Phe Ala He Gly 
325 330 335 

Ala Ala Phe Gly Leu lie Tyr Leu Tyr Thr Ala Glu Leu Tyr Pro Thr 
340 3 45 350 



378 



lie Val Arg Ser Leu Ala Val Gly Ser Gly Ser Met Val Cys Arg Leu 

355 360 365 

Ala Ser He Leu Ala Pro Phe Ser Val Asp Leu Ser Ser He Trp He 

3 70 3 75 380 

ph^ j]n r;i r T,^n Pho Val Gly Thr M<=>t- T,eu Leu S^r Gly Val 

385 390 395 400 

Leu Thr Leu Lvs T.p»u Pro Glu Thr Leu Glv Lvs A.ra Leu Ala Thr Thr 

405 410 415 



Trp Glu Glu 



<- 2 1 0 > 3 7 2 

<211> 283 

<212> PRT 

<-213-> Homo sapiens 

<400> 372 

Ser Gly Lys Ala Val Leu Val Thr Gly Cys Asp Ser Gly Phe Gly Phe 
1 5 10 15 

Ser Leu Ala Lys His Leu His Ser Lys Gly Phe Leu Val Phe Ala Gly 

zO z'd 30 

Cys Leu Met Lys Asp Lys Gly His Asp Gly Val Lys Glu Leu Asp Ser 
35 40 45 

Leu Asn Ser Asp Arg Leu Arg Thr Val Gin Leu Asn Val Cys Ser Ser 
50 55 60 

Glu Glu Val Glu Lys Val Val Glu He Val Arg Ser Ser Leu Lys Asp 
65 70 75 80 

Pro Glu Lys Gly Met Trp Gly Leu Val Asn Asn Ala Gly He Ser Thr 

85 90 95 

Phe Gly Glu Val Glu Phe Thr Ser Leu Glu Thr Tyr Lys Gin Val Ala 
100 105 110 

Glu Val Asn Leu Trp Gly Thr Val Arg Met Thr Lys Ser Phe Leu Pro 

115 120 125 

Leu He Arg Arg Ala Lys Gly Arg Val Val Asn He Ser Ser Met Leu 

130 135 140 

Gly Arg Met Ala Asn Pro Ala Arg Ser Pro Tyr Cys He Thr Lys Phe 
145 150 155 160 

Gly Val Glu Ala Phe Ser Asp Cys Leu Arg Tyr Glu Met Tyr Pro Leu 
165 170 175 

Gly Val Lys Val Ser Val Val Glu Pro Gly Asn Phe He Ala Ala Thr 

3 8 0 185 190 



379 



Ser Leu Tyr Ser Pro Glu Ser lie Gin Ala He Ala Lys Lys Met Trp 

195 200 205 

Glu Glu Leu Pro Glu Val Val Arg Lys Asp Tyr Gly Lys Lys Tyr Phe 
210 215 220 

Aso Glu Lvs lie Ala Lvs Met Glu Thr Tvr Cvs Ser Ser Glv Ser Thr 

2 ? * 2 3 0 2 ^5 5 240 

Asp Thr Ser Pro Val Tie Asp Ala Val Thr His Ala Leu Thr Ala Thr 
245 250 255 

Thr Pro Tyr Thr Arg Tyr His Pro Met Asp Tyr Tyr Trp Trp Leu Arg 

260 265 2 70 

Mpf Gin He Met Thr His Leu Pro Gly Ala He 
275 280 



^210^ 373 
<211> 27 
<212> PRT 

Homo sapiens 

- 4 0 0 • 3 7 3 

Gys Pro Aig Asn Cys His Gly Asn Gly Glu Cys Val Ser Gly I'hr Cys 
15 10 15 

His Cys Phe Pro Gly Phe Leu Gly Pro Asp Cys 

2D 2 r i 



< 2 1 0 > 3 7 4 
< 2 1 1 > 2 8 
<212> PRT 

<21^> Homo sapiens 

- 4 C G > 3 7 4 

Cys Tie Asp Pro Gin Cys Gly Gly Arg Gly Tie Cys Tie Met Gly Ser 
15 10 15 

Cys Ala Cys Ser Ser Gly Tyr Lys Gly Glu Ser Cys 
2 0 25 



<210> 375 
< 2 1 1 > 2 8 
< 2 1 2 ■• PRT 

c213> Homo sapiens 

<. 4 0 0 > 3 7 5 

Cys He Asp Pro Gly Cys Ser Asn His Gly Val Cys He His Gly Glu 
15 10 15 

Cys His Cys Ser Pro Gly Trp Gly Gly Ser Asn Cys 

2 5 



380 



< 210. 376 
c-211> 4 9 
< 212 > PR T 

< 2 1 3 > Homo s a D i en s 
< 4 0 0 > 3 7 6 

Cyn Sf^r S«=»r Gly Ty r Lys Gly Glu Sf»r Cys Gin Glu Ala Asp Cy^ T 1 

10 IS 

Asp Pro Glv Cys Ser Asn His Gly Val Cvs Tie His Gly Glu Cys His 
20 25 30 

Cys 3ei Pio Gly Tip Gly Gly Sen A^u Cy^ Glu lie Leu Lys Thr Met 
35 40 45 

Cys 



<210> 377 
<211> 29 
-212- PRT 

<213> Homo sapiens 
< 4 0 0 > 3 / / 

Cys Pro Asp Gin Cys Ser Gly His Gly Thr Tyr Leu Gin Glu Ser Gly 
15 10 15 

Ser Cys Thr Cys Asp Pro Asn Tip Thr Gly Pro Asp Cys 
20 25 



2 10 • 3 7 8 
< 2 1 1 > 2 7 
<212> PRT 

--2 13.- Homo sapiens 
<400> 378 

Cys Ser Val Asp Cys Gly Ser His Gly Val Cys Met Gly Gly Thr Cys 
15 10 15 

Arg Cys Glu Glu Gly Trp Thr Gly Pro Ala Cys 

20 25 



< 2 1 0 > 3 7 9 

< 2 1 1 : 2 7 
<212> PRT 

< 2 1 3 > Homo sapiens 
c 4 0 0 > 3 7 9 

Cys His Pro Arg Cys Ala Glu His Gly Thr Cys Lys Asp Gly Lys Cys 
15 10 15 

Glu Cy- i Glu Gly Trp As.n Gly Glu His Cys 



381 



< 2 1 0 > 3 8 0 

< 2 1 1 > 3 1 

< 2 1 2 > PRT 

• '• ] ; • H^m^ sapiens 

4 n n - 3 r o 

r v «? Pro Gl v Leu Cvs Asn S^r Am niv Ara Gvs Thr T,f>u Asr> nin Asn 
1 5 10 IS 

Gly Gly His Cys Val Cys Gin Pro Gly Trp Arq Gly Ala Gly Gys 
20 25 30 



<210> 381 

< 2 1 1 > 18 

<212> PRT 

<213-> Homo sapiens 

<400> 381 

Phe Pio Ser Gly Asn Val Thr Set val Leu Glu Leu Arg Asn Lys Asp 
1 5 10 15 

Phe Arg 



<210> 382 
:21H 2 8 
<212^ PRT 

<213> Homo sapiens 

< 4 0 0 > 3 8 2 

Leu Glu Trp Pro Thr Asp Leu Ala He Asn Pro Met Asp Asn Ser He 
15 10 15 

Tyi Veil Lea Asp Asn Asu Vu 1 V\il L<_ u Glu He Tin 
20 25 



<210> 383 
<211> 28 
-.212- PRT 

<213> Homo sapiens 
<400> 383 

Leu Ser Ala Pro Ser Ser Leu Ala Ala Ser Pro Asp Gly Thr Leu Tyr 
lb 10 15 

He Ala Asp Leu Gly Asn He Arg lie Arg Ala Val 
20 2 5 



< 2 1 0 > 3 8 4 

-.211* 26 



382 



<212> PRT 

<213^> Homo sapiens 
< 4 0 0 > 3 8 4 

Val Asn Val Thr Tyr Ser Ser Thr Gly Gin lie Ala Set lie Gin Arg 
15 10 15 

Glv Thr Thr Ser Glu Lvs Vai Asd Tvr Asp 

2 0 2 5 



< 2 1 0 -> 3 8 5 

<211> 2 7 

-212> PRT 

<213^ Homo sapiens 

<400> 385 

Cys Pro Arg Asn Cys His Gly Asn 

1 5 

His Cys Phe Pro Gly Phe Leu Gly 
20 



Gly Glu Cys Val Ser Gly Thr Cys 
10 15 

Pro Asp Cys 
2 5 



< 2 1 0 > 386 

< 2 1 1 > 2 8 
<zl^> PRT 

<213> Homo sapiens 
<400 > 386 

Cys lie Asp Pro Gin Cys Gly Gly Arg Gly He Cys He Met Gly Ser 
15 10 15 

Cys Ala Cys Asn Ser Gly Tyr Lys Gly Glu Ser Cys 

20 25 



.21 0.- 387 
,211, 2 8 
<212~> PRT 

<-213> Homo sapiens 
<400> 387 

Cys lie Asp Pro Gly Cys Ser Asn 

1 5 

Cys His Cys Ser Pro Gly Trp Gly 
20 



His Gly Val Cys He His Gly Glu 
10 15 

Gly Ser Asn Cys 

2 5 



<210> 388 
<211> 29 
<212> PRT 

<213> Homo sapiens 

< 4 0 0 > 3 8 8 

Cys Pro Asp Gin Cys Ser Gly His Giy Thr Tyi Leu Gin Glu Ser Gly 



383 



Ser Cys Thr Cys Asp Pro Asn Trp Thr Gly Pro Asp Cys 
20 25 



^10 , 7 P Q 
<211> 27 
-2 12- PRT 

<213> Homo sar>i ens 
< 4 0 0 > 3 8 9 

Cys Ser Val Asp Cys Gly Ser His Gly Val Cys Met Glv Glv Thr Cys 
15 10 15 

Arg Cys Glu Glu Gly Trp Thr Gly Pro Thr Cys 

20 25 



<2L0> 390 

<-211^ 2 7 

<212> PRT 

<213> Homo sapiens 

<400^ 390 

Cys His Pro Arg Cys Ala Glu His Gly Thr Cys Lys Asp Gly Lys Cys 
i b 1U 15 

Glu Cys Ser His Gly Trp Asn Gly Glu His Cys 
20 25 



<210> 391 
<211> 31 
<212> PRT 

<213> Homo sapiens 

4 C 0 > 3 91 

Cyo Piu Gly Leu Cys At.n 3t;i Asn Gly Axg Cyt. Tin Leu A^p Gin Asn 
15 10 15 

Gly Trp His Cys Val Cys Gin Pro Gly Trp Arg Gly Ala Gly Cys 
20 25 30 



<210> 392 
<211> 18 
<212> PRT 

< 2 1 3 > Homo sapiens 
< 4 0 0 > 3 9 2 

Phe Pro Ser Gly Asn Val Thr Ser Val Leu Glu Leu Arg Asn Lys Asp 
1 5 10 15 

Phe Arc] 



3S4 



< 2 1 0 > 3 9 3 

-211- 28 

<212.> PRT 

<21 j> Homo sapiens 

. ■ a no -s * u i 

Leu Glu TrD Pro Thr Asp Leu Ala lie Asn Pro Met Asp Asn Ser lie 

1 S 1 0 IS 

Tyr Va 1 Leu Asp Asn Asn Val Va 1 I,*ni Gin Tie Thr 
20 25 



c ^ i u J> J> J-i 

<211> 28 

<212> PRT 

<213> Homo sapiens 

^ 4 0 0 > 394 

Leu Ser Ala Pro Ser Ser Leu Ala Ala Ser Pro Asp Gly Thr Leu Tyr 
15 10 15 

Hp A.Li A.rp Leu Gly Asn lie Arg Tie Arg Ala Val 
2 0 2 5 



< 2 1 0 > 395 

< 2 1 1 > 2 6 
<212> PRT 

■213 Homo sapiens 

<400> 395 

Val Asn Val Thr Tyr Ser Ser Thr Gly Gin lie Ala Ser lie Gin Arq 

1 5 10 15 

Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp 

20 25 



<210> 3 96 
-211 • 17 
<212> PRT 

<213> Homo sapiens 
<400> 396 

Ala lie Asp Ala Gly Tyr Arg His Phe Asp Cys Ala Tyr Phe Tyr His 
15 10 15 

Asn 



< 2 i 0 •• 3 9' 

• 2 1 i ■ 12 

<2\2 PR I 

c 2 1 _i Ho" . t( i 



385 



<400> 3 97 

Pro Val lie Lys Arg lie Ala Lys Glu His Gly Lys 
1 5 10 



^-210^ 398 
<211> 279 
^212 > PRT 

<213> Homo sapiens ^ # 
<400> 398 

lie Pro Ala Val Gly Leu Ser Ser Trp Lys Gin Ala Ser Pro Gly Lys 
15 10 15 

Val Thr Glu Ala Val Lys Glu Ala lie Asp Ala Gly Tyr Arg His Phe 

20 25 30 

Asp Cys Ala Tyr Phe Tyr His Asn Glu Arg Glu Val Gly Ala Gly lie 
35 40 45 

Arg Cys Lys lie Lys Glu Gly Ala Val Arg Arg Glu Asp Leu Phe lie 

50 55 60 

Ala Thr Lys Leu Trp Cys Thr Cys His Lys Lys Ser Leu Val Glu Thr 
65 ' 70 75 80 

Ala Cys Arg Lys Ser Leu Lys Ala Leu Lys Leu Asn Tyr Leu Asp Leu 
85 90 95 

Tyr Leu lie His Trp Pro Met Gly Phe Lys Pro Arg Val Gin Asp Leu 
100 105 - 110 

Pro Leu Asp Glu Ser Asn Met Val lie Pro Ser. Asp Thr Asp Phe Leu 
115 120 125 

Asp Thr Trp Glu Ala Met Glu Asp Leu Val lie Thr Gly Leu Val Lys 
130 • 135 140 

Asn lie Gly Val Ser Asn Phe Asn His Glu Gin Leu Glu Arg Leu Leu 
145 150 155 160 

Asn Lys Pro Gly Leu Arg Phe Lys Pro Leu Thr Asn Gin lie Glu Cys 
165 170 175 

His Pro Tyr Leu Thr Gin Lys Asn Leu lie Ser Phe Cys Gin Ser Arg 
180 185 190 

Asp Val Ser Val Thr Ala Tyr Arg Pro Leu Gly Gly Ser Ser Glu Gly 
195 200 205 

Val Asp Leu lie Asp Asn Pro Val lie Lys Arg lie Ala Lys Glu His 
210 215 220 

Gly Lys Ser Pro Ala Gin lie Leu lie Arg Phe Gin lie Gin Arg Asn 
225 2 30 235 240 



386 



Val He Val He Pro Gly Ser He Thr Pro Ser His He Lys Glu Asn 
245 250 255 

He Gin Val Phe Asp Phe Glu Leu Thr Gin His Asp Met Asp Asn He 

260 265 270 

Leu Ser Leu Asn Arg Asn Leu 
275 



< 2 1 0 > 3 9 9 
<211> 17 
<2 12> PRT 

<213> Homo sapiens 
<400> 399 

Ala He Asp Ala Gly Tyr Arg His Phe Asp Gys Ala Tyr Phe Tyr His 
15 10 15 

Asn 



^210> 400 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 400 

He Pro Ala Val Gly Leu Ser Ser Trp Lys Gin Ala Ser Pro Gly Lys 
15 10 15 

Val Thr Glu Ala Val Lys Glu Ala He Asp Ala Gly Tyr Arg His Phe 

20 25 30 

Asp Cys Ala Tyr Phe Tyr His Asn Glu Arg Glu Val Gly Ala Gly He 
3 5 4 0 4 5 

Aig Cys Lys He Lys Glu Gly Ala Val Aig Aig Glu Asp Leu Phe He 
50 5 5 6 0 

Ala Thr Lys Leu Trp Cys Thr Cys His Lys Lys Ser Leu Val Glu Thr 
65 ' 70 75 80 

Ala Cys Arg Lys Gly Leu Lys Ala Leu Lys Leu Asn Tyr Leu Asp Leu 
85 90 95 

Tyr Leu He His Trp Pro Met Gly Phe Lys Pro 
100 105 



<210> 401 

<211 > 62 

<2 12> PRT 

<213> Homo sapiens 

■-.400^ 401 



387 



Pro Leu Asp Glu Ser Asn Met Val lie Pro Ser Asp Thr Asp Phe Leu 

15 10 15 

Asp Thr Trp Glu Ala Met Glu Asp Leu Val lie Thr Gly Leu Val Lys 

20 25 30 

Asn Tl~ Gly Val Ser Asn Phe Asn His Glu Gin L^u Glu Arg L^u L^u 

35 40 45 

Asn Lvs Pro Glv L*»u Arq Phe I.vs Pro Leu Thr Asn Gin Tie 

50 55 60 



<210> 402 
<211> 48 
<212> PRT 

<213> Homo sapiens 
<400> 402 

Leu lie Arg Phe Gin lie Gin Arg Asn Val lie Val Tie Pro Gly Ser 
15 10 15 

lie Thr Pro Ser His Tie Lys Glu Asn lie Gin Val Phe Asp Phe Glu 

20 25 30 

Leu Thr Gin His Asp Met Asp Asn lie Leu Ser Leu Asn Arg Asn Leu 
35 40 45 



<210> 403 
<211> 93 
<2 12> PRT 

<213> Homo sapiens 

c400> 403 

Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp Sei Val Tin Sei Tin 
15 10 15 

Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp 
20 25 30 

Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met Ser Lys 
35 40 45 

Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe 

50 55 60 

Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu 

65 70 75 80 

Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys 

85 90 



388 



<210> 404 
< 2 1 1 > 237 
<2 12> PRT 

<213> Homo sapiens 
c400> 404 

I j y r Ala Ala Val Leu Thr Leu Ala Va 1 L*=u Phe Leu Thr Gly S«=r nln 
15 10 15 

Ala Ara His Phe Trr> Gin Gin Asp Glu Pro Pro Gin Ser Pro Tro Aso 

2 0 2 5 3 0 

Arg Val Lys Asp Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp Ser 
35 40 45 

Val Thr Ser Thr Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro Val Thr 
50 55 60 

Gin Glu Phe Trp Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin 
65 70 75 80 

Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr 

85 90 95 

Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg 
100 105 110 

Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin 
115 120 125 

Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro Leu Gly Glu Glu Met 
130 135 140 

Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arg Thr His Leu Ala 
145 150 155 160 

Pro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu Ala 
165 170 175 

Leu Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys Ala 
180 185 190 

Thr Glu His Leu Ser Thr Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu 
195 200 205 

Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val Ser 
210 215 220 

Phe Leu Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu Asn 
225 230 235 



< 2 1 0 > 4 0 5 

c 2 1 1 > 9 3 

< 2 12 : PPT 

'213- Homo sapiens 



389 



• 



<400> 405 

Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp Ser Val Thr Ser Thr 
15 10 15 

Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro Val Thr Gin Glu Phe Trp 
20 25 30 

Asp Asn Leu Glu Lvs Glu Thr Glu Gly Leu Arq Gin Glu Met Ser Lys 
3 5 4 0 4 5 

Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp Asp Phe 
5 0 5 5 6. 0 

Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys Val Glu 

65 70 75 80 

Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys 
85 90 



<210^ 4 06 
<211> 204 
<212> PRT 

-21 3 > Homo sapiens 
<400> 406 

Lys Ala Ala Val Leu Thr Leu Ala Val Leu Phe Leu Thr Gly Ser Gin 
15 10 15 

Ala Arg His Phe Trp Gin Gin Asp Glu Pro Pro Gin Ser Pro Trp Asp 

20 25 30 

Arg Val Lys Asp Leu Ala Thr Val Tyr Val Asp Val Leu Lys Asp Ser 
35 40 45 

Val Thr Ser Thr Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro Val Thr 

50 55 60 

Gin Glu Phe Tip Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin 
65 70 75 80 

Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys Val Gin Pro Tyr 
85 90 95 

Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg 
100 105 110 

Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin 
115 120 125 

Lys Leu His Glu Leu Arg Gin Arg Leu Ala Glu Arg Leu Glu Ala Leu 
130 135 140 

Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys Ala Thr 
145 150 155 160 

Gin His Leu rhr Leu Ser Glu Lys Ala Lys Pro Ala Leu Glu Asp 



590 




165 

Leu Arg Gin Gly Leu Leu Pro Val 
180 

Leu Ser Ala Leu Glu Glu Tyr Thr 

195 200 




170 175 

Leu Glu Ser Phe Lys Val Ser Phe 
185 190 

Lys Lys Leu Asn 



<210> 407 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 407 

His Ser Ser Val Gly Ala Lys Asp Leu Val Cys Ser Lys Met Ser Arg 
15 10 15 

Ala Lys Asp Ala Val Ser Ser Gly Val Ala Ser Val Val Asp Val Ala 

20 25 30 

Lys Gly Val Val Gin Gly Gly Leu Asp Thr Thr Arg Ser Ala Leu Thr 
35 40 45 

Gly Thr Lys Glu Val Val Ser Ser Gly Val Thr Gly Ala Met Asp Met 
50 55 60 

Ala Lys Gly Ala Val Gin 

65 70 



<210> 408 

<211> 74 

<212> PRT 

<213> Homo sapiens 

<400> 408 

Asn Val Ala Lys Gly Thr He Gin Thr Gly Val Asp Thr Thr Lys Thr 
15 10 15 

Val Leu Thr Gly Thr Lys Asn Thr Val Cys Ser Gly Val Thr Gly Ala 
20 25 30 

Val Asn Leu Ala Lys Glu Ala He Gin Gly Gly Leu Asp Thr Thr Lys 
35 40 45 

Ser Met Val Met Gly Thr Lys Asp Thr Met Ser Thr Gly Leu Thr Gly 

50 55 60 

Ala Ala Asn Val Ala Lys Gly Ala Met Gin 
65 70 



<210> 409 

<211> 74 

<212> PRT 

<213> Homo sapiens 



391 



<400> 409 

Gly Thr Val Gin Thr Gly Val Asp Thr Thr Lys Thr Val Leu Thr Gly 



Thr Lys Asp Thr Val Cys Ser Gly Val Thr Ser Ala Val Asn Val Ala 

20 75 30 

Lys Gly Ala Val Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Val He 

35 40 45 

Gly Thr Lys Asp Thr Met Ser Thr Gly Leu Thr Gly Ala Ala Asn Val 

50 55 60 



Ala Lys Gly Ala Val Gin Thr Gly Val Asp 
65 70 



<210> 410 
<211> 92 
-212> PRT 

<213> Homo sapiens 

-400> 410 

Gly Ala Val Gin Met Gly Val Asp Thr Ala Lys Thr Val Leu Thr Gly 
15 10 15 

Thr Lys Asp Thr Val Cys Ser Gly Val Thr Gly Ala Ala Asn Val Ala 

20 25 30 

Lys Gly Ala Val Gin Thr Gly Leu Lys Thr Thr Gin Asn He Ala Thr 
35 40 45 

Gly Thr Lys Asn Thr Leu Gly Ser Gly Val Thr Gly Ala Ala Lys Val 
50 55 60 

Ala Lys Gly Ala Val Gin Gly Gly Leu Asp Thr Thr Lys Ser Val Leu 

65 70 75 80 

Thr Gly Thr Lys Asp Ala Val Ser Thr Gly Leu Thr 

85 90 



<210> 411 
-211> 366 
<212> PRT 

<213> Homo sapiens 
<400> 411 

Leu Asp Thr Thr Lys Ser Val Leu 
1 5 

Thr Gly Leu Thr Gly Ala Val Asn 
20 

Gly Val Asp Thr Ser Lys Thr Val 

3 5 4 0 



Thr Gly Thr Lys Asp Ala Val Ser 

10 15 

Leu Ala Lys Gly Thr Val Gin Thr 

25 30 

Leu Thr Gly Thr Lys Asp Thr Val 
4 5 



392 



7 



* 




Cys Ser Gly Val Thr Gly Ala Val Asn Val Ala Lys Gly Thr Va 1 Gin 
50 55 60 

Thr Gly Val Asp Thr Ala Lys Thr Val Leu Ser Gly Ala Lys Asp Ala 
65 70 75 80 

Val Thr Thr Glv Val Thr Gly Ala Val Asn Val Ala Lys Gly Thr Val 

« c . 9 0 9 5 

Gin Thr Gly Val Asp Ala Ser Lys Ala Val Leu Met Gly Thr Lys Asp 
100 105 110 

Thr Val Phe Ser Gly Val Thr Gly Ala Met Ser Met Ala Lys Gly Ala 
115 120 125 

Val Gin Gly Gly Leu Asp Thr Thr Lys Thr Val Leu Thr Gly Thr Lys 
130 135 140 

Asp Ala Val Ser Ala Gly Leu Met Gly Ser Gly Asn Val Ala Thr Gly 
145 150 155 160 

Ala Thr His Thr Gly Leu Ser Thr Phe Gin Asn Trp Leu Pro Ser Thr 
165 170 175 

Pro Ala Thr Ser Trp Gly Gly Leu Thr Ser Ser Arg Thr Thr Ala Gin 

180 185 190 

Leu Ala Ala Ser Gin Pro Gly Pro Lys Val Leu Ser Ala Glu Gin Gly 
195 200 205 

Ser Tyr Phe Val Arg Leu Gly Asp Leu Gly Pro Ser Phe Arg Gin Arg 
210 215 220 

Ala Phe Glu His Ala Val Ser His Leu Gin His Gly Gin Phe Gin Ala 
225 230 235 240 

Arg Asp Thr Leu Ala Gin Leu Gin Asp Cys Phe Arg Leu lie Glu Lys 
245 250 255 

Ala Gin Gin Ala Pro Glu Gly Gin Pro Arg Leu Asp Gin Gly Ser Gly 
260 265 270 

Ala Ser Ala Glu Asp Ala Ala Val Gin Glu Arg Val Cys Gly Leu Leu 

275 280 285 

Arg Gin Leu His Thr Ala Tyr Ser Gly Leu Val Ser Ser Leu Gin Gly 

290 295 300 

Leu Pro Ala Glu Leu Gin Gin Pro Val Gly Arg Ala Arg His Ser Leu 
30 5 310 315 320 

Cys Glu Leu Tyr Gly lie Val Ala Ser Ala Gly Ser Val Glu Glu Leu 

325 330 335 

Pro Ala Glu Arg Leu Val Gin Ser Arg Glu Gly Val His Gin Ala Trp 



340 



34 5 



350 



4 



Gin Gly Leu Glu Gin Leu Leu Glu Gly Leu Gin His Asn Pro 

355 360 365 
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